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515 520 525 

Lys Leu Ala Asn Gly Leu Pro Leu Gly Arg Ala Ala Gly Thr Asp Ser 

530 535 540 

Phe Asn Gly His Pro Pro Gin Gly Cys Ala Ser Thr Pro Val Ala Arg 
545 550 555 560 

Glu Leu Lys Ala Phe Val Glu Ala Thr Phe Gin Arg Gin Phe Val Leu 

565 570 575 

Thr Leu Ser Glu Leu Lys Arg Leu Phe Asn Leu His Leu Ala Ser Leu 

580 585 590 

Pro Pro Gly His Thr Leu Phe Ser Gly lie Ser Asp Arg Met Leu Gin 

595 600 605 

Asp Thr Val Leu Ala Ala Gly Cys Lys Gin Me Leu Val Pro Phe Pro 

610 615 620 

Pro Gin Thr Ala Ala Ser Pro Asp Glu Gin Lys Val Phe Ala Leu Trp 
625 630 635 640 

Glu Ser Gly Asp Met Ser Asp Gin His Arg Gin Val Leu Leu Glu Me 
U 645 650 655 

IS Phe Ser Lys Asn Tyr Arg Val Arg Arg Asn Met Me Gin Ser Arg Leu 

J 660 665 670 

5 Thr Gin Glu Cys Gly Glu Asp Leu Ser Lys Gin Glu Val Asp Lys Val 

J 675 680 685 

,r Leu Lys Asp Cys Cys Val Ser Tyr Gly Gly Met Trp Tyr Leu Lys Gly 

p 690 695 700 

Si Thr Val Gin Ser 

705 



<210> 11515 
<211> 2482 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (9). . (416) 



<400> 11515 

cactggagat ggagctgcgc acctgcggcc 
cccacaccat gtaccaagtg gggctgatgg 
gggccctgga gatgttcacc caggaggagc 
aggagcgcat cccgttcaco tgcocctgca 
ccccgtaccc catgaagatc gcccccccag 
aoatccgcgt ggagacctgc atgttcatga 
tcatgctgga gaaacttcgt tgtgccattc 
gggagggagc cccagaatta ggctgtcact 
accactgcgg cccgtccctc cagggccctg 
aaaotttcgt ccacattcca gggcctcctg 
cgtgatgggt tggttctttt gotgcctgtt 



tcccctacat caacctcgag ttcctcaagg 60 
agacggacca goacatcgag ttcttctggg 120 
tgtgcaagtt catoaagttt goctgcaacc 180 
aagatggggg tcccgacact gcccatgtgc 240 
atggcacagc aggttcccca gactctcgct 300 
tcaagcttcc ccagtactcc tctotggaaa 360 
actaccgtga agaccccctc agtggctgat 420 
gaggcaccca ctctgctggc ttgggaagcc 480 
cgtgaggagt tggcaacatt ttgcttttcc 540 
gaagaottaa ccttttgtct ttgtacgttt 600 
tgtggtctat ttgtaggata gtttagttcc 660 
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cagacagttt gtgtctaatt tgatcttctt 
aatgccataa ggccccagct ggttccccat 
acaatgacct cggccacaca gagcgctcgt 
ctgtggccag ccctgccctc cagcctcgag 
gcctccctcc acatagaggt ggctgggcca 
ctttatgtgt tcatcttcct gctttagaac 
agcccacagt ggttcccctg cccctcccat 
ccctggtctg acagttttca tctgaggcct 
ccgaccttag ttcacagagc ctagctgggt 
ccagagatgg gggacaatgc tcaggtgggg 
gcacatgatt caagcctacc ccacaaaaaa 
ctccctgcag tgacgtagga caagggaaag 
aggtgctctg ctcaatttgg ggtctgcttt 
actccagggg ggtccttctg cccctctggc 
tgtaagtgtg tatgccaggg ctgagctgcc 
aataggtctt tgtccagtgg tactttgttc 
tgtcactttg ggccttgcca ggtctcacag 
tgtgaatatt ggaagttttg agtgagtgct 
tccaagaaag aagatgtgcc ctggcctgct 
gttagcatcc atctcctccc tgtaactctt 
gatcccctga cctaaggatg aaatcgacct 
attggatgca agtcaactct ggaggtgagt 
agatggtcag cccgctgcct ccccagcggc 
ccaggatgta ttcctgacaa taaggatcct 
ctttcgattt attagaagtg gtttttcctc 
gtcctcatcc cttgaatgga cttgtcagct 
ttggccatca cttgagtaga tgacaagctg 
tccgagagca cattgaggtc cagacagatc 
aaagttactt gatgtatatt tattataatt 
tcaatctgat gctatttaca ccatgctgtg 
caccaataaa taaccttcat ct 



ggacattgtc cctcatggcc accagattct 720 
cacagaacca cccagcagga agccgggggt 780 
gctttcagca gagcgcctcc acagacaagc 840 
ctggagttgc tccagaggca gccccagcag 900 
attgcccaaa cacgtgagac acacagggag 960 
ttgctcccgg tcttggtttt tctgaggaaa 1020 
acctccctat ctgccgtctg tctctttggg 1080 
cctcgggagc aggagactta agggttcatc 1140 
gcatcccagc cgcagggggt gagaagacac 1200 
gcctcctccg agactctggt tgagaggaaa 1260 
ggagcacaaa atgctcagaa atggcccttc 1320 
ggccacaccc attttcaaaa gagtggactg 1380 
agtgacccag acactcaagt ccagatggag 1440 
cagccccacc cagcactccc catcacccca 1500 
tccaggctca cccactgcat ctttgcccca 1560 
atgagcagca caggccatct tgttggacac 1620 
aatcacatcg ctgtatttat tgtataatat 1680 
gtctagaagg ttttggagtg tggatgctgg 1740 
ggaaagattg tgaattctag agatagagcc 1800 
aggaaatgca tcaaggacca ttatagaaag 1860 
agggttaatc atgacagctg catcagttgt 1920 
gcccgcaagc agttcccctg ctttgaaaga 1980 
cacagctcct ttgagtgtgg ggggtcacag 2040 
tttattttca tttctgcata atgaaagagc 2100 
cctacatctt taaattcttg gttctcttta 2160 
acctccccag gaggagttca gaagcttctg 2220 
taaggtatct gctgctaacg tggctgcctc 2280 
caaaccttgg ccctaaaaaa tgtgtgctgt 2340 
atttatggtt gcatttaaca aacttttcat 2400 
taaaggaagc tcactaaagg aaaaaagtca 2460 

2482 



<210> 11516 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 11516 

Met Glu Leu Arg Thr Cys Gly Leu Pro Tyr I le Asn Leu Glu Phe Leu 

1 5 10 15 

Lys Ala His Thr Met Tyr Gin Val Gly Leu Met Glu Thr Asp Gin His 

20 25 30 

Me Glu Phe Phe Trp Gly Ala Leu Glu Met Phe Thr Gin Glu Glu Leu 

35 40 45 

Cys Lys Phe Me Lys Phe Ala Cys Asn Gin Glu Arg Me Pro Phe Thr 

50 55 60 

Cys Pro Cys Lys Asp Gly Gly Pro Asp Thr Ala His Val Pro Pro Tyr 
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65 






70 




75 


80 


Pro Met Lys 


1 le 


Ala 


Pro 


Pro 


Asp Gly Thr Ala 


Gly Ser Pro Asp Ser 






85 






90 


95 


Arg Tyr 1 le 


Arg 


Val 


Glu 


Thr 


Cys Met Phe Met 


1 1 e Lys Leu Pro G 1 n 




100 








105 


110 


Tyr Ser Ser 


Leu 


Glu 


1 le 


Met 


Leu Glu Lys Leu 


Arg Cys Ala Me His 


115 










120 


125 


Tyr Arg Glu 


Asp 


Pro 


Leu 


Ser 


Gly 




130 








135 







<210> 11517 
<211> 2149 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (200). . (1045) 
<400> 11517 

agcgccttcg ctctttggct ccctgagtta gtccggttgt ttgcgatcgc ogcggocggg 60 
gctgcgaaoc gaagggotcg ctccgcgccg octgggtctc tacctcatcc gtaggtgtgg 120 
ccctgatggt gtggcaggct ctggactcct aaagctctgg agcgaattta agattttatt 180 
catgtgcatg gcatagaaga tgaattcttc cacttccacc atgagtgaag agcctgacgc 240 
tctatcggta gttaaccagt taogggatot agoagcagat ccgttaaaoa gaagagccat 300 
cgtccaggat cagggatgtc tgcctggcct tattttattt atggaccatc ccaaccctcc 360 
agtcgtccac tccgctttgc ttgctcttcg atacttggca gaatgccgtg caaacagaga 420 
aaagatgaaa ggagaactgg gtatgatgtt gagcttacaa aatgttatac agaaaactac 480 
aactccagga gaaacaaaac ttctggcctc tgaaatctat gacattcttc agtcctccaa 540 
tatggoagat ggtgatagtt ttaatgagat gaattcacgt cgaaggaaag ctcaattttt 600 
tctgggaact acaaacaaac gtgccaaaac agtggttttg catatagatg gccttgatga 660 
tacgtctcgg agaaatctat gtgaagaggc tttgttaaaa attaaaggtg ttattagctt 720 
tacttttcaa atggctgttc aaaggtgtgt ggtgcgaatc cgttcagatt tgaaagctga 780 
ggctttggoa tcagcaatag catcaaccaa ggttatgaaa gctcagcaag ttgtgaaaag 840 
tgaaagtgga gaagagatgt tggtcccatt ccaagatact cctgtggaag ttgaacagaa 900 
cacagagcta cctgactacc tgcctgagga tgagagtccc acaaaggaac aggacaaagc 960 
ggtgtcccgg gtcggotcac acccagaagg tggagctagc tggcttagca cagctgcaaa 1020 
ctttttatcc agatcatttt attggtgact tcacttttgg gctcaaggac tgtgtgaacc 1080 
aacaaggggc cagttttcca ttgttgtggt gaactgtcaa gtgcaatttg caataagtta 1140 
tcatgaaaag tttttagatt acacgatcgc atatgctgca tttcacattt tattggacat 1200 
tttaccccao tgagtggtaa aaaggacaga ggctacagat ggagttgctt tgtttatgaa 1260 
agtattttgg tttgttttct ttcatttaat tgcctcatat ttaaaaacca tgggtccact 1320 
gttaaaacca catgtgtatg tgcagcttta cattttattt tacgtgaagc atgtgattag 1380 
gaaaactcat tttcttttca agcctcagga cctacctgaa gagaagtttt cttgtagctc 1440 
aagttgtgca tgaattactg aatattttac tgtgcttttc ttcatgaagg gtacatgctt 1500 
tgtactcttc actgaaagct gaaaacattt cttgttaccc tcttttgtgc ctttttattt 1560 
tgccaaocgt gtttatagaa aggacattac taatgacatt ttgcagatta aaaacattca 1620 
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tttgaacaca gtagtcccct agaaaaacaa 
ataattttga taaaattaac acaaaatcag 
gtttttggag actgtttgaa tgtgaccaaa 
gcttatatca attcttgaga gttaatgtga 
tctaggcctt actttgtgat tatacgttat 
gaaactgaca aactgaaaat aagaaaacaa 
gtttggtata gagtccaact ttaaaacatg 
gtttccttgt attgtctttt gtgaatttat 
aagacccaaa ttactgctta tgaagaaata 



ctctacaaaa attttgcagc cttattcatt 1680 
tcaagaagga aacatgtata ttagtgaagt 1740 
tgtggttcta gttgacttct tttcactttg 1800 
tcatgatatt gcaaacaact ataaatggtc 1860 
ctccggctag aaaaaaataa tggtagtaaa 1920 
aaatcaaatg cctataatac cataatgcca 1980 
aattgctcga cagagttcta ttcagtaggt 2040 
tatgaaaatg ctgcgttgtg ttgaatgaaa 2100 
aagccagcat tgatcactt 2149 



<210> 11518 
<211> 282 
<212> PRT 

<213> Homo sapiens 



<400> 11518 












Met 


Asn 


Ser 


Ser 


Thr 


Ser 


Thr 


Met 


1 








5 








Val 


Val 


Asn 


Gin 


Leu 


Arg 


Asp 


Leu 








20 










Ala 


1 le 


Val 


Gin 


Asp 


Gin 


Gly 


Cys 






35 










40 


Asp 


His 


Pro 


Asn 


Pro 


Pro 


Val 


Val 




50 










55 




Tyr 


Leu 


Ala 


Glu 


Cys 


Arg 


Ala 


Asn 


65 










70 






Gly 


Met 


Met 


Leu 


Ser 


Leu 


Gin 


Asn 










85 








Gly 


Glu 


Thr 


Lys 


Leu 


Leu 


Ala 


Ser 








100 










Ser 


Asn 


Met 


Ala 


Asp 


Gly 


Asp 


Ser 






115 










120 


Arg 


Lys 


Ala 


Gin 


Phe 


Phe 


Leu 


Gly 




130 










135 




Val 


Val 


Leu 


His 


1 le 


Asp 


Gly 


Leu 


145 










150 






Cys 


Glu 


Glu 


Ala 


Leu 


Leu 


Lys 


1 le 










165 








Gin 


Met 


Ala 


Val 


Gin 


Arg 


Cys 


Val 








180 










Ala 


Glu 


Ala 


Leu 


Ala 


Ser 


Ala 


1 le 






195 










200 


Gin 


Gin 


Val 


Val 


Lys 


Ser 


Glu 


Ser 




210 










215 




Gin 


Asp 


Thr 


Pro 


Val 


Glu 


Val 


Glu 


225 










230 






Leu 


Pro 


Glu 


Asp 


Glu 


Ser 


Pro 


Thr 



Ser 


Glu 


Glu 


Pro 


Asp 


Ala 


Leu 


Ser 




10 










15 




Ala 


Ala 


Asp 


Pro 


Leu 


Asn Arg Arg 


25 










30 






Leu 


Pro 


Gly 


Leu 


1 le 


Leu 


Phe 


Met 










45 








His 


Ser 


Ala 


Leu 


Leu 


Ala 


Leu 


Arg 








60 










Arg 


Glu 


Lys 


Met 


Lys 


Gly Glu 


Leu 






75 










80 


Val 


1 le 


Gin 


Lys 


Thr 


Thr 


Thr 


Pro 




90 










95 




Glu 


1 le 


Tyr 


Asp 


Me 


Leu 


Gin 


Ser 


105 










110 






Phe 


Asn 


Glu 


Met 


Asn 


Ser 


Arg Arg 










125 








Thr 


Thr 


Asn 


Lys 


Arg 


Ala 


Lys 


Thr 








140 










Asp 


Asp 


Thr 


Ser 


Arg 


Arg Asn 


Leu 






155 










160 


Lys 


Gly 


Val 


1 le 


Ser 


Phe 


Thr 


Phe 




170 










175 




Val 


Arg 


1 le 


Arg 


Ser 


Asp 


Leu 


Lys 


185 










190 






Ala 


Ser 


Thr 


Lys 


Val 


Met 


Lys 


Ala 










205 








Gly 


Glu 


Glu 


Met 


Leu 


Val 


Pro 


Phe 








220 










Gin 


Asn 


Thr 


Glu 


Leu 


Pro Asp 


Tyr 






235 










240 


Lys 


Glu 


Gin 


Asp 


Lys 


Ala 


Val 


Ser 
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245 250 255 

Arg Val Gly Ser His Pro Glu Gly Gly Ala Ser Trp Leu Ser Thr Ala 

260 265 270 

Ala Asn Phe Leu Ser Arg Ser Phe Tyr Trp 
275 280 



<210> 11519 
<211> 2422 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (64). . (1557) 

<400> 11519 

gactatacag gacatgttca tcctggaact tacacaaata ccttagaacg tctagtgaag 60 
gaaatggaag acacacaaag gctagatgaa ctgcagaagc aactacaaga agacataagg 120 
caaggccgag gcattaaatc ocoaatcaga attggagaag aagacagtac agatgatgag 180 
gatggcctct tagaagagca caaggaattt ctaaagaaat tttcagttac aattgatgct 240 
attcctgatc atcatccagg tgaagaaata tttaatttcc tcaattctgg aaaaattttc 300 
aatcagtata ccttggattt aagagactct ggttttattg gaoaaagtgc tgtagaaaaa 360 
cttattctta aatcgggaaa aacagatcag atttttttga caacacaagg tttccttacg 420 
tctgcttatc actatgtcca gtgtcctgtc cctgtgttaa agtggctgtt tcggatgatg 480 
tcagttcata cagactgtat tgtgtcagtg cagattttaa gtacattgat ggaaataaca 540 
attagaaatg atacottcag tgactcacca gtttggccat ggatcccatc attgtctgat 600 
gtagcagctg tgtttttcaa tatggggatt gattttagat ctttgtttcc cctggagaat 660 
cttcagccag actttaatga agactatcta gtttctgaaa cacagacaac atcaaggggg 720 
aaagaaagtg aagattcatc ttataagcca attttttcaa cacttcctga aaccaaoatt 780 
ttaaatgtgg ttaagtttot aggcttgtgt acatctatac atocagaagg ttaccaggat 840 
cgtgaaataa tgttgctgat tttaatgtta tttaaaatga gtttggaaaa acagctgaaa 900 
cagattcctt tagtagactt tcaaagcctc ctgataaacc tgatgaaaaa catcagagat 960 
tggaaoacaa aggtgcctga aGtctgtctg ggcataaatg aactctccag tcatccccac 1020 
aacctcctgt ggttggtaca gctggtccct aattggacat cacgtggaag gcaactgaga 1080 
cagtgcctca gtctagtgat tatttcaaag cttttggatg agaaacacga agatgttcct 1140 
aatgccagta atctgcaggt atoagtccta catcgctatc ttgtgcagat gaagocttct 1200 
gatttgttaa agaaaatggt cttgaagaaa aaggotgaac aaccagatgg cattattgat 1260 
gacagtctto atttagaact tgaaaagcag gcatattaco tgacctacat tcttcttcat 1320 
ttagtcggtg aagttagttg ttctcattct ttttcttctg gacaacggaa acactttgtg 1380 
ctactctgtg gggctttgga aaagcatgtt aaatgtgata ttagggaaga tgcaagactt 1440 
ttttacagaa ctaaggtgaa agacttggtc gccaggatac atggaaaatg gcaggaaata 1500 
atccagaact gtcggcctac tcaggggcag cttcatgact tctgggtacc agattcttaa 1560 
taggagttgc agcagcaaaa atatgaacca agagaaattc aataagagcc tttcatagag 1620 
gagtagaaag gattattaca gaatccaatg aatgccaaga aaatgtacag oaaatgtgcc 1680 
acttgaatat ctagtatgaa gctggtaatg aagaaattgo catttctgaa gcagatatga 1740 
aatatgatct gcttaattgt taaggcaact gacctttcaa aagtgcagag tcttattaaa 1800 
agaggggagg ggtagaagca gaataatagt catatgtcta aoctgcccca gttaactcct 1860 
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cttgttaaat tataagccag ttatcttttt 
caggaaatat ataagaaaag agcttggact 
ccaagttcca gttgggttta attttccctc 
taaaactgag tttagtaata aaaagcataa 
gaggtttcaa tccatgcatt ttccttcatt 
catctaaaca aacagttgag aaacaaaagt 
agaggttaag ctgtaaagta gtggccctgt 
ttctggattt cttttaaatg catgtatttt 
atatcttaga attctggctc ttggtaacca 
aagatctgga caaggttcca ac 



tagatagtat ttttgtcact tggataatca 1920 
aacttgagaa gttggacatg gaaagcaaga 1980 
ttggttattt tcggacacaa agggaatgct 2040 
atctcttctg taacttttat aaaccacagg 2100 
actcaagatt ataaatctgt ttttaaaata 2160 
ttggcatgtt gtcagatccc cttaagagga 2220 
tttgatgcca gaacattcat atgctgtttg 2280 
aaatactggt taaatcttag aatcttggct 2340 
tattacagaa gtctatattg taaaagccta 2400 

2422 



<210> 11520 
<211> 498 
<212> PRT 

<213> Homo sapiens 



<400> 11520 
Met Glu Asp Thr 
1 

Asp I I e Arg G I n 
20 

Glu Asp Ser Thr 
35 

Phe Leu Lys Lys 
50 

Pro Gly Glu Glu 
65 

Gin Tyr Thr Leu 

Val Glu Lys Leu 
100 

Thr Thr Gin Gly 
115 

Val Pro Val Leu 
130 

Cys I I e Va I Ser 
145 

Arg Asn Asp Thr 

Leu Ser Asp Val 
180 

Ser Leu Phe Pro 
195 

Leu Val Ser Glu 
210 

Ser Ser Tyr Lys 
225 



Gin 


Arg 


Leu Asp 


5 








Gly 


Arg 


Gly 


1 le 


Asp 


Asp 


Glu 


Asp 








40 


Phe 


Ser 


Val 


Thr 






55 




1 le 


Phe 


Asn 


Phe 




70 






Asp 


Leu 


Arg Asp 


85 








1 le 


Leu 


Lys 


Ser 


Phe 


Leu 


Thr 


Ser 








120 


Lys 


Trp 


Leu 


Phe 






135 




Val 


Gin 


1 le 


Leu 




150 






Phe 


Ser 


Asp Ser 


165 








Ala 


Ala 


Val 


Phe 


Leu 


Glu 


Asn 


Leu 








200 


Thr 


Gin 


Thr 


Thr 






215 




Pro 


1 le 


Phe 


Ser 




230 







Glu 


Leu 


Gin Lys 




10 




Lys 


Ser 


Pro 1 le 


25 






Gly 


Leu 


Leu Glu 


1 le 


Asp 


Ala 1 le 






60 


Leu 


Asn 


Ser Gly 






75 


Ser 


Gly 


Phe 1 le 




90 




Gly 


Lys 


Thr Asp 


105 






Ala 


Tyr 


His Tyr 


Arg 


Met 


Met Ser 






140 


Ser 


Thr 


Leu Met 






155 


Pro 


Val 


Trp Pro 




170 




Phe 


Asn 


Met Gly 


185 






Gin 


Pro 


Asp Phe 


Ser 


Arg 


Gly Lys 






220 


Thr 


Leu 


Pro Glu 






235 



Gin 


Leu 


Gin 


Glu 






15 




Arg 


1 le 


Gly 


Glu 




30 






Glu 


His 


Lys 


Glu 


45 








Pro 


Asp 


His 


His 


Lys 


1 le 


Phe 


Asn 








80 


Gly 


Gin 


Ser 


Ala 






95 




Gin 


1 le 


Phe 


Leu 




110 






Val 


Gin 


Cys 


Pro 


125 








Val 


His 


Thr 


Asp 


Glu 


1 le 


Thr 


1 le 








160 


Trp 


1 le 


Pro 


Ser 






175 




1 le 


Asp 


Phe 


Arg 




190 






Asn 


Glu 


Asp 


Tyr 


205 








Glu 


Ser 


Glu 


Asp 


Thr 


Asn 


1 le 


Leu 



240 
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Asn 


Val 


Val 


Lys 


Phe 


Leu 


Gly 


Leu 










245 








Tyr 


Gin 


Asp 


Arg 


Glu 


1 le 


Met 


Leu 








260 










Ser 


Leu 


Glu 


Lys 


Gin 


Leu 


Lys 


Gin 






275 










280 


Leu 


Leu 


I le 


Asn 


Leu 


Met 


Lys 


Asn 




290 










295 




Pro 


Glu 


Leu 


Cys 


Leu 


Gly 


1 le 


Asn 


305 










310 






Leu 


Leu 


Trp 


Leu 


Val 


Gin 


Leu 


Val 










325 








Gin 


Leu 


Arg 


Gin 


Cys 


Leu 


Ser 


Leu 








340 










Glu 


Lys 


His 


Glu 


Asp 


Val 


Pro 


Asn 






355 










360 


Leu 


His 


Arg 


Tyr 


Leu 


Val 


Gin 


Met 




370 










375 




Met 


Val 


Leu 


Lys 


Lys 


Lys 


Ala 


Glu 


385 










390 






Ser 


Leu 


His 


Leu 


Glu 


Leu 


Glu 


Lys 










405 








Leu 


Leu 


His 


Leu 


Val 


Gly 


Glu 


Val 








420 










Gly 


Gin 


Arg 


Lys 


His 


Phe 


Val 


Leu 






435 










440 


Val 


Lys 


Cys 


Asp 


1 le 


Arg 


Glu 


Asp 




450 










455 




Val 


Lys 


Asp 


Leu 


Val 


Ala 


Arg 


1 le 


465 










470 






Gin 


Asn 


Cys 


Arg 


Pro 


Thr 


Gin 


Gly 



485 

Asp Ser 



Cys 


Thr 
250 


Ser 


1 le 


His 


Pro 


Glu 

255 


Gly 


Leu 


1 le 


Leu 


Met 


Leu 


Phe 


Lys 


Met 


265 










270 






1 le 


Pro 


Leu 


Val 


Asp 
285 


Phe 


Gin 


Ser 


1 le 


Arg 


Asp 


Trp 
300 


Asn 


Thr 


Lys 


Val 


Glu 


Leu 


Ser 
315 


Ser 


His 


Pro 


His 


Asn 
320 


Pro 


Asn 
330 


Trp 


Thr 


Ser 


Arg 


Gly 
335 


Arg 


Val 


1 le 


1 le 


Ser 


Lys 


Leu 


Leu 


Asp 


345 










350 






Ala 


Ser 


Asn 


Leu 


Gin 
365 


Val 


Ser 


Val 


Lys 


Pro 


Ser 


Asp 
380 


Leu 


Leu 


Lys 


Lys 


Gin 


Pro 


Asp 
395 


Gly 


1 le 


1 le 


Asp 


Asp 
400 


Gin 


Ala 
410 


Tyr 


Tyr 


Leu 


Thr 


Tyr 
415 


1 le 


Ser 


Cys 


Ser 


His 


Ser 


Phe 


Ser 


Ser 


425 










430 






Leu 


Cys 


Gly 


Ala 


Leu 
445 


Glu 


Lys 


His 


Ala 


Arg 


Leu 


Phe 
460 


Tyr 


Arg 


Thr 


Lys 


His 


Gly 


Lys 
475 


Trp 


Gin 


Glu 


1 le 


1 le 
480 


Gin 


Leu 
490 


His 


Asp 


Phe 


Trp 


Val 
495 


Pro 



<210> 11521 
<211> 2159 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (109). . (1713) 
<400> 11521 

cgctgtgagg gagtogotgt gatocggggc ocoggaaccc gagotggagc tgaagcgcag 60 
gctgcggggc gcggagtcgg gagtgcaggc ctgagtgttc ottocagoat gtoggagggg 120 
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gagtcccaga cagtacttag cagtggctca gacccaaagg tagaatcctc atcttcagct 180 
cctggcctga catcagtgtc acctcctgtg acctccacaa cctcagctgc ttccccagag 240 
gaagaagaag aaagtgaaga tgagtctgag attttggaag agtcgccctg tgggcgctgg 300 
cagaagaggc gagaagaggt gaatcaacgg aatgtaccag gtattgacag tgcatacctg 360 
gccatggata cagaggaagg tgtagaggtt atgtggaatg aggtacagtt ctctgaacgc 420 
aagaactaca agctgcagga ggaaaaggtt cgtgctgtgt ttgataatct gattcaattg 480 
gagcatctta acattgttaa gtttcacaaa tattgggctg acattaaaga gaacaaggcc 540 
agggtcattt ttatcacaga atacatgtca tctgggagtc tgaagcaatt tctgaagaag 600 
accaaaaaga accacaagac gatgaatgaa aaggcatgga agcgttggtg cacacaaatc 660 
ctctctgccc taagctacct gcactcctgt gaccccccca tcatccatgg gaacctgacc 720 
tgtgacacca tcttcatcca gcacaacgga ctcatcaaga ttggctctgt ggctcctgac 780 
actatcaaca atcatgtgaa gacttgtcga gaagagcaga agaatctaca cttctttgca 840 
ccagagtatg gagaagtcac taatgtgaca acagcagtgg acatctactc ctttggcatg 900 
tgtgcactgg agatggcagt gctggagatt cagggcaatg gagagtcctc atatgtgcca 960 
caggaagcca tcagcagtgc catccagctt ctagaagacc cattacagag ggagttcatt 1020 
caaaagtgcc tgcagtctga gcctgctcgc agaccaacag ccagagaact tctgttccac 1080 
ccagcattgt ttgaagtgcc ctcgctcaaa ctccttgcgg cccactgcat tgtgggacac 1140 
caacacatga tcccagagaa cgctctagag gagatcacca aaaacatgga tactagtgcc 1200 
gtactggctg aaatCGctgc aggaccagga agagaaccag ttcagacttt gtactctcag 1260 
tcaccagctc tggaattaga taaattcctt gaagatgtca ggaatgggat ctatcctctg 1320 
acagcctttg ggctgcctcg gccccagcag ccacagcagg aggaggtgac atcacctgtc 1380 
gtgcccccct ctgtcaagac tccgacacct gaaccagctg aggtggagac tcgcaaggtg 1440 
gtgctgatgc agtgcaacat tgagtcggtg gaggagggag tcaaacacca cctgacactt 1500 
ctgctgaagt tggaggacaa actgagccgg cacctgagct gtgacctgat gccaaatgag 1560 
aatatccccg agttggcggc tgagctggtg cagctgggct tcattagtga ggctgaccag 1620 
agccggttga cttctctgct agaagagacc ttgaacaagt tcaattttgc caggaacagt 1680 
accctcaact cagccgctgt caccgtctcc tcttagagct cactcgggcc aggccctgat 1740 
ctgcgctgtg gctgtccctg gacgtgctgc agccctcctg tcccttcccc ccagtcagta 1800 
ttaccctgtg aagccccttc cctcctttat tattcaggag ggctgggggg gctccctggt 1860 
tctgagcatc atcctttccc ctcccctctc ttcctcccct ctgcactttg tttacttgtt 1920 
ttgcacagac gtgggcctgg gccttctcag cagccgcctt ctagttgggg gctagtcgct 1980 
gatctgccgg ctcccgccca gcctgtgtgg aaaggaggcc cacgggcact aggggagccg 2040 
aattctacaa tcccgctggg gcggccgggg cgggagagaa aggtggtgct gcagtggtgg 2100 
ccctgggggg ccattcgatt cgcctcagtt gctgctgtaa taaaagtcta ctttttgct 2159 



<210> 11522 
<211> 535 
<212> PRT 

<213> Homo sapiens 



<400> 11522 

Met Ser Glu Gly Glu Ser Gin Thr Val Leu Ser Ser Gly Ser Asp Pro 

1 5 10 15 

Lys Val Glu Ser Ser Ser Ser Ala Pro Gly Leu Thr Ser Val Ser Pro 

20 25 30 

Pro Val Thr Ser Thr Thr Ser Ala Ala Ser Pro Glu Glu Glu Glu Glu 
35 . 40 45 
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ber 


u 1 U 


A 

Asp 


Glu 




oO 






u 1 n 


Lys 


A 

Arg 


Arg 


65 








Ser 


Ala 


Tyr 


Leu 


Asn 


Glu 


Val 


Gin 








1 00 


Lys 


Val 


Arg 


Ala 






lib 




1 le 


Val 


Lys 


Phe 




130 






Arg Val 


1 le 


Phe 


145 








Phe- 


Leu 


Lys 


Lys 


Trp 


Lys 


Arg 


Trp 








180 


Ser Cys 


Asp 


Pro 






195 




Phe 


1 le 


Gin 


His 




210 






Thr 


1 le 


Asn 


Asn 


225 








His 


Phe 


Phe 


Ala 


Val 


Asp 


1 le 


Tyr 








260 


Glu 


1 le 


Gin 


Gly 






275 




Ser 


Ser 


Ala 


1 le 




290 






Gin 


Lys 


Cys 


Leu 


305 








Leu 


Leu 


Phe 


His 


Ala 


Ala 


His 


Cys 








340 


Leu 


Glu 


Glu 


1 le 






355 




1 le 


Pro 


Ala 


Gly 




370 






Ser 


Pro 


Ala 


Leu 


385 








Me 


Tyr 


Pro 


Leu 


Gin 


Glu 


Glu 


Val 



420 



Ser 


Glu 


1 le 


Leu 






bb 




Glu 


Glu 


Va 1 


Asn 




70 






Ala 


Met 


A ^ _ 

Asp 


Thr 


o f— 

85 








Phe 


Ser 


Glu 


Arg 


Val 


Phe 


Asp 


Asn 








120 


His 


Lys 


Tyr 


Trp 






135 




1 le 


Thr 


Glu 


Tyr 




150 






Thr 


Lys 


Lys 


Asn 


H /-> f— 

165 








Cys 


Thr 


Gin 


1 le 


Pro 


1 le 


1 le 


His 








200 


Asn 


Gly 


Leu 


1 le 






215 




His 


Val 


Lys 


Thr 




230 






Pro 


Glu 


Tyr 


Gly 


245 








Ser 


Phe 


Gly 


Met 


Asn 


Gly 


Glu 


Ser 








280 


Gin 


Leu 


Leu 


Glu 






295 




Gin 


Ser 


Glu 


Pro 




310 






Pro 


Ala 


Leu 


Phe 


325 








1 le 


Val 


Gly 


His 


Thr 


Lys 


Asn 


Met 








360 


Pro 


Gly 


Arg 


Glu 






375 




Glu 


Leu 


Asp 


Lys 




390 






Thr 


Ala 


Phe 


Gly 


405 








Thr 


Ser 


Pro 


Val 



Glu 


Glu 


Ser 


Pro 








dO 


G 1 n 


A 

Arg 


Asn 


Va 1 






lb 




Glu 


Glu 


Gly 


Va 1 




90 






Lys 


Asn 


Tyr 


Lys 


105 








Leu 


1 le 


Gin 


Leu 


Ala 


Asp 


1 le 


Lys 








140 


Met 


Ser 


Ser 


Gly 






-« f— r— 

155 




His 


Lys 


Thr 


Met 




170 






Leu 


Ser 


Ala 


Leu 


185 








Gly 


Asn 


Leu 


Thr 


Lys 


1 le 


Gly 


Ser 








220 


Cys 


Arg 


Glu 


Glu 






235 




Glu 


Val 


Thr 


Asn 




250 






Cys 


Ala 


Leu 


Glu 


265 








Ser 


Tyr 


Val 


Pro 


Asp 


Pro 


Leu 


Gin 








300 


Ala 


Arg 


Arg 


Pro 






315 




Glu 


Va 1 


Pro 


Ser 




r\ r\ f\ 

330 






Gin 


His 


Met 


1 le 


345 








Asp 


Thr 


Ser 


Ala 


Pro 


Val 


Gin 


Thr 








380 


Phe 


Leu 


Glu 


Asp 






395 




Leu 


Pro 


Arg 


Pro 




410 






Val 


Pro 


Pro 


Ser 



425 



Cys 


Gly 


Arg 


T 

Trp 


Pro 


Gly 


1 le 


Asp 








80 


Glu 


Va 1 


Met 


Trp 






95 




Leu 


Gin 


Glu 


Glu 




1 10 






Glu 


His 


Leu 


Asn 


12b 








Glu 


Asn 


Lys 


A 1 _ 

Ala 


Ser 


Leu 


Lys 


Gin 








160 


Asn 


Glu 


Lys 


Ala 






175 




Ser 


Tyr 


Leu 


His 




190 






Cys 


Asp 


Thr 


1 le 


205 








Val 


Ala 


Pro 


Asp 


Gin 


Lys 


Asn 


Leu 








240 


Val 


Thr 


Thr 


Ala 






255 




Met 


Ala 


Val 


Leu 




270 






Gin 


Glu 


Ala 


1 le 


285 








Arg 


Glu 


Phe 


1 le 


Thr 


Ala 


Arg 


Glu 








320 


Leu 


Lys 


Leu 


Leu 






335 




Pro 


Glu 


Asn 


Ala 




350 






Val 


Leu 


Ala 


Glu 


365 








Leu 


Tyr 


Ser 


Gin 


Val 


Arg 


Asn 


Gly 








400 


Gin 


Gin 


Pro 


Gin 






415 




Val 


Lys 


Thr 


Pro 




430 
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1 nr 


Pro 


G 1 u 
435 


Pro 


A 1 ^ 

Ala 


Glu 


Val 


G 1 u Thr Arg Lys 
440 


Va 1 


Val 
445 


Leu 


Met 


Gin 


Cys 


Asn 
450 


\ le 


Glu 


Ser 


Val 


Glu 
455 


Glu Gly Va 1 Lys 


His 
460 


His 


Leu 


Thr 


Leu 


Leu 


Leu 


Lys 


Leu 


Glu 


Asp 


Lys 


Leu Ser Arg His 


Leu 


Ser Cys Asp Leu 


465 










470 




475 










480 


Met 


Pro 


Asn 


Glu 


Asn 
485 


1 le 


Pro 


Glu Leu Ala Ala 
490 


Glu 


Leu 


Val 


Gin 
495 


Leu 


Gly 


Phe 


1 le 


Ser 


Glu 


Ala Asp 


Gin Ser Arg Leu 


Thr 


Ser 


Leu 


Leu 


Glu 








500 








505 






510 






Glu 


Thr 


Leu 
515 


Asn 


Lys 


Phe 


Asn 


Phe Ala Arg Asn 
520 


Ser 


Thr 
525 


Leu 


Asn 


Ser 


Ala 


Ala 
530 


Val 


Thr 


Val 


Ser 


Ser 
535 















<210> 11523 
<211> 2835 
<212> DNA 
<213> Homo sapiens 

<400> 11523 

atctgctgat gagtccaggc cccggtccat 
tttcggagag googoaggag tcatttcaaa 
tgcagtggtg cgatcatagc toactgcatc 
accccagcct cccgaggagc tgagactaca 
caatattttt gtggaaacag ggatcttgct 
cctootaaag tgttggtatc acaggcgtga 
ccccagggtc ggccacagtt ggacaggago 
tgcccggagt taactcctgg acgacgtaca 
catttttcoG tcctccaccc accatgtaca 
actacataca tctgccagct gttcccatct 
tggaotgctg cggcagatcc tcactggttt 
tccattctcG aogtagcago caaggggatt 
tagagacagg gtcttgtcct gatgoccagg 
tgtggcttca acctcttggg ctcaagtgat 
actacaggtg tgcaccacca caootaggta 
otctgccaag tctcaatgcc tggotaattt 
tggctctcac ctgtaatcca gcactttggg 
ggagttcaag attagcctgg ccaacatggt 
ttagcgggcg tggtggtggg cacctgtaat 
atcgcttaaa cccgagaggc agaggttgca 
cctgggcgac aaagctagac tctgcctcaa 
tggggtctgg gtatgctgoc caggctggtc 
ttggcctcca gagtgttggg attacaggtg 
ttaaagcccc aaacattaat gagtocctgc 
tggccacacg gtctgtagga tagacaagcc 
aagaactgct gttgatgtgt gtaccagaag 



tctcctcgcg ctgcaaggat gctcctggga 60 
cagggtctcg ctctgtcgcc caggctagag 120 
ctcgaactcc tgggctoaag cgatcttccc 180 
ggcgcgcgcc actactcccg gctaattgtt 240 
atgttcctat ggtggtcttg agctccttag 300 
gccactgtgo ccggcgttaa caatcttotg 360 
accctgcGtc Gcctgtagca ttcgtCGOcg 420 
GctgGtgGac tgctggatat agccattctt 480 
ccccatcagc aagtcooatG Ggatataccc 540 
ccacccacac cccggcctcc agcatctgtc 600 
ctGtgGttCG actGtcgccG ttoccctagg 660 
cttatattta tttattattt aatttagttt 720 
ctggagtaoa gtggcatgat oatagGtoac 780 
cctcctgcct caggctcctg agtagctggg 840 
ttttttattt attttatttt ttgcctcaoa 900 
taaaaattat tttgtagagg ccacgtgagg 960 
aggGtgaggG aggGggatoa tttgaggtoa 1020 
gaaaaocoat ctotactaaa aatacaaaaa 1080 
cccagctaca cgggaggttg aggtgggata 1140 
gtgagGcaag attgtgcoac tgcactccag 1200 
aaaaaoataa tttttttttt ttggtagaga 1260 
ttaaaccttg gctoaagoaa tcctctcaGG 1320 
tgagccactg catctggctt gagtttttat 1380 
tgtgtgctga taGCcaGaac tgacagctta 1440 
cataaataat tGtgtaoaca atggtaaaao 1500 
ggoagtgaoa tcagcctgga gagttggcot 1560 
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gggcctggca gggagtaagg aaagaattct 
aaaaaagaat gaattatttg ctgtttggga 
agggactctg cgcaggaaga ggaggggaag 
agtggctgct gccatcacgc tgtgtggcta 
ccccgtccct catgagttgg gactggagcc 
gctctatgga gcaggcagga gccccaccct 
agctgtggat ccgagcctct ctgctcctgg 
ccagatgcag ctgcagccgc gcaggcagga 
caagttggcg gggtgggagc tcccaggtgc 
agggcatctc tgtagcctgc accatcggcc 
catccctgca ggctcagggg tgtctgcttc 
tgctctgatc ttggagggga gtcggagcca 
aagggggtgg ggtccccagt aaggccccac 
ggctgggctg ccagtccctc tgaccagagt 
caatggccca atcagcacac acttcttccc 
ccagagcagc gcagagaata gccagaggat 
ccagctgcag agagcagtac cctctctgct 
cagagaggag taccttctcc gctgaaagct 
acactctgct gcgagcttca gagacctgca 
gagccactct ctccagggcc tcctctctgt 
atctgtctcc agagaggagc tacccactcc 
ctcttcaccc ttcag 



gggtgcagaa gacagcaaat accaaggcct 1620 
aatggaagcc cacgctgagt gctgaagcac 1680 
caagaaatga atttgggtcc ttgtgatggc 1740 
gggctgcaca cttcatggag ccggtggaag 1800 
gcaaaccgct gctgcagacc caggccttct 1860 
cttgggcagg gctacagcca cccaaactgc 1920 
gggagccggg aacaggcaga gtttgccctt 1980 
gccagggaca agtgggagcc ctgcctcttc 2040 
agctgtggct gcccccccag gcacaggacg 2100 
atcccaggaa ggacagcccc cttcaccctc 2160 
cactgcctgg cctctctcca ctccagcaac 2220 
agacctgcag ccatgaatgg cagcaggagg 2280 
cctcaggcca gggagggcct gaattctggg 2340 
ggaaactcgt ggagcctttt ctgggcctgc 2400 
cgctgaggtc cataaaaacc ctaggctcag 2460 
gaagatggta gagacgaggg gacaggatga 2520 
gatagctgga gacggtgggg tgaccagcta 2580 
acagagacca cctgccagca gagaggagct 2640 
gagacattgg aatgacttgc ctgcggagag 2700 
tgagagctga atgattgagc tcatgggaca 2760 
tctgagctct tctaacacta aataaaactc 2820 

2835 



<210> 11524 
<211> 2229 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (122). . (1510) 
<400> 11524 

agttaaaaca gctgagcttc tgaatgcctg 
cgtgaagaaa acagaggctc ttcggttgca 
aatgcagtat aacctgcgac tgaggtccca 
taatctgcat gggtttgtgg atatagaaac 
tgccaaagag tttttagtac catccaggga 
tcctcaacag tttaagcaac ttctgatggt 
ccgatgttat cgagatgaag gttcaagacc 
catagagatg tcatttgtag accagactgg 
gtattcctgg cccaatgaca aagatcctgt 
tgaggtgctg gccacctatg gaactgataa 
agatatcagt gatgtgttta gaaacacaga 
gccccatgga actgtgaaag ccatatgtat 
agacattgaa tccattagaa actttgcagc 
attccttaac gccaatagaa actggaattc 



caagaagctg ccctttgaaa ttaagaactt 60 
gtatcgctac ttagacttgc gtagtttcca 120 
gatggtcatg aaaatgcggg aatatctctg 180 
ccccacattg tttaagagga ccccaggggg 240 
acctggaaag ttttgttctc tccctcagag 300 
tggcggttta gacagatatt ttcaggttgc 360 
agacagacag cctgagttta ctcagattga 420 
gatccagagt ttaattgagg gtttgctcca 480 
ggttgttcct tttcctacta tgacttttgc 540 
acctgacact cgctttggaa tgaagattat 600 
gattggattt cttcaagatg cacttagtaa 660 
ccctgaagga gcaaaatact taaaaaggaa 720 
tgaccatttt aatcaggaaa tcttacctgt 780 
tccagttgct aatttcataa tggagtcaca 840 
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aagactggaa ttaatcagac taatggagac 
tggagagcac aataaagcat gctctttgtt 
tctagaaaca agaggagtgg tgctccgtga 
agatttccca ctcttcctgc ccaaggagga 
cccatttact gctccccacc ccagtgacat 
ccgtagccaa cactatgact tggttttaaa 
aattcacaat gcagagctgc agcgttatat 
aatgctctcc catctgctcc aggctttaga 
cttagggtta gacagactga tatgccttgt 
agccttccca aagtccttcc ggggacatga 
tcctgaggaa ctgaagccct atcatatccg 
aagagctcat tgaatcatgc ataccatgca 
tgcttcccca aggctaaagt cagatctaga 
tagatggaag gaatccaggc aacattcttc 
caattttgac ttgatttcat gcatcatttg 
ttccttttta cttaggtgtg aaagatggtt 
tttcaaatca tgtttctcat acccagatag 
aattatgtgt gaaatgtagg aaaatgcttg 
ttgcttcatc atcctcatca agagaatcat 
catcaacata atatagtgag gagtagcata 
gaaatgagag tcacaaattt ttcttcagtg 
cttagcctcc cttcctgcta atgtgtaaaa 
tgttattgct ggaatcagag gagataacat 
tgaaaaact 



ccaagaggaa gatgtggtcc tactaactgc 900 
aggaaaatta cgactggaat gtgctgacct 960 
ccccactctg ttctctttcc tttgggtggt 1020 
aagtcccaga gagctggaat cggcccacca 1080 
acatctcctg tacactgagc ccaaaaaggc 1140 
tggcaatgaa ataggaggtg gttcaattcg 1200 
cctggcaacc ttactaaagg aggatgtgaa 1260 
ttatggggca ccccctcatg gaggaattgc 1320 
cactggatct ccaagcatca gagatgtcat 1380 
cctcatgagc aataccccag attctgtccc 1440 
agtctccaag ccaacagact ccaaagcaga 1500 
gaaagttgag cttttaggtt ttgtcctctt 1560 
gttctgccac aggtctaaca atcaagtctt 1620 
accacaacga agaaacagat aaaagatacc 1680 
gatttttttt ggttaggact ttttttgaag 1740 
ctttgttgaa ataatatagt ggtttagtgt 1800 
tagattattc acttaggaca gaggtaatca 1860 
cccctgtaaa ctagtgagtt gatggagcat 1920 
ataaattaag ctttataatg acatttcaac 1980 
atatttttta ataatgcaga aaacatcact 2040 
tttcagcctg agtaagttac ataaacctcg 2100 
tacatacttg ccctggctac ctcaccgggc 2160 
atatggaaga taaagtgaat aaaagtactt 2220 

2229 



<210> 11525 
<211> 463 
<212> PRT 

<213> Homo sapiens 



<400> 11525 
Met Gin Tyr Asn 
1 

Glu Tyr Leu Cys 
20 

Leu Phe Lys Arg 
35 

Arg Glu Pro Gly 
50 

Lys Gin Leu Leu 
65 

Arg Cys Tyr Arg 

Thr Gin lie Asp 
100 

Ser Leu II e G I u 
115 



Leu 


Arg 


Leu 


Arg 


5 








Asn 


Leu 


His 


Gly 


Thr 


Pro 


Gly 


Gly 








40 


Lys 


Phe 


Cys 


Ser 






55 




Met 


Val 


Gly 


Gly 




70 






Asp 


Glu 


Gly 


Ser 


85 








1 le 


Glu 


Met 


Ser 


Gly 


Leu 


Leu 


Gin 



120 



Ser 


Gin 


Met Val 




10 




Phe 


Val 


Asp 1 1 e 


25 






Ala 


Lys 


Glu Phe 


Leu 


Pro 


Gin Ser 






60 


Leu 


Asp 


Arg Tyr 






75 


Arg 


Pro 


Asp Arg 




90 




Phe 


Val 


Asp Gin 


105 






Tyr 


Ser 


Trp Pro 



Met Lys Met Arg 
15 

Glu Thr Pro Thr 
30 

Leu Val Pro Ser 
45 

Pro Gin Gin Phe 

Phe Gin Val Ala 
80 

Gin Pro Glu Phe 
95 

Thr Gly i le Gin 
110 

Asn Asp Lys Asp 
125 



-5013/13211- 



Pro 


Val 


Val 


Val 


Pro 


Phe 


Pro 


Thr 




130 










135 




Thr 


Tyr 


Gly 


Thr 


Asp 


Lys 


Pro 


Asp 


145 










150 






Asp 


1 le 


Ser 


Asp 


Va 1 


Phe 


Arg 


Asn 










165 








Ala 


Leu 


Ser 


Lys 


Pro 


His 


Gly 


Thr 








180 










Gly 


Ala 


Lys 


Tyr 


Leu 


Lys Arg 


Lys 






195 










200 


Ala 


Ala 


Asp 


His 


Phe 


Asn 


Gin 


Glu 




210 










215 




Asn 


Arg 


Asn 


Trp 


Asn 


Ser 


Pro 


Val 


225 










230 






Arg 


Leu 


Glu 


Leu 


1 le 


Arg Leu 


Met 










245 








Leu 


Leu 


Thr 


Ala 


Gly 


Glu 


His 


Asn 








260 










Leu 


Arg 


Leu 


Glu 


Cys 


Ala Asp 


Leu 






275 










280 


Arg 


Asp 


Pro 


Thr 


Leu 


Phe 


Ser 


Phe 




290 










295 




Phe 


Leu 


Pro 


Lys 


Glu 


Glu 


Ser 


Pro 


305 










310 






Pro 


Phe 


Thr 


Ala 


Pro 


His 


Pro 


Ser 










325 








Pro 


Lys 


Lys 


Ala 


Arg 


Ser 


Gin 


His 








340 










Glu 


1 le 


Gly 


Gly 


Gly 


Ser 


1 le 


Arg 






355 










360 


Tyr 


1 le 


Leu 


Ala 


Thr 


Leu 


Leu 


Lys 




370 










375 




Leu 


Leu 


Gin 


Ala 


Leu 


Asp 


Tyr 


Gly 


385 










390 






Leu 


Gly 


Leu 


Asp 


Arg 


Leu 


1 le 


Cys 










405 








Arg 


Asp 


Val 


1 le 


Ala 


Phe 


Pro 


Lys 








420 










Ser 


Asn 


Thr 


Pro 


Asp 


Ser 


Val 


Pro 






435 










440 


1 le 


Arg 


Val 


Ser 


Lys 


Pro 


Thr 


Asp 




450 










455 





Met 


Thr 


Phe 


Ala 


Glu 


Val 


Leu 


Ala 








140 










Thr 


Arg 


Phe 


Gly 


Met 


Lys 


1 le 


1 le 






155 










160 


Thr 


Glu 


1 le 


Gly 


Phe 


Leu 


Gin 


Asp 




170 










175 




Val 


Lys 


Ala 


1 le 


Cys 


1 le 


Pro 


Glu 


185 










190 






Asp 


1 le 


Glu 


Ser 


1 le 


Arg 


Asn 


Phe 










205 








1 le 


Leu 


Pro 


Val 


Phe 


Leu 


Asn 


Ala 








220 










Ala 


Asn 


Phe 


1 le 


Met 


Glu 


Ser 


Gin 






235 










240 


Glu 


Thr 


Gin 


Glu 


Glu 


Asp 


Val 


Val 




250 










255 




Lys 


Ala 


Cys 


Ser 


Leu 


Leu 


Gly 


Lys 


265 










270 






Leu 


Glu 


Thr 


Arg 


Gly 


Val 


Val 


Leu 










285 








Leu 


Trp 


Val 


Val 


Asp 


Phe 


Pro 


Leu 








300 










Arg 


Glu 


Leu 


Glu 


Ser 


Ala 


His 


His 






315 










320 


Asp 


1 le 


His 


Leu 


Leu 


Tyr 


Thr 


Glu 




330 










335 




Tyr 


Asp 


Leu 


Val 


Leu 


Asn 


Gly Asn 


345 










350 






1 le 


His 


Asn 


Ala 


Glu 


Leu 


Gin 


Arg 










365 








Glu 


Asp 


Val 


Lys 


Met 


Leu 


Ser 


His 








380 










Ala 


Pro 


Pro 


His 


Gly 


Gly 


1 le 


Ala 






395 










400 


Leu 


Val 


Thr 


Gly 


Ser 


Pro 


Ser 


1 le 




410 










415 




Ser 


Phe 


Arg 


Gly 


His 


Asp 


Leu 


Met 


425 










430 






Pro 


Glu 


Glu 


Leu 


Lys 


Pro 


Tyr 


His 










445 








Ser 


Lys 


Ala 


Glu 


Arg 


Ala 


His 





460 



<210> 11526 
<211> 1913 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (17). . (772) 

<400> 11526 

acgcctcgtg accatcatgc tggccaacaa tgagactggc attgtcatgc ctgtccctga 60 

aatcagtcag cgcattaaag ccctgaacca ggaacgggtg gcagctgggc tacctcccat 120 

cctcgtgcac acggatgctg cacaggcctt ggggaagcag cgcgtggatg tggaggacct 180 

gggcgtggac ttccttacaa tcgtggggca caagttttat ggtcccagga ttggcgcact 240 

ttatatacga ggacttggtg aatttacccc tctctaccct atgctatttg gaggtggaca 300 

agaacggaat ttcaggccag ggacagagaa caccccaatg attgctggcc ttgggaaggc 360 

cgcggagctg gtgacccaga actgcgaggc ttatgaggcc cacatgaggg acgtccgcga 420 

ctacctggaa gagaggctgg aagctgaatt cggtcagaag agaatccatc tgaatagcca 480 

gtttccaggc acccagcggc ttcccaatac ctgtaacttt tccatccggg gaccccggct 540 

tcaaggccac gtggtgcttg cgcagtgccg agtgctgatg gccagtgtgg gggccgcgtg 600 

ccactcggac cacggggacc agccgtcccc agtgctgctg agctacggtg tccccttcga 660 

cgtggccagg aacgcgctcc ggctcagcgt gggccgcagc accaccaggg ccgaggtgga 720 

cctcgtcgtg caggacctga agcaggccgt ggcgcagctg gaggaccagg cctagcactg 780 

gggccgcctt ccccaccccg cttctgggaa gcccgtggca gggcacaggg ttgtccctcc 840 

agttcGctcc tgagggctgt gccaggatga ctgtctcatg ccccctctgc attttgtcct 900 

ggagtgccag cgagtgtgca cccccagttt ccttccctgg aaccctgcag agctcacagg 960 

gcccaggaca ccaacgccgc ataggaccgc ccacatggga acgcccacat gggaccgccc 1020 

acataggacc gcccacatag gaccgcccac ataggaccgc ccacatggga ccgcccacat 1080 

agaaccgccc acataggacc gcccacatgg gaccgcccac atgggaccgc ccacatggga 1140 

ccgcccacat gggaccgccc acatagaacc gtcctccagt ggtgaagcgg aaacacttag 1200 

ctttatccac cctccccact gggaactggg cacgcctgtt gtgagtgccc tttcctggaa 1260 

ggtgttttta tctggaagat agaatccaag tatttataac tcattgtcag ccaaatgcta 1320 

tcatgaacgt aggaaacttg atttttttgt tttgatcatg gcctctacat gcacctttcc 1380 

agagtggtct cttctcgggc cctttttagt ccctttccaa agctgccccc accaccctgc 1440 

tcctctggcc tcagtgcaca gtggccccca gcctcggcca ggcctgctct gctcagcgcc 1500 

caccgcccac cacccctcct gcttccccga gcctgaccct gttccgccca ctggcaatca 1560 

gggctgcgca cttccctgtc cacggtcccc aggccttcct gtcttgtccc ttttgatcat 1620 

taactcaggg tttcagctcc aacctcgctg agttggtgca gctccgggcc attcctgggg 1680 

tgggaatcgg atcatccctg actcagctta taccttaatt ttatttgtag aggattcttt 1740 

tctcaaaatg ctctggcatt tggacacaca tcacatgtcg atatttgcat aggagtcatt 1800 

ttcagtggaa taacattttt aatgtgtggt tttacggttc aaggaactac atgatgattt 1860 

tgaggaaaca cttgccagaa actaaattaa cgaataaaag atttcagtgc ccg 1913 



<210> 11527 
<211> 252 
<212> PRT 

<213> Homo sapiens 



<400> 11527 

Met Leu Ala Asn Asn Glu Thr Gly Me Val Met Pro Val Pro Glu Me 
1 5 10 15 
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Ser 


Gin 


Arg 


1 le 


Lys 


A 1 _ 

Ala 


Leu 


Asn 








20 










Pro 


Pro 


1 le 


Leu 


Val 


His 


Thr 


Asp 






35 










40 


Arg 


Val 


Asp 


Va 1 


Glu 


Asp 


Leu 


Gly 




50 










55 




His 


Lys 


Phe 


Tyr 


Gly 


Pro 


Arg 


1 le 


65 










70 






Gly 


Glu 


Phe 


Thr 


Pro 


Leu 


Tyr 


Pro 










85 








Arg 


Asn 


Phe 


Arg 


Pro 


Gly 


Thr 


Glu 








100 










/\ 1 
Gly 


Lys 


Ala 


Ala 


Glu 


Leu 


Val 


Thr 






115 










120 


His 


Met 


Arg 


Asp 


Val 


Arg 


Asp 


Tyr 




130 










135 




Phe 


Gly 


Gin 


Lys 


Arg 


1 le 


His 


Leu 


145 










150 






Arg 


Leu 


Pro 


Asn 


Thr 


Cys 


Asn 


Phe 










165 








Gly 


His 


Val 


Val 


Leu 


Ala 


Gin 


Cys 








180 










Ala 


Ala 


Cys 


His 


Ser 


Asp 


His 


Gly 






195 










200 


Ser 


Tyr 


Gly 


Val 


Pro 


Phe 


Asp 


Val 




210 










215 




Val 


Gly 


Arg 


Ser 


Thr 


Thr 


Arg 


Ala 


225 










230 






Leu 


Lys 


Gin 


Ala 


Val 


Ala 


Gin 


Leu 










245 









Gin 


Glu 


Arg 


Val 


Ala 


Ala 


Gly 


Leu 


25 










30 






Ala 


Ala 


Gin 


Ala 


Leu 


Gly 


Lys 


Gin 










A C 

45 








Val 


Asp 


Phe 


Leu 


Thr 


1 le 


Val 


Gly 








60 










Gly 


Ala 


Leu 


Tyr 


1 le 


Arg 


Gly 


Leu 






75 










80 


Met 


Leu 


Phe 


Gly 


Gly 


Gly 


Gin 


Glu 




90 










95 




Asn 


Thr 


Pro 


Met 


1 le 


Ala 


Gly 


Leu 


105 










110 






Gin 


Asn 


Cys 


Glu 


Ala 


Tyr 


Glu 


Ala 










125 








Leu 


Glu 


Glu 


Arg 


Leu 


Glu 


Ala 


Glu 








140 










Asn 


Ser 


Gin 


Phe 


Pro 


Gly 


Thr 


Gin 






155 










160 


Ser 


1 le 


Arg 


Gly 


Pro 


Arg 


Leu 


Gin 




170 










175 




Arg 


Val 


Leu 


Met 


Ala 


Ser 


Val 


Gly 


185 










190 






Asp 


Gin 


Pro 


Ser 


Pro 


Val 


Leu 


Leu 










205 








Ala 


Arg 


Asn 


Ala 


Leu 


Arg 


Leu 


Ser 








220 










Glu 


Val 


Asp 


Leu 


Val 


Val 


Gin 


Asp 






235 










240 


Glu 


Asp 


Gin 


Ala 











250 



<210> 11528 
<211> 3345 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (141). . (626) 

<400> 11528 

gaaattatog gagggaggta gtagaagata tcaaoaaatt attgaaatat ctggatttgg 60 

aagaggaago agacaoaact aaagcatttg acctgagaoa gaatoattcc attttaaaaa 120 

tagaaaaggt cctcaagaga atgagagaaa taaaaaatga acttctccaa gcaoaaaaoc 180 

cttctgaatt gtacctgago tccaaaacag aattgoaggg tttaattgga cagttggatg 240 

aggtaagtct tgaaaaaaac ccctgcatcc gggaagccag gagaagagca gtgatcgagg 300 

tgoaaaotot gatoaoatat attgacttga aggaggcoot tgagaaaaga aagctgtttg 360 
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cttgtgagga gcacccatcc cataaagccg tctggaacgt ccttggaaac ttgtctgaga 420 
tccagggaga agttctttca tttgatggaa atcgaaccga taagaactac atccggctgg 480 
aagagctgct caccaagcag ctgctagccc tggatgctgt tgatccgcag ggagaagaga 540 
agtgtaaggc tgccaggaaa caagctgtga ggcttgcgca gaatattctc agctatctcg 600 
acctgaaatc tgatgaatgg gagtactgaa ataccagaga tctcactttt gatactgttt 660 
tgcacttcat atgtgcttct atgtatagag agctttcagt tcattgattt atacgtgcat 720 
atttcagtct cagtatttat gattgaagca aattctattc agtatctgct gcttttgatg 780 
ttgcaagaca aatatcatta cagcacgtta acttttccat tcggatcatt atctgtatga 840 
tgtggtgtgg tttgtttggt ttgtcctttt ttttgcgttt ttaatcagaa aacgaaatag 900 
aggcagcttt tgtagatttt aaatgggttg tgcaagcatt aaaatgcagg tctttcagaa 960 
tctagaacta ggcataacct tacataatac taggaattat gagaaagggg aaatttttgg 1020 
ttaaataaga gtaaggttca aacacaagca gtacatgttc tgtttcatta tgctcgatag 1080 
aaggcttttt tttcacttat aaggcctgat tggtcctacc cagcttaacg gggtggggtt 1140 
tttttgtttg ttcagacagt ctgttctttt gtaaacattt ttagttggaa aaacagcatc 1200 
tgcattttcc ccatcctcta cgttttagag aggaatcttg tttttgtgtg caacataaga 1260 
aaattatgaa aactaatagc caaaaaacct ttgagattgc attaaagaga agggataaag 1320 
gaccagcaat aataccttgt aagttgcttt tgtttgtaaa atctgagctt atagttttcc 1380 
ttagtgagta aattcataag gatgggaaca tttaaattaa gttaatgggc ctttaaaaaa 1440 
aaaaaaggaa acactcatac ctgtagttgg aggatgaata ctggagacgg gttaccaatg 1500 
tcaggttata ctaaaactaa atcagaaagt ctgaatgtag cacataatgg ttctcttctg 1560 
ttgtccaagg ctgtaaaatg gacagccttg tcacacctcc ccggtgctgt tttacaacgt 1620 
gagggtagac gctgtcagta acccagaggg accaggcctt cctaggtttt ctaggcagtc 1680 
agctgttaac cactcactta gtaaatgtca taactacacc tgctccagga ccaatcagtg 1740 
aaacctgctc ggaattaaag gcttcctctg ggtgcctgct gaacaactga gctcatgtca 1800 
tgggcatgtg gtggtttctc tgttgcctga aagagccatt aaagtcagtc gtgcgtgaag 1860 
catctctctt ctaaaggatg tgtatttcca taaatgcttt ctgaggatcc ggtacaaaat 1920 
gatttcccaa agttctgaag tgccttgaga acatgtgggt ccgagtgtta taacagactc 1980 
ctcccccggg tcaccttttg cctggtcatc ctgttagagt acatctttgg aaatccaggg 2040 
taatattctc tttcagagat gctcattgtg taactctgtg tagggagata gtcactttaa 2100 
acagctcaaa gtagctagct aaaggagtag ccttaaatac ctaaaagatg acagaagcat 2160 
agcccttaac aaatcttcag cttgtctctc agtatttccc aatcatgaaa atcccttgct 2220 
atgtctttcc tactagaaat gttctagaat cgctggacgg tggggtcaga gggcagtcgg 2280 
tatttaggcc gtgagcttcc catactactg caggtccaac tcctggcaac cgcgggctca 2340 
aggcaggtca ttggaatcca cgttttggcc acagtagttg taggattgct tttctgtatc 2400 
ataattttag aatgctctta aaatcttgag gaagagtttt tattttttat ttatttttga 2460 
gatggagtct ctgttgccca ggctgcagtg cagtggtgcc atctcagctc actgcaacct 2520 
ccacctccca ggttcaagcg attctcctgc ctcagccacc tgagtagctg ggagtacagg 2580 
catgtggcac catgcctggc taatttttgt atttttaata gagttgagat ttcaccatga 2640 
tggtcaggct ggtctcgaac tcctgacctc gtgatccgcc cgcctcggcc ccccaaagtg 2700 
ctgggattaa cgggtgtgag ccacggcgcc cagcccagga agagttttta aattagagct 2760 
ctgtttaatt ataccactgg gaaatcatgg ttacgcttca ggcatattct tccccagagt 2820 
actacttaca ttttaaattt cattttgtaa agttaaatgt cagcattccc tttaaaagtg 2880 
tccattgttc tttgaaagta gacgtttcag tcattctttt caaacaagtg tttgtgtacc 2940 
ttttgccaag ctgtgggcat cgtgtgtggg tacagggtgc tcagctcttc caccgtcatt 3000 
ttgaattgtt cacatgggta attggtcatg gaaatgatca gattgacctt gattgactgt 3060 
caggcatggc tttgtttctg gtttcaatct gttctcgttc cttgtaccgg attattctac 3120 
tcctgcaatg aaccctgttg acaccggatt tagctcttgt cggccttcgt ggggagctgt 3180 
ttgtgttaat atgagctact gcatgtaatt cttaaactgg gcttgtcaca ttgtattgta 3240 
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tttttgtgat ctgtaatgaa aagaatctgt actgcaagta aaacctactc cccaaaaatg 3300 
tgtggctttg ggtctgcatt aaacgctgta gtccatgttc atgcc 3345 



<210> 11529 

<211> 162 

<212> PRT 

<213> Homo sapiens 



<400> 11529 



Met 


Arg Glu 


1 le 


Lys 


Asn 


Glu 


Leu 


Leu 


Gin 


Ala Gin 


Asn Pro 


Ser 


Glu 


1 






5 










10 






15 




Leu 


Tyr Leu 


Ser 


Ser 


Lys 


Thr 


Glu 


Leu 


Gin 


Gly Leu 


1 le Gly Gin 


Leu 






20 










25 






30 






Asp 


Glu Val 


Ser 


Leu 


Glu 


Lys 


Asn 


Pro 


Cys 


1 1 e Arg 


Glu Ala 


Arg Arg 




35 










40 








45 






Arg 


Ala Val 


1 le 


Glu 


Val 


Gin 


Thr 


Leu 


1 le 


Thr Tyr 


1 le Asp 


Leu 


Lys 




50 








55 








60 








Glu 


Ala Leu 


Glu 


Lys 


Arg 


Lys 


Leu 


Phe 


Ala 


Cys Glu 


Glu His 


Pro 


Ser 


65 








70 










75 






80 


His 


Lys Ala Val 


Trp 


Asn 


Val 


Leu 


Gly 


Asn 


Leu Ser 


Glu 1 le 


Gin 


Gly 








85 










90 






95 




Glu 


Val Leu 


Ser 


Phe 


Asp 


Gly 


Asn 


Arg 


Thr 


Asp Lys 


Asn Tyr 


1 le 


Arg 






100 










105 






110 






Leu 


Glu Glu 


Leu 


Leu 


Thr 


Lys 


Gin 


Leu 


Leu 


Ala Leu 


Asp Ala 


Val 


Asp 




115 










120 








125 






Pro 


Gin Gly 


Glu 


Glu 


Lys 


Cys 


Lys 


Ala 


Ala 


Arg Lys 


Gin Ala 


Val 


Arg 




130 








135 








140 








Leu 


Ala Gin 


Asn 


1 le 


Leu 


Ser 


Tyr 


Leu 


Asp 


Leu Lys 


Ser Asp Glu 


Trp 


145 








150 










155 






160 



Glu Tyr 



<210> 11530 
<211> 3887 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (62). . (916) 

<400> 11530 

gcaaaoatac tttaataagt taaagaaaat 
aatgaaagaa agaaacatac aatttcaaag 
cattcaggct atttttaggg gaaagaaagc 
cgcaactctc attcagagga gatttagaac 



aacaaaaaoa gtacagoaaa gatactgggc 60 
gtataacaaa ctgaggcatt ctgtaatata 120 
tagaagacat ttaaaaatga tgcatatagc 180 
tctaatgatg agaagaagat tcctctctct 240 
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caagaaaact gctattttga ttcagagaaa atatcgggca catctttgta caaagcatca 300 
cttacagttc cttcaggtac aaaatgcagt tattaaaatc cagtcatcat acagaagatg 360 
gatgataagg aaaaggatgc gagagatgca cagggctgct actttcatcc agtctacttt 420 
cagaatgcac agattacata tgagatatca ggctttgaaa caggcctccg ttgtgatcca 480 
acagcaatac caagcaaata gagctgcaaa actgcagagg cagcattatc tcagacaaag 540 
acactctgct gtgatccttc aggctgcatt caggggtatg aaaactagaa gacatttgaa 600 
gagtatgcat tcctctgcaa cccttattca gagtaggttt agatcattac tggtgaggag 660 
aagattcatt tccctcaaaa aagctactat ttttgttcag aggaaatatc gagccaccat 720 
ttgtgccaaa cataaattgt accaattctt gcacttaaga aaggcagcca ttacaataca 780 
gtcatcttac agaagactga tggtaaagaa gaagttacaa gaaatgcaaa gggctgcagt 840 
tctcattcag gctactttca ggatgcacag aaaaaaaaat atattacatt tcagacttgg 900 
aaacatgctt caattctaat tcagcaacat tatcgaacat atagagctgc aaaattgcaa 960 
agagaaaatt atatcagaca atggcattct gctgtggtta ttcaggctgc atataaagga 1020 
atgaaagcaa gacaactttt aagggaaaaa cacaaagctt ctattgtaat acaaggcacc 1080 
tacagaatgt ataggcagta ttgtttctac caaaagcttc agtgggctac aaaaatcata 1140 
caagaaaaat atagagcaaa taaaaagaaa cagaaagtat ttcaacacaa tgaacttaag 1200 
aaagagactt gtgttcaggc aggttttcag gacatgaaca taaaaaaaca gattcaggaa 1260 
cagcaccagg ctgccattat tattcagaag cattgtaaag cctttaaaat aaggaagcat 1320 
tatctccaca ttagagcaac agtagtttct attcaaagaa gatacagaaa actaactgca 1380 
gtgcgtaccc aagcagttat ttgtatacag tcttattaca gaggctttaa agtacgaaag 1440 
gatattcaaa atatgcaccg ggctgccaca ctaattcagt cattctatcg aatgcacagg 1500 
gccaaagttg attatgaaac aaagaaaact gcaattgtgg ttatacagaa ttattatagg 1560 
ttgtatgtta gagtaaaaac agaaagaaaa aactttttag cagttcagaa atctgtacga 1620 
actattcagg ctgcttttag aggcatgaaa gttagacaaa aattgaaaaa tgtatcagag 1680 
gaaaagatgg cagccattgt taaccaatct gcactctgct gttacagaag taaaactcag 1740 
tatgaagctg ttcaaagtga aggtgttatg attcaagagt ggtataaagc ttctggcctt 1800 
gcttgttcac aggaagcaga gtatcattct caaagtaggg ctgcagtaac aattcaaaaa 1860 
gctttttgta gaatggtcac aagaaaactg gaaacacaga aatgtgctgc cctacggatt 1920 
cagttcttcc ttcagatggc tgtgtatcgg agaagatttg ttcagcagaa aagagctgct 1980 
atcactttac agcattattt taggacgtgg caaaccagaa aacagttttt actatataga 2040 
aaagcagcag tggttttaca aaatcactac agagcatttc tgtctgcaaa acatcaaaga 2100 
caagtctatt tacagatcag aagcagtgtt atcattattc aagctagaag taaaggattt 2160 
atacagaaac ggaagtttca ggaaattaaa aatagcacca taaaaattca ggctatgtgg 2220 
aggagatata gagccaagaa atatttatgt aaagtgaaag ctgcctgcaa gattcaagcc 2280 
tggtatagat gttggagagc acacaaagaa tatctagcta tattaaaagc tgttaaaatt 2340 
attcaaggtt gcttctatac caaactagag agaacacggt ttttgaatgt gagagcatca 2400 
gcaattatca ttcagagaaa atggagagct atacttcctg caaagatagc tcatgaacac 2460 
ttcttaatga taaaaagaca tcgagctgct tgtttgatcc aagcacatta tagaggatat 2520 
aaaggaaggc aggtctttct tcggcagaaa tctgctgctt tgatcataca aaaatatata 2580 
cgagccaggg aggctggaaa gcatgaaagg ataaaatata ttgaatttaa aaaatctaca 2640 
gttatcctac aagcactggt gcgtggttgg ctagtacgaa aaagattttt agaacagaga 2700 
gccaaaattc gacttcttca cttcactgca gctgcatatt atcacctgaa tgctgttaga 2760 
attcaaagag cctataaact ttacctggct gtgaagaatg ctaacaagca ggttaattca 2820 
gtcatctgta ttcagagatg gtttcgagca agattacaag aaaagagatt tattcagaaa 2880 
tatcatagca tcaaaaagat tgagcatgaa ggtcaagaat gtctgagcca gcgaaatagg 2940 
gctgcatcag taatacagaa agcagtgcgc cattttctcc tccgtaaaaa gcaggaaaaa 3000 
ttcactagtg gaatcattaa aattcaggca ttatggagag gctattcttg gaggaagaaa 3060 
aatgattgta caaaaattaa agctatacga ctaagtcttc aagttgttaa tagggagatt 3120 
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cgagaagaaa acaaactcta caaaagaact gcacttgcac ttcattacct tttgacatat 3180 
aagcaccttt ctgccattct tgaggcctta aaacacctag aggtagttac tagattgtct 3240 
ccactttgtt gtgagaacat ggcccagagt ggagcaattt ctaaaatatt tgttttgatc 3300 
cgaagttgta atcgcagtat tccttgtatg gaagtcatca gatatgctgt gcaagtcttg 3360 
cttaatgtat ctaagtatga gaaaactact tcagcagttt atgatgtaga aaattgtata 3420 
gatatactat tggagctttt gcagatatac cgagaaaagc ctggtaataa agttgcagac 3480 
aaaggcggaa gcatttttac aaaaacttgt tgtttgttgg ctattttact gaagacaaca 3540 
aatagagcct ctgatgtacg aagtaggtcc aaagttgttg accgtattta cagtctctac 3600 
aaacttacag ctcataaaca taaaatgaat actgaaagaa tactttacaa gcaaaagaag 3660 
aattcttcta taagcattcc ttttatccca gaaacacctg taaggaccag aatagtttca 3720 
agacttaagc cagattgggt tttgagaaga gataacatgg aagaaatcac aaatcccctg 3780 
caagctattc aaatggtgat ggatacgctt ggcattcctt attagtaaat gtaaacattt 3840 
tcagtatgta tagtgtaaag aaatattaaa gccaatcatg agtacgt 3887 



<210> 11531 
<211> 285 
<212> PRT 

<213> Homo sapiens 



<400> 11531 
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<210> 11532 
<211> 2453 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (876) . . (2453) 
<400> 11532 

tttatgatga acgotggaag gaaaagcagg aacagggctt cacttggtgg ttaaatttta 60 
tattaacccc tgatgacttc actgtaaaaa caaatatttc tgaagtaaat gctgctactc 120 
ttcttttggg aatagagaat caacataaaa taagtgttcc tagagcacct acaaaagagg 180 
aaatgtctct oagagcttat actgctcggt gtaggttaaa cagaotacgt cgtgcagoat 240 
gccgtttgtt tacttctgaa aaaatggtta aagctattaa aaagcttgaa attgaaattg 300 
aagctaggcg gttaattgtt cgaaaagata gacacctatg gaaagatgtg ggagaacgtc 360 
agaaagtcct gaattggctg ttgtcotaca atcctttgtg gcttogaatt ggtctagaga 420 
caacttatgg agaactcata tctttggaag ataacagtga tgtcacaggg ttggotatgt 480 
ttattctgaa tcgcctactt tggaatcctg atatagcagc tgagtataga caccccactg 540 
ttcctcacct gtatagagat ggtcatgaag aagctttgtc caagtttaca ttgaaaaagt 600 
tattgttgtt ggtctgtttt cttgattatg ctaaaatttc cagactcatt gatcatgatc 660 
cttgtctctt ctgtaaagat gccgaattca aggctagtaa agaaatcott taggcttttt 720 
cacgagattt cctaagtggt gaaggtgacc tttcccgtcg ccttggctta ttgggattac 780 
ctgttaacca tgttcagaoa ccatttgatg aatttgattt tgccgttaca aatcttgccg 840 
tagacttgca atgtggagtg cgccttgtgc gaaccatgga aottctcaca cagaactggg 900 
acctctcaaa gaaactcagg attcoggcaa taagtcgtct tcaaaagatg cacaatgttg 960 
acattgttct tcaagttctt aaatcacgag gaattgaatt aagtgatgag catggaaata 1020 
caattctatc taaggatatt gtggataggc acagagaaaa aactotcagg ttgctttgga 1080 
aaatagcgtt tgottttcag gtggatattt occttaactt agatoaatta aaggaagaaa 1140 
ttgcctttct aaaacacaca aagagtataa agaaaacaat atctctacta tcatgccatt 1200 
ctgatgatct tattaataag aaaaaaggca aaagggatag tggttocttt gaacaatata 1260 
gtgaaaacat aaagttattg atggattggg taaatgctgt ttgtgcottc tataataaaa 1320 
aggtggagaa ttttacagtg tctttctcag acggccgtgt gttatgttac otgatccacc 1380 
attaccatcc ttgctatgtg ccattagacg ctatatgtca gcgtactact caaactgtgg 1440 
aatgtacgca aactggttca gtggtattaa attoatcatc tgaatctgat gacagttctc 1500 
tggatatgtc aottaaagca tttgatcatg aaaatacttc agagctatac aaagagctoo 1560 
tagaaaatga aaagaaaaat tttcacttgg ttaggtctgc agttagagac cttggtggaa 1620 
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tacctgctat gattaatcat tcagatatgt caaatacaat tccagatgaa aaggtggtta 1680 

ttacctattt gtcatttctt tgtgcaaggc ttttggatct tcgtaaagaa ataagagctg 1740 

ctcgactcat acaaacaaca tggagaaaat ataaactaaa aacagatctc aaacgccatc 1800 

aggagagaga gaaagctgca agaattattc aattggctgt aatcaatttt ctagcaaaac 1860 

aaagattgag aaaaagagtt aatgcagcac tcgtcattca gaaatattgg cgaagagtct 1920 

tagcacagag aaaattatta atgttaaaaa aggaaaagct ggaaaaagtt caaaataaag 1980 

cagcatcact tattcaggga tattggagaa gatattccac tagacaaaga tttctgaaat 2040 

tgaaatatta ttcaatcatc ctgcaatcta ggataagaat gataattgct gttacatctt 2100 

ataaacgata tctttgggct acagttacaa ttcagaggca ttggcgtgct tatttaagaa 2160 

gaaaacaaga tcaacaaaga tatgaaatgc taaaatcatc aactcttata atccaatcta 2220 

tgttcagaaa atggaagcaa cgtaaaatgc aatcacaagt aaaagctaca gtaatattgc 2280 

aaagagcttt tagagaatgg catttaagaa aacaagctaa agaagaaaat tctgctatta 2340 

tcatacaatc atggtataga atgcataaag aattacggaa gtatatttat attagatctt 2400 

gtgttgttat cattcagaaa agatttcggt gctttcaagc ccaaaagtta tat 2453 



<210> 11533 
<211> 526 
<212> PRT 

<213> Homo sapiens 
<400> 11533 
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<210> 11534 
<211> 2448 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (96).. (1253) 



<400> 11534 

gtcgttaggg gagcgagtcg tgaccggttg ggccacactc aacgtgggac gaagcttcgc 60 
ctactgtttg actacgtgcg tgcagcctcc cctcgatgtc ggccctcgaa aagagcatgc 1 20 
acctcggccg ccttccctct cgcccacctc tacccggcag cgggggcagt cagagcggag 180 
ccaagatgcg aatgggccct ggaagaaagc gggacttttc ccctgttcct tggagtcagt 240 
attttgagtc catggaagat gtagaagtag agaatgaaac tggcaaggat acttttcgag 300 
tctacaagag-tggttcagag ggtccagtcc tgctccttct gcatggagga ggtcattctg 360 
ccctttcttg ggctgtgttc acggcagcga ttattagtag agttcagtgt aggattgtag 420 
ctttggatct gcgaagtcat ggtgaaacaa aggtcaagaa tcctgaagat ctgtctgcag 480 
aaacaatggc aaaagacgtt ggcaatgtgg ttgaagccat gtatggggac cttcctcctc 540 
caattatgct gattggacat agcatgggtg gtgctattgc agtccacaca gcatcatcca 600 
acctggtacc aagcctcttg ggtctgtgca tgattgatgt tgtagaaggt acagctatgg 660 
atgcacttaa tagcatgcag aatttcttac ggggtcgtcc taaaaccttc aagtctctgg 720 
agaatgctat tgaatggagt gtgaagagtg gccagattcg aaatctggag tctgcccgtg 780 
tctcaatggt tggccaagtc aaacagtgtg aaggaattac aagtccagaa ggctcaaaat 840 
ctatagtgga aggaatcata gaggaagaag aagaagatga ggaaggaagt gagtctataa 900 
gcaagaggaa aaaggaagat gacatggaga ccaagaaaga ccatccatac acctggagaa 960 
ttgaactggc aaaaacagaa aaatactggg acggctggtt ccgaggctta tccaatctct 1020 
ctcttagttg tcccattcct aaattgctgc tcttggctgg tgttgataga ttggataaag 1080 
atctgaccat tggccagatg caagggaagt tccagatgca ggtcctaccc cagtgtggcc 1140 
atgcagtcca tgaggatgcc cctgacaagg tagctgaagc tgttgccact ttcctgatcc 1200 
ggcacaggtt tgcagaaccc atcggtggat tccagtgtgt gtttcctggc tgttagtgac 1260 
ctgctgtcca cccctcctca acatcgagct ctgttgtaaa tacgtcgcac cagaggccac 1320 
tgtgatgcca ctgtctcctc tccatcccgc ccagccatgt gacactggct cccggtagac 1380 
gggcaccccg agatgtacca accttttcat gtattctgcc aaaagcattg ttttccaggg 1440 
cccttgacca acatcggctt ccccagtcca gggctcccct gctcctttcc cttccctgta 1500 
ctggggtagc tcctgcctgc tctccctgcg ttgcctaggg taaagcctcc agatttgcca 1560 
tactgagccc ctcttcctag catcaggcga tacatctgag ttcaaatgtc ttcccaggct 1620 
cagggacctc cattccttga gattgtcttg gcatggccca gccctgcctc atgggatgga 1680 
caatgcatgg ggtggtcttt atttttccct ttcaaataaa acactagtca ggtaccgttt 1740 
tatcccagtc gtactcttcc aggtttggaa gacccagaga ggccaagatc ccatccttag 1800 
ccatagcgag cggtggtggt ggatagcatc acaagaaacg agcctgaaaa tcaggtccag 1860 
ccggtccaag cacatggcct cccatctggg agagcacact gtcccactcc cacatgtctg 1920 
ggcacctgcc ctgggctgag gccaggctgc tccaggggcc tcctgcgccc tcacctgcca 1980 
cagagcaacc caggttaaat acagcccatg cacaaagcca caggccaaag cctatggaat 2040 
tgtttttaat catcaaattt aaccattttc ataactggtt cctggaggtg tgcagtgccc 2100 
ccttgcctct tcaaacctac agcttctctt tgccatttgt ggatttcaca tcactccaca 2160 
cagaaacatt acagcctggc atccccagtc tttgccttct tccagctgcc tcgacacagc 2220 
actgtggcct gtccctattg cccaggcacg ccatttccaa gggcaggaag gggcagtgtc 2280 
ctgaagccca tcttttctgt gactgtctta ggtgatgtgt agccccctcc acctttccac 2340 
tcaacaacct cccacccctg tcctgctgca tggtccggag tctgggacct actttgtttt 2400 
ttgttattta tgaccttgtt taaagaaaat aaatatctcc caaccttt 2448 



<210> 11535 
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<211> 386 
<212> PRT 

<213> Homo sapiens 



<400> 11535 
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Lys 


Ser Gly 


Ser 


Glu 


Gly 


Pro 


Val 


Leu 


Leu 


65 








70 








75 










80 


Leu 


Leu 


His 


Gly 


Gly Gly 


His 


Ser Ala 


Leu 


Ser 


Trp 


Ala 


Val 


Phe 


Thr 










85 






90 










95 




Ala 


Ala 


1 le 


1 le 


Ser Arg 


Val 


Gin Cys 


Arg 


1 le 


Val 


Ala 


Leu 


Asp 


Leu 








100 






105 










110 






Arg 


Ser 


His 


Gly 


Glu Thr 


Lys 


Val Lys 


Asn 


Pro 


Glu 


Asp 


Leu 


Ser 


Ala 






115 








120 








125 








Glu 


Thr 


Met 


Ala 


Lys Asp 


Val 


Gly Asn 


Va 1 


Val 


Glu 


Ala 


Met 


Tyr 


Gly 




130 








135 








140 










Asp 


Leu 


Pro 


Pro 


Pro 1 1 e 


Met 


Leu 1 le 


Gly 


His 


Ser 


Met 


Gly 


Gly 


Ala 


145 








150 








155 










160 


1 le 


Ala 


Val 


His 


Thr Ala 


Ser 


Ser Asn 


Leu 


Va 1 


Pro 


Ser 


Leu 


Leu 


Gly 










165 






170 










175 




Leu 


Cys 


Met 


1 le 


Asp Val 


Val 


Glu Gly 


Thr 


Ala 


Met 


Asp 


Ala 


Leu 


Asn 








180 






185 










190 






Ser 


Met 


Gin 


Asn 


Phe Leu 


Arg Gly Arg 


Pro 


Lys 


Thr 


Phe 


Lys 


Ser 


Leu 






195 








200 








205 








/\ 1 
Glu 


Asn 


Ala 


1 le 


Glu Trp 


Ser 


Val Lys 


Ser 


Gly 


Gin 


1 le 


Arg 


Asn 


Leu 




210 








215 








220 










U 1 U 


o « 

Ser 


Ala 


Arg 


Va 1 Ser 


Met 


Val Gly 


G 1 n 


Va 1 


Lys 


G 1 n 


Cys 


Glu 


Gly 


225 








230 








235 










240 


1 le 


Thr 


Ser 


Pro 


Glu Gly 


Ser 


Lys Ser 


1 le 


Val 


Glu 


Gly 


1 le 


1 le 


Glu 










245 






250 










255 




Glu 


Glu 


Glu 


Glu 


Asp Glu 


Glu Gly Ser 


Glu 


Ser 


1 le 


Ser 


Lys 


Arg 


Lys 








260 






265 










270 






Lys 


Glu 


Asp 


Asp 


Met Glu 


Thr 


Lys Lys 


Asp 


His 


Pro 


Tyr 


Thr 


Trp 


Arg 






275 








280 








285 








1 le 


Glu 


Leu 


Ala 


Lys Thr 


Glu 


Lys Tyr 


Trp 


Asp 


Gly 


Trp 


Phe 


Arg 


Gly 




290 








295 








300 










Leu 


Ser 


Asn 


Leu 


Ser Leu 


Ser Cys Pro 


1 le 


Pro 


Lys 


Leu 


Leu 


Leu 


Leu 


305 








310 








315 










320 


Ala 


Gly 


Val 


Asp 


Arg Leu 


Asp 


Lys Asp 


Leu 


Thr 


1 le 


Gly 


Gin 


Met 


Gin 










325 






330 










335 




Gly 


Lys 


Phe 


Gin 


Met Gin 


Val 


Leu Pro 


Gin 


Cys 


Gly 


His 


Ala 


Val 


His 
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340 345 350 

Glu Asp Ala Pro Asp Lys Val Ala Glu Ala Val Ala Thr Phe Leu Me 

355 360 365 

Arg His Arg Phe Ala Glu Pro Me Gly Gly Phe Gin Cys Val Phe Pro 

370 375 380 

Gly Cys 
385 



<210> 11536 
<211> 2341 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (72). . (1322) 

<400> 11536 

ccaggcacag tgaoattgtc gtcctttatg 
aacaggagcg catgaaaagt tccctactga 
tagaatcagc acagtgccga ctccaactgc 
aaaggcgtgt toaggacttg oaaaaaotta 
ccaggggctc ccaagcatgg gtcctgagot 
acaagtacca cttccaaaag accttcacag 
catactgtga tgctctgagc tgcctggtga 
ttccaggctt tggtgttaag atgttgagta 
cgatgcatgg caaacagatc cgtggactgg 
tctctgcttc cctagacaac actattaaac 
agacttataa tgctggacgt cctgtctgga 
acatctatgc tggactagco aatggttcaa 
gtcatgtgca ggagttagta gctcagaaag 
tgcccagagt tgcctcagct gcatttccat 
atgottcatt otgggaacag aaaatggact 
agcoaggggg ctgcatagac tttcagacag 
acaggcctga taaaaatcac accaccatac 
tggatgacac tggaaatcca atctgctcct 
ctacttgcaa actattgacc aaaaatgoca 
tcctggtgtg tactggggat gaagcagcaa 
gctcgttgct ccaggaccta cagaccgatc 
tgaaccgtaa oagotacttg gotaccttaa 
agtgactgtg gtctcgaaac cttgaaggca 
ctagcagccc caagcaagat ccctgtttat 
gtttgtttgc attagtatga ttctaggacc 
tctgttatgt ccactaaaag agtaattgat 
ggtttaaagc cttcattaac cattattgta 
gtgtgaottt ctggacctta gagagtgtcc 
agcattttct ggggaatatg acatcccatc 



cccgaaccct gagagctttg gacactagtg 60 
aggaacagat gctaaggaaa caggccgagt 120 
aggtcctcac tgataagtgc actaggcttc 180 
cgtcaoatca aagtcagaat ttaoagcaac 240 
gotcacccto cagccagggc cagcaoaagc 300 
tatctcaggc aggaaactgc cggatcatgg 360 
tatcacagcc ttctcctcag gcctcttttc 420 
ctgccaaoat gaagagcagt cagtacattc 480 
cgtttagcag ttacotcaga ggcttgctac 540 
tgaccagcct ggagacaaat accgtggtcc 600 
gctgttgotg gtgtottgat gagaotaact 660 
ttctggtata tgacgtgcga aacacgagca 720 
ccagatgccc actggtctcc ctgtcataca 780 
atggtggggt gctggctgga accttggagg 840 
tttotcattg gcctcatgtg ctgcoottgg 900 
agaacagctc coggcactgt cttgtgacct 960 
gaagtgtgct gatggaaatg tcctaccgac 1020 
gccagcctgt acatacattt tttggaggac 1080 
ttttccaaag cccagagaat gatggcaaca 1140 
attctgccct gotgtgggat gctgccagtg 1200 
agcctgtgtt ggacatctgc ccatttgagg 1260 
cagagaagat ggtccacatc tataagtggg 1320 
tgctgctggt tagatgttgt ttgctagcgc 1380 
tgtctgcagt ctagaacatt gggaatcatg 1440 
ctaggtcact gagacactac agattgtgta 1500 
gggtacttta tctacattat ccatttottg 1560 
tgttggaaat tcttattttc tttattttct 1620 
tctcatcatc taggatgtga gtgggcatca 1680 
tgagttgtcG tgtcacttaa gtatocttga 1740 
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agggactaac catcgtcttg gtactgattt 
cagttgaaca caagagggca ctgtagaacc 
ctgacaatct tttagtaact tgtctcatct 
gtgctttgtg gcaataacac ttgtgttcca 
agtgatggaa gcagctagtg aacgattccc 
gctttgcgaa aggtaaggaa agaggccagt 
tctagccagc ttaggatctc aggattggtt 
tctcttgcta ggaaaagatg agtgataggt 
cagagatcag gagaaaagac ataagagaat 
acatgagaag aacttgtctc ccattttgag 
g 



gatgcaacgt agatgtaaaa gagtattatt 1800 
ttgtgtccgg tttatttctg accttgaagg 1860 
ccacacaagt gtgtgatagc acacctgggt 1920 
ggtgtgaagt gctgggacat tggcaggccc 1980 
tttgctaatg cctagtgcat taagttcatt 2040 
tgtttgagcg gtggggaaga ttttgttttt 2100 
ttatccaagc tagtgctttg aagaacacta 2160 
caaagctttt acttgagtct cccctagtgt 2220 
ttacaaaagc tattcagact gctattgaaa 2280 
agttcctatc taaataaagc caattcctca 2340 

2341 



<210> 11537 
<211> 417 
<212> PRT 

<213> Homo sapiens 



<400> 11537 


























Met 


Lys Ser 


Ser 


Leu 


Leu 


Lys 


Glu 


Gin 


Met 


Leu Arg 


Lys 


Gin 


Ala 


Glu 


1 






O 










10 








15 




Leu 


Glu Ser 


Ala 


Gin 


Cys 


Arg 


Leu 


Gin 


Leu 


Gin Val 


Leu 


Thr 


Asp 


Lys 






20 










25 








30 






Cys 


Thr Arg 


Leu 


Gin 


Arg 


Arg 


Val 


Gin 


Asp 


Leu Gin 


Lys 


Leu 


Thr 


Ser 




35 










40 








45 








His 


Gin Ser 


Gin 


Asn 


Leu 


Gin 


Gin 


Pro 


Arg 


Gly Ser 


Gin 


Ala 


Trp 


Val 




50 








55 








60 










Leu 


Ser Cys 


Ser 


Pro 


Ser 


Ser 


Gin 


Gly 


Gin 


His Lys 


His 


Lys 


Tyr 


His 


65 








70 










75 








80 


Phe 


Gin Lys 


Thr 


Phe 


Thr 


Val 


Ser 


Gin 


Ala 


Gly Asn 


Cys 


Arg 


1 le 


Met 








85 










90 








95 




Ala 


Tyr Cys 


Asp 


Ala 


Leu 


Ser 


Cys 


Leu 


Val 


1 1 e Ser 


Gin 


Pro 


Ser 


Pro 






100 










105 








110 






Gin 


Ala Ser 


Phe 


Leu 


Pro 


Gly 


Phe 


Gly 


Val 


Lys Met 


Leu 


Ser 


Thr 


Ala 




115 










120 








125 








Asn 


Met Lys 


Ser 


Ser 


Gin 


Tyr 


1 le 


Pro 


Met 


His Gly 


Lys 


Gin 


1 le 


Arg 




130 








135 








140 










Gly 


Leu Ala 


Phe 


Ser 


Ser 


Tyr 


Leu 


Arg 


Gly 


Leu Leu 


Leu 


Ser 


Ala 


Ser 


145 








150 










155 








160 


Leu 


Asp Asn 


Thr 


1 le 


Lys 


Leu 


Thr 


Ser 


Leu 


Glu Thr 


Asn 


Thr 


Val 


Val 








165 










170 








175 




Gin 


Thr Tyr 


Asn 


Ala 


Gly 


Arg 


Pro 


Val 


Trp 


Ser Cys 


Cys 


Trp 


Cys 


Leu 






180 










185 








190 






Asp 


Glu Thr 


Asn 


Tyr 


1 le 


Tyr 


Ala 


Gly 


Leu 


Ala Asn 


Gly 


Ser 


1 le 


Leu 




195 










200 








205 








Val 


Tyr Asp 


Val 


Arg 


Asn 


Thr 


Ser 


Ser 


His 


Val Gin 


Glu 


Leu 


Val 


Ala 




210 








215 








220 










Gin 


Lys Ala 


Arg 


Cys 


Pro 


Leu 


Val 


Ser 


Leu 


Ser Tyr 


Met 


Pro 


Arg 


Val 
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oon 
ZdO 








235 






O >l A 

240 


Ai a 


oer 


AI a 


A 1 ^ 

A 1 a 


rhe 


Pro 


Tyr 


u 1 y Gly 


Va 1 


Leu 


Ala 


Gly 


Ihr Leu Glu 










*^ AC 

24b 








OCA 

250 








r> C" C" 

255 


Asp 


A 1 a 


Ser 


Phe 


Trp 


G lu 


G 1 n 


Lys Met 


Asp 


Phe 


Ser 


His 


Trp Pro His 








OCA 

260 








OdT 

2oo 










0~1A 

2/0 


Va 1 


Leu 


Pro 


Leu 


G lu 


Pro 


Gly 


Gly Cys 


1 le 


Asp 


Phe 


Gin 


Thr Glu Asn 






Z/o 










OO A 

280 








285 




Ser 


Ser 


Arg 


LI : 

H 1 s 


Cys 


Leu 


Va 1 


Thr Tyr 


A 

Arg 


Pro Asp 


Lys 


Asn His Thr 




290 










295 








300 






-r U. ^ 

1 hr 


1 le 


A ^ ^ 

Arg 


o ^ ^ 

Ser 


Va 1 


Leu 


Met 


1 . . Al. ^ 

Glu Met 


Ser 


Tyr Arg Leu 


Asp Asp Thr 


one 










O i A 

310 








315 






O O A 

320 


Gly 


Asn 


Pro 


1 le 


Cys 


Ser 


Cys 


Gin Pro 


Va 1 


His 


Thr 


Phe 


Phe Gly Gly 










325 








OO A 

330 








o o c* 

335 


Pro 


Thr 


Cys 


Lys 


Leu 


Leu 


Thr 


Lys Asn 


Ala 


1 le 


Phe 


Gin 


Ser Pro Glu 








340 








345 










350 


Asn 


Asp 


Gly 


Asn 


1 le 


Leu 


Val 


Cys Thr 


Gly 


Asp 


Glu 


Ala 


Ala Asn Ser 






355 










360 








365 




Ala 


Leu 


Leu 


Trp 


Asp 


Ala 


Ala 


Ser Gly 


Ser 


Leu 


Leu 


Gin 


Asp Leu Gin 




370 










375 








380 






Thr 


Asp 


Gin 


Pro 


Val 


Leu 


Asp 


1 1 e Cys 


Pro 


Phe 


Glu 


Val 


Asn Arg Asn 


385 










390 








395 






400 


Ser 


Tyr 


Leu 


Ala 


Thr 


Leu 


Thr 


Glu Lys 


Met 


Val 


His 


1 le 


Tyr Lys Trp 










405 








410 








415 



<210> 11538 
<211> 3019 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (46). . (1833) 

<400> 11538 

aagcccatoc agaggttcoc acagttcata 
cccaggggcc atccggacag gctgtogotg 
gctgagaagc tgaacgagca gaagcggctg 
accaagagcg tcagtgaccg cagcagcctc 
ctgctcctgt gtgagacgtt gacggagacc 
tccaaggagc gtogggtott cctgctoaac 
aagggccagc tggagatcag cagcctggtg 
aacacggcgc tgccccaggt gcaggtggtg 
aaggacaatg tgctoatcoa gcactcaggc 
cagaataagg tgtacctogg occcccacgc 
gacotggccg tggtggagca gatcaogott 



ctoctgcttc aggacatgct gaagaacaco 60 
cagctggccc tcacagagct ggagacgctg 120 
gotgaccagg tggctgagat ccagcagctg 180 
aacaagctgt tgacctcagg ccagcggcag 240 
gtgtacggtg accgcgggca gctaattaag 300 
gaoatgottg tctgtgccaa catcaacttc 360 
cccctggggc ccaagtatgt ggtgaagtgg 420 
gaggtgggcc aggacggtgg cacctatgac 480 
gccaagaagg cctctgcctc agggcaggct 540 
ctcttccagg agotgcaaga octgcagaag 600 
ctcatcagca cgctgcacgg cacctaccag 660 
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aacctgaaca tgactgtggc tcaagactgg tgcctggccc tgcagaggct gatgcgggtg 720 
aaggaggaag agatccactc ggccaacaag tgccgtctca ggctcctgct tcctgggaaa 780 
cccgacaagt ccggccgccc cattagcttc atggtggttt tcatcacccc caaccccctg 840 
agcaagattt cctgggtcaa caggttacat ttggccaaaa tcggactccg ggaggagaac 900 
cagccaggct ggctatgccc ggatgaggac aagaagagca aagccccatt ctggtgcccg 960 
atcctggcct gctgcatccc tgccttctcc tcccgggcac tcagcctgca gcttggggcc 1020 
ctggtccaca gtcctgtcaa ctgtcccctg ctgggtttct cagcagtcag cacctccctt 1080 
ccacagggct acctctgggt cgggggcgga caggaaggcg cagggggcca ggtggaaatc 1140 
ttttccttga accggccctc gccccgcacc gtcaagtcct tcccactggc agcccctgtg 1200 
ctctgcatgg agtatatccc ggagctggag gaggaggcgg agagcagaga cgagagcccg 1260 
acagttgctg acccctcggc cacggtgcat ccaaccatct gcctcgggct ccaggatggc 1320 
agcatcctcc tctacagcag tgtggacact ggcacccagt gcctggtgag ctgcaggagc 1380 
ccaggtccgc agcctgtgct ctgcctgcga cacagcccct tccacctgct cgctggcctg 1440 
caggatggga cccttgctgc ttaccctcgg accagcggag gtgtcctgtg ggacctggag 1500 
agccctcccg tgtgcctgac tgtggggccc gggcctgtcc gcaccctgtt gagcctggag 1560 
gatgccgtgt gggccagctg tgggccccgg gtcactgtcc tggaagccac caccctgcag 1620 
cctcagcaaa gctccgaggc gcaccaggac gaggcagtga gcgtgacaca catggtgaag 1680 
gcgggcagcg gcgtctggat ggccttctcc tccggcacct ccatccgcct cttccacact 1740 
gagaccctgg agcatctgca agagatcaac atcgccacca ggaccacctt cctcctgcca 1800 
gacaggtcat taataaaatg ttctccaaga gcctgagctt tttaaagttg tatatctcca 1860 
gatagatggc ttgggccaga agcacttgtg tgtcaccagc ctcctgatct gccagggtct 1920 
gctctgggtg ggcactgacc agggtgtcat cgtcctgctg cccgtgcctc ggctggaagg 1980 
catccccaag atcacaggga aaggcatggt ctcactcaat gggcactgtg ggcctgtggc 2040 
cttcctggct gtggctacca gcatcctggc ccctgacatc ctgcggagtg accaggagga 2100 
ggctgagggg ccccgggctg aggaggacaa gccagacggg caggcacacg agcccatgcc 2160 
cgacagccac gtgggccgag agctgacccg caagaagggc atcctcttgc agtaccgcct 2220 
gcgctccacc gcacacctcc cgggcccgct gctctccatg cgggagccgg cgcctgctga 2280 
tggcgcagct ttggagcaca gcgaggagga cggctccatt tacgagatgg ccgacgaccc 2340 
cgacgtctgg gtgcgcagcc ggccctgcgc ccgcgacgcc caccgcaagg agatttgctc 2400 
tgtggccatc atctccggcg ggcagggcta ccgcaacttt ggcagcgctc tgggcagcag 2460 
tgggaggcag gccccgtgtg gggagacgga cagcaccctc ctcatctggc aggtgccctt 2520 
gatgctatag cgcctcccct ctcccctcag agggcacagc tgcaggcctg accaaggcca 2580 
cgcccggctc tcgtgctcta ggacctgcac gggacttgtg gatgggcctg gactctccag 2640 
aaactacttg ggccagagca aaggaaaacc tcttgtttta aaaaaatttt tttcagagtg 2700 
ttttggggag gagttttagg gcttggggag agggaggaca catctggagg aaatggcctt 2760 
ctttttaaaa gcaaaaaaca caaaacctca caactgcctg gcaagcccag tatcacttgt 2820 
ttgggcccta gcgggactcc aaggcagcca cacgcccctc ctggaagggt gtgtgcgtgt 2880 
gagtgtgtgc gagtgtgtgg gctggtgtgt gaatatctat aaataagtat atatggtgta 2940 
tattatatgt gtataaataa agtctgtaca tattggagct ctgggagatg ctggaataaa 3000 
agacaagagt tacatctgg 3019 



<210> 11539 
<211> 596 
<212> PRT 

<213> Homo sapiens 



<400> 11539 



-5029/13211- 



Met 


Leu 


Lys 


Asn 


Thr 


Pro 


Arg 


Gly 


Hi s 


Pro 


Asp 


Arg 


Leu 


Ser 


Leu 


Gin 


1 








5 










10 










15 




Leu 


Ala 


1 ^ . 
Leu 


Thr 


^ 1 
Glu 


Leu 


Glu 


Thr 


Leu 


A 1 ^ 

Ala 


Glu 
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Arg 


Leu 


Ala 
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Glu 
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Leu 


Thr 


Lys 


Ser 






35 
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45 








Val 


Ser 
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Arg 


Ser 


Ser 


Leu 


Asn 


Lys 


Leu 


Leu 


Thr 


Ser 


Gly 


Gin 


Arg 




50 










55 










60 
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Gin 


Leu 


Leu 


Leu 


Cys 


Glu 


Thr 


Leu 


Thr 


Glu 


Thr 


Val 


Tyr 


Gly 


Asp 


Arg 


65 










70 










75 










80 


Gly 


Gin 


Leu 


1 le 


Lys 


Ser 


Lys 


Glu 


Arg 


Arg 


Val 


Phe 


Leu 


Leu 


Asn 


Asp 










85 










90 










95 




Met 


Leu 


Val 


Cys 


Ala 


Asn 


1 le 


Asn 


Phe 


Lys 


Gly 


Gin 


Leu 


Glu 


1 le 


Ser 








100 










105 










110 






Ser 


Leu 


Val 


Pro 


Leu 


Gly 


Pro 


Lys 


Tyr 


Val 


Val 


Lys 


Trp 


Asn 


Thr 


Ala 






115 










120 










125 








Leu 


Pro 


Gin 


Val 


Gin 


Val 


Va 1 


Glu 


Val 


Gly 


Gin 


Asp 


Gly 


Gly 


Thr 


Tyr 




130 










135 










140 










Asp 


Lys 


Asp 


Asn 


Val 


Leu 


1 le 


Gin 


His 


Ser 


Gly 


Ala 


Lys 


Lys 


Ala 


Ser 


145 










150 










155 










160 


Ala 


Ser 


Gly 


Gin 


Ala 


Gin 


Asn 


Lys 


Val 


Tyr 


Leu 


Gly 


Pro 


Pro 


Arg 


Leu 










165 










170 










175 




Phe 


Gin 


Glu 


Leu 


Gin 


Asp 


Leu 


Gin 


Lys 


Asp 


Leu 


Ala 


Val 


Val 


Glu 


Gin 
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185 










190 






1 le 


Thr 


Leu 


Leu 


1 le 


Ser 


Thr 


Leu 


His 


Gly 


Thr 


Tyr 


Gin 


Asn 


Leu 


Asn 
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200 










205 








Met 


Thr 


Val 


Ala 


Gin 


Asp 


Trp 


Cys 


Leu 


Ala 


Leu 


Gin 


Arg 


Leu 


Met 


Arg 




210 










215 










220 










Val 


Lys 


Glu 


Glu 


Glu 


1 le 


His 


Ser 


Ala 


Asn 


Lys 


Cys 


Arg 


Leu 


Arg 


Leu 


225 










230 










235 










240 


Leu 


Leu 


Pro 


Gly 


Lys 


Pro 


Asp 


Lys 


Ser 


Gly 


Arg 


Pro 


1 le 


Ser 


Phe 


Met 










245 










250 










255 




Val 


Val 


Phe 


1 le 


Thr 


Pro 


Asn 


Pro 


Leu 


Ser 


Lys 


1 le 


Ser 


Trp 


Val 


Asn 








260 










265 










270 






Arg 


Leu 


His 


Leu 


Ala 


Lys 


1 le 


Gly 


Leu 


Arg 


Glu 


Glu 


Asn 


Gin 


Pro 


Gly 
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285 








Trp 


Leu 


Cys 


Pro 


Asp 


Glu 


Asp 


Lys 


Lys 


Ser 


Lys 


Ala 


Pro 


Phe 


Trp 


Cys 




290 










295 










300 










Pro 


1 le 


Leu 


Ala 


Cys 


Cys 


1 le 


Pro 


Ala 


Phe 


Ser 


Ser 


Arg 


Ala 


Leu 


Ser 


305 










310 










315 










320 


Leu 


Gin 


Leu 


Gly 


Ala 


Leu 


Val 


His 


Ser 


Pro 


Val 


Asn 


Cys 


Pro 


Leu 


Leu 










325 










330 










335 




Gly 


Phe 


Ser 


Ala 


Val 


Ser 


Thr 


Ser 


Leu 


Pro 


Gin 


Gly 


Tyr 


Leu 


Trp 


Val 








340 










345 










350 






Gly 


Gly 


Gly 


Gin 


Glu 


Gly 


Ala 


Gly 


Gly 


Gin 


Val 


Glu 


1 le 


Phe 


Ser 


Leu 






355 










360 










365 








Asn 


Arg 


Pro 


Ser 


Pro 


Arg 


Thr 


Val 


Lys 


Ser 


Phe 


Pro 


Leu 


Ala 


Ala 


Pro 



370 375 380 
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va 1 


1 1 
Leu 


Cys 


wiet 


Oil! 

U 1 U 


Tyr 


Me Pro 


OOO 










390 




Arg 


Asp 


G 1 u 


Ser 


Pro 


Thr 


Val Ala 










40o 






1 hr 


1 1 « 

1 le 


Cys 


Leu 


Gly 


Leu Gin Asp 








A nf\ 

420 








Va 1 


Asp 


Ihr 


Gly 


Thr 


Gin 


Cys Leu 






43b 








440 


u 1 n 


Pro 


Va 1 


Leu 


Cys 


Leu 


Arg His 














455 


Leu 


G 1 n 


Asp 


Gly 


Thr 


Leu 


Ala Ala 












470 




Leu 


Trp 


Asp 


Leu 


G 1 u 


Ser 


Pro Pro 










485 






Pro 


Va 1 


A 

Arg 


Thr 


Leu 


Leu 


Ser Leu 








500 








G ly 


Pro 


A — — 

Arg 


Val 


Thr 


Val 


Leu Glu 






515 








520 


Ser 


Ser 


Glu 


Ala 


His 


Gin Asp Glu 




530 










535 


Lys 


Ala 


Gly 


Ser 


Gly 


Val 


Trp Met 


545 










550 




Arg 


Leu 


Phe 


His 


Thr 


Glu 


Thr Leu 










565 






Ala 


Thr 


Arg 


Thr 


Thr 


Phe 


Leu Leu 








580 








Ser 


Pro 


Arg 


Ala 












595 











G 1 u 


Leu 


Glu 


Glu 


Glu 


A 1 — . 

Ala 


Glu 


Ser 






395 










400 


Asp 


Pro 


Ser 


Ala 


Thr 


Va 1 


LI : 

Hi s 


Pro 




410 










415 




Gly 


Ser 


1 le 


Leu 


Leu 


Tyr 


Ser 


Ser 


AOC 

4zo 










A OA 

4o0 






Va 1 


Ser 


Cys Arg 


Ser 


Pro 


Gly 


Pro 










445 








Ser 


Pro 


Phe 


His 


Leu 


Leu 


A 1 ^ 

Ala 


Gly 








460 










Tyr 


Pro 


Arg Thr 


Ser 


Gly 


/\ 1 
Gly 


Va 1 






475 










480 


Va 1 


Cys 


Leu 


Thr 


Va 1 


Gly 


Pro 


Gly 




490 










495 




Glu 


Asp 


Ala 


Val 


Trp 


Ala 


Ser 


Cys 


505 










510 






Ala 


Thr 


Thr 


Leu 


Gin 


Pro 


Gin 


Gin 










525 








Ala 


Val 


Ser 


Val 


Thr 


His 


Met 


Val 








540 










Ala 


Phe 


Ser 


Ser 


Gly 


Thr 


Ser 


1 le 






555 










560 


Glu 


His 


Leu 


Gin 


Glu 


1 le 


Asn 


Me 




570 










575 




Pro 


Asp 


Arg Ser 


Leu 


1 le 


Lys 


Cys 


585 










590 







<210> 11540 
<211> 2555 
<212> DNA 
<213> Homo sapiens 

<400> 11540 

ttactgaaag accttttgga ccacccctaa 
tgtttcttaa acttgtccat gctgcccaga 
cactgccaca gtgtcatccc acagtttcct 
ttcttgtcct ttaaggcagg gaotattatt 
taacattgat ttactcgtag taggagtttc 
tccagggcct agctgggctt gtgaaggaca 
cagoatgaag gaaaaaataa taataaaotg 
actttotgct atgccttgtc cattccaatc 
caagtgttat ccagcactca agttctggct 
ccatcccagg gcattgtgac occttcotct 
ctctcattcg acgaagcata tgcoattgtg 
tcccaagtag atcatgagcc actataagaa 



atggagcatc ttgatagatg gcaaatccag 60 
gcccactgcc ttttatcaga tgtgagactt 120 
tccctggaca tttgataaag ggaaaatcat 180 
ttttcaottt tccacatacc ccacaacacc 240 
atactgttga actctctaaa ggccatttgt 300 
acagagtoat ttcctaagga ccccaaaaga 360 
ctgttoacag tgccttgagt gtaccaccgt 420 
tggacagtct ctgtgcccct cctttccact 480 
caaggcccaa catctccgtg gggacctcag 540 
aagtccccgg oacactcgct gattggtacc 600 
gottacttgt catttcttta ggtcttgcct 660 
ctagctccoa tagtcccagc ccctgggcct 720 
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ggtacatggc aatgcttagt gattggtgat tgaggataat ggtggtaaag gatgtaccag 780 
acagtcatct cctgaagaga tgccgaacaa cctgtccttg ttttatgtat tttctctttc 840 
tttcctgtcc agttttattc ctctcatagt aactgctaaa aaaatgtcag ttcctgtcac 900 
tcttccaccc cttttctccc tctcccctgc attgtggtct gggccttggt ccactagcaa 960 
ctccccttag gtgttgctta atctgcctca tggccaaagc caatcccatt cctgtccccc 1020 
gctacccaag ggactcccag tctgtatgca caaggcggga tgtgaagtct ggatgtgcaa 1080 
gaaacccagc tgtaagaaac agcttccctc ggcttggcat ggtggctcat gcctataatc 1140 
ccagcacttt gagaggtcaa agtgggagaa tcacttgagc ccaggagttc aggactagcc 1200 
tgggcaacat ggcaagatcc cacctctaca aaaaaagaaa aaattcagag tctcaaatgt 1260 
cccttcatct ccttactctc gacctgtctc cctagttctc tgccgccttt tcctctcccc 1320 
tggatctgac actcaattgt ctgcatgcac ttttcaactg aaagagactc caatgccatc 1380 
cttctgatga aatttttgct ttggatacta ctgcagaaaa aatgctatct tgtattctgg 1440 
tccatggtgg ggaagaccct gtcgtagaac ctggcaactc aagtggaggg aggggccaga 1500 
acattgttct tatgctattt acagtgagac aacaggattg atgcagaact ttcttttttt 1560 
tttttttttt tttgagacag agtttcattc ttgttgccca gggctggagt gcagtggcat 1620 
gatctcagct cactgcaacc tccacccccc aggttcaagc agttcttcct cagcctccgg 1680 
agtagctggg attacaggcg tgcgccacca cgcccagcta atttttgtat ttttggtaga 1740 
gacggggttt caccagtgtt ggccaggctg gtctcgaact cctgacctca ggtgatccac 1800 
ccacctcggc ctcccaaagt gctgggatta caggcatgaa ccaccgtgcc cggccgtgat 1860 
gcgcaacttt ctaataacat acttttgaaa gtgcccagac atacatccct cctctggtac 1920 
cacagtggcc atcagttgcc agagaacatg aaattatcca gccctcagct ctgcagcagg 1980 
attctgagga gtaaagcagg cctgtaaagt actctaaagt acttcaggga ggtaatgcca 2040 
caaagcgaag aacacctctt ggaggcagag cccctcagcc ctatccaggc cagcagtgtc 2100 
cacttgaaat ctgaaagcag cctccctcac caaaccagca agatggaaaa cctccctggg 2160 
ttggcaagtg gccctgggaa gtacatgccc catctctgtc aggatagcag tggagaggtt 2220 
tcgtgccagt gccagctcca cccacccaga tggtactcaa gactccaagc ctgtcaatgg 2280 
ggtggaaact ttctggcatt ttctgtcaga agggtgagtt agcactgaac catctcatgt 2340 
gtcttttcac tgagtaacag cccatatcca ttccatgaaa tgagtgactg ctttgttgaa 2400 
tcagatagta acaaacattt atttgtagtc tggttgtgtc atatcatggt tgaattgcaa 2460 
acaggttgga tagaagagtc agcaaaaatc aacaaaagca ttctgtaaaa aacttttcta 2520 
gaattacaat aaatggcatt gtatatttta tttat 2555 



<210> 11541 
<211> 2481 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (176). . (1033) 

<400> 11541 
aaatggaaaa ttagaagata 
gaccatattt tcacctgtct 
atcagattct ccaggacagg 
acaggtggat gagatcacta 
tcaagcagtt caagtgagac 



atccttcctc tggcagtccc ccaaggacta ctttgttggg 60 

tcaacttttt ttcaccagca aataaaaatg gaacgtcagg 120 

ctgtggaagc tgaagaaata gtaaaacaac ttgatatgga 180 

ccagtactac tacatcaact aatggagcag cttactcaaa 240 

catcactaaa caatggttta gaagaagcag aagaaacagt 300 
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taatcgtgat atcccacccc ttacagcacc agtaactcca gatagtggtt attcatcagc 360 
ccacgcggag gccacctatg aagaagactg ggaagtattt gacccctatt atttcatcaa 420 
acatgtcccg ccactgacag aagaacaact aaataggaaa cctgctcttc cgttgaaaac 480 
aagaagcaca ccggaattct ccctagtttt agacttggat gaaacactag tgcattgtag 540 
tctaaatgag ctagaagatg cagcacttac ttttccagtc cttttccaag atgtcgttta 600 
tcaggtttat gtgagattaa gaccattttt cagggaattc ctggaacgaa tgtctcagat 660 
gtatgagatc attcttttta ctgcttctaa gaaggtgtat gcagacaagt tactgaacat 720 
actagaccct aaaaagcaac tggtcaggca ccggcttttc cgtgaacatt gtgtttgtgt 780 
acaaggaaac tatataaagg acttaaatat tcttggaaga gatctttcaa aaactataat 840 
aattgacaac tcaccacaag cctttgcata tcagctttct aatggaatcc ctatagaaag 900 
ttggtttatg gataaaaatg acaatgaact cctaaaattg attccattcc tggagaagct 960 
tgtagaactg aatgaagatg ttcgaccaca catcagagac agatttcgct tgcatgattt 1020 
gctgccccca gattaagtac aaagacttgt caaatcactg aagggggaga gaatgcagga 1080 
cccttttgga ctaagacaaa aacattgcca ttactgttga aattttgcat ttttgtaccc 1140 
cgtcctgctt tacttatctt tggtgcccaa taataattaa gggttacaga aagagacttt 1200 



gi atctatctca gatcgaatac atatagtagg taggctaaaa cagaagagtc tttagaacta 1260 

fU gtgcaactcc agtgaaattt tttatgtaca ggacatctgc agtttataaa gaattctgtt 1320 

^ tctgccacca gcagtttgac ctgtagtcac acaggatttt atgataataa cagagatgaa 1380 

^ aatggacttt tattttctct ctgtttggtg ctctaagtgg gtttgtagcc acttttctgt 1440 

ffl tactttatga ttctcatttc aacaggaatg gccagtaaaa gttgttttat ttttcctgtt 1500 
aaggtttata acctttttac atttttgacc tgtattagat tagaatttca ttatgcattc 1560 

^ cttttagttg aggcgcttca tagttttctg gagatagtca atttttagtt ttttattata 1620 

O catttgaatg gccgttttcc tgctttgtct gcctgcacat tgtatatttg tttaaaaata 1680 



ttctctactt ttagtctatg taagtttcat ttagaaagac atgcatttat attttgtttc 1740 

tgtaatatgc tactgtaggt gaaatctttt caaaaatcaa gagactgggt agataagaat 1800 

atatgaatga ctaatataca aaagatttaa accattgtga tggcgtatat tctcaaatgg 1860 

taatatcttg caatggcaca cagatttaat ggataaaggt atacctcaga cttcactgtg 1920 

ctcacaaatc tttgaggaga aagtttggtc acctgtttgg cttgatttag ttactgctgc 1980 

ctttggtttt ctccaggaat gaagtattca gcacagtgac tcagtatttt tagttatttt 2040 

gcatgggctg gtagtacctc tgttatgctc tcagttacaa tcaatttaaa actgtataac 2100 

agtcttggta cctaacagta gctatgcata atcctgtggc acagtacact cccaagccac 2160 

caatgcagtt aatatgctct catagtggtt tttctatgct atatgaaaat agtcttcaag 2220 

ccttggttct ctaatgcagc taccacaaga ggttgatatt tttatagtgg cgtgtaatct 2280 

ccttttcggg aggcttttta tggaaggtag aatttgtaaa agttcgtatg ctttgcctct 2340 

caactgcatt aacatgccac aggctcagac tgtttttgtg taaaggatgt caaagaacgg 2400 

cactttttct aaagagaagt ttgatatttt gtatgcttgt taagaaagta cagtattgga 2460 

aattaaaggt ggacaactga t 2481 



<210> 11542 
<211> 286 
<212> PRT 

<213> Homo sapiens 
<400> 11542 

Met Glu Gin Val Asp Glu I le Thr Thr Ser Thr Thr Thr Ser Thr Asn 

15 10 15 

Gly Ala Ala Tyr Ser Asn Gin Ala Val Gin Val Arg Pro Ser Leu Asn 
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20 








25 






30 






Asn 


G ly 


Leu 


Glu 


Glu 


Ala 


Glu 


Glu Thr Val 


Asn Arg Asp 


1 le 


Pro 


Pro 






35 










40 




45 








Leu 


Thr 


Ala 


Pro 


Val 


Thr 


Pro Asp Ser Gly 


Tyr Ser Ser 


Ala 


His 


Ala 




50 










55 




60 










Gtu 


Ala 


Thr 


Tyr 


Glu 


Glu 


Asp Trp Glu Val 


Phe Asp 


Pro 


Tyr 


Tyr 


Phe 


65 










70 






75 








80 


1 le 


Lys 


His 


Val 


Pro 


Pro 


Leu 


Thr Glu Glu 


Gin Leu 


Asn 


Arg 


Lys 


Pro 










85 






90 








95 




Ala 


Leu 


Pro 


Leu 


Lys 


Thr 


Arg 


Ser Thr Pro 


Glu Phe 


Ser 


Leu 


Val 


Leu 








100 








105 






110 






Asp 


Leu 


Asp 


Glu 


Thr 


Leu 


Val 


His Cys Ser 


Leu Asn 


Glu 


Leu 


Glu 


Asp 






115 










120 




125 








Ala 


Ala 


Leu 


Thr 


Phe 


Pro 


Val 


Leu Phe Gin 


Asp Val 


Val 


Tyr 


Gin 


Val 




130 










135 




140 










Tyr 


Val 


Arg 


Leu 


Arg 


Pro 


Phe 


Phe Arg Glu 


Phe Leu 


Glu 


Arg 


Met 


Ser 


145 










150 






155 








160 


Gin 


Met 


Tyr 


Glu 


1 le 


1 le 


Leu 


Phe Thr Ala 


Ser Lys 


Lys 


Val 


Tyr 


Ala 










165 






170 








175 




Asp 


Lys 


Leu 


Leu 


Asn 


1 le 


Leu 


Asp Pro Lys 


Lys Gin 


Leu 


Val 


Arg 


His 








180 








185 






190 






Arg 


Leu 


Phe 


Arg 


Glu 


His 


Cys Val Gys Val 


Gin Gly 


Asn 


Tyr 


1 le 


Lys 






195 










200 




205 








Asp 


Leu 


Asn 


1 le 


Leu Gly 


Arg Asp Leu Ser 


Lys Thr 


1 le 


1 le 


1 le 


Asp 




210 










215 




220 










Asn 


Ser 


Pro 


Gin 


Ala 


Phe 


Ala 


Tyr Gin Leu 


Ser Asn Gly 


1 le 


Pro 


1 le 


225 










230 






235 








240 


Glu 


Ser 


Trp 


Phe 


Met Asp 


Lys 


Asn Asp Asn 


Glu Leu 


Leu 


Lys 


Leu 


1 le 










245 






250 








255 




Pro 


Phe 


Leu 


Glu 


Lys 


Leu 


Val 


Glu Leu Asn 


Glu Asp Val 


Arg 


Pro 


His 








260 








265 






270 






1 le 


Arg 


Asp 


Arg 


Phe Arg 


Leu 


His Asp Leu 


Leu Pro 


Pro 


Asp 










275 










280 




285 









<210> 11543 
<211> 2738 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (181). . (2082) 
<400> 11543 

gtaaaagaaa accotgaaga ggaggaggag gaggaagaag aggaagaaga agatgaagaa 60 
agtgaagaag aggaggaaga ggagggagaa agtgaaggoa gtgaaggtga tgaggaagat 120 
gaaaaggtgt cagatgagaa ggattcaggg aagacattag ataaaaagco aagtaaagaa 180 



-5034/13211- 



atgagctcag attctgaata tgactctgat gatgatcgga ctaaagaaga aagggcttat 240 
gacaaagcaa aacggaggat tgagaaacgg cgacttgaac atagtaaaaa tgtaaacacc 300 
gaaaagctaa gagcccctat tatctgcgta cttgggcatg tggacacagg gaagacaaaa 360 
attctagata agctccgtca cacacatgta caagacggtg aagcaggtgg tatcacacaa 420 
caaattgggg ccaccaatgt tcctcttgaa gctattaatg aacagactaa gatgattgaa 480 
aattttgata gagagaatgt acggattcca ggaatgctaa ttattgatac tcctgggcat 540 
gaatctttca gtaatctgag aaatagagga agctctcttt gtgacattgc cattttagtt 600 
gttgatatta tgcatggttt ggagccccag acaattgagt ctatcaacct tctcaaatct 660 
aaaaaatgtc ccttcattgt tgcactcaat aagattgata ggttatatga ttggaaaaag 720 
agtcctgact ctgatgtggc tgctacttta aagaagcaga aaaagaatac aaaagatgaa 780 
tttgaggagc gagcaaaggc tattattgta gaatttgcac agcagggttt gaatgctgct 840 
ttgttttatg agaataaaga tccccgcact tttgtgtctt tggtacctac ctctgcacat 900 
actggtgatg gcatgggaag tctgatctac cttcttgtag agttaactca gaccatgttg 960 
agcaagagac ttgcacactg tgaagagctg agagcacagg tgatggaggt taaagctctc 1020 
ccggggatgg gcaccactat agatgtcatc ttgatcaatg ggcgtttgaa ggaaggagat 1080 
acaatcattg ttcctggagt agaagggccc attgtaactc agattcgagg cctcctgtta 1140 
cctcctccta tgaaggaatt acgagtgaag aaccagtatg aaaagcataa agaagtagaa 1200 
gcagctcagg gggtaaagat tcttggaaaa gacctggaga aaacattggc tggtttaccc 1260 
ctccttgtgg cttataaaga agatgaaatc cctgttctta aagatgaatt gatccatgag 1320 
ttaaagcaga cactaaatgc tatcaaatta gaagaaaaag gagtctatgt ccaggcatct 1380 
acgctgggtt ctttggaagc tctactggaa tttctgaaaa catcagaagt gccctatgca 1440 
ggaattaaca ttggcccagt gcataaaaaa gatgttatga aggcttcagt gatgttggaa 1500 
catgaccctc agtatgcagt aattttggcc ttcgatgtga gaattgaacg agatgcacaa 1560 
gaaatggctg atagtttagg agttagaatt tttagtgcag aaattattta tcatttattt 1620 
gatgccttta caaaatatag acaagactac aagaaacaga aacaagaaga atttaagcac 1680 
atagcagtat ttccctgcaa gataaaaatc ctccctcagt acatttttaa ttctcgagat 1740 
ccgatagtga tgggggtgac ggtggaagca ggtcaggtga aacaggggac acccatgtgt 1800 
gtcccaagca aaaattttgt tgacatcgga atagtaacaa gtattgaaat aaaccataaa 1860 
caagtggatg ttgcaaaaaa aggacaagaa gtttgtgtaa aaatagaacc tatccctggt 1920 
gagtcaccca aaatgtttgg aagacatttt gaagctacag atattcttgt tagtaagatc 1980 
agccggcagt ccattgatgc actcaaagac tggttcagag atgaaatgca gaagagtgac 2040 
tggcagctta ttgtggagct gaagaaagta tttgaaatca tctaattttt tcacatggag 2100 
caggaactgg agtaaatgca atactgtgtt gtaatatccc aacaaaaatc agacaaaaaa 2160 
tggaacagac gtatttggac actgatggac ttaagtatgg aaggaagaaa aataggtgta 2220 
taaaatgttt tccatgagaa accaagaaac ttacactggt ttgacagtgg tcagttacat 2280 
gtccccacag ttccaatgtg cctgttcact cacctctccc ttccccaacc cttctctact 2340 
tggctgctgt tttaaagttt gcccttcccc aaatttggat ttttattaca gatctaaagc 2400 
tctttcgatt ttatactgat taaatcagta ctgcagtatt tgattaacca agcttctgca 2460 
gattttgtga ttcttgggac ttttttgacg taagaaatac ttctttattt atgcatattc 2520 
ttcccacagt gatttttcca gcattcttct gccatatgcc tttagggctt ttataaaata 2580 
gaaaattagg cattctgata tttctttagc tgctttgtgt gaaaccatgg tgtaaaagca 2640 
cagctggctg ctttttactg cttgtgtagt cacgagtcca ttgtaatcat cacaattcta 2700 
aaccaaacta ccaataaaga aaacagacat ccaccagt 2738 



<210> 11544 
<211> 634 
<212> PRT 
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<213> Homo sapiens 


















<400> 11544 






















Met 


Ser 


Ser 


Asp 


Ser 


Glu 


Tyr Asp Ser 


Asp 


Asp 


A AH 

Asp 


Arg 


Thr 


1 A All. 

Lys Glu 


•4 
1 








5 






1 0 










i C 
10 


Glu 


Arg 


Ala 


Tyr 


Asp 


Lys 


Ala Lys Arg 


Arg 


1 1 « 

1 le 


G 1 u 


Lys 


Arg 


Arg Leu 








20 






zb 










OA 

oO 




G 1 u 


His 


Ser 


Lys 


Asn 


Va 1 


Aa_k TLk^ /^l.. 

Asn rhr G 1 u 


Lys 


Leu 


A ^ » 

Arg 


A 1 

Ala 


Pro 


11^ 11^ 
Me Me 






35 








40 








45 






Cys 


Va 1 


Leu 


Gly 


His 


Va 1 


Asp Thr Gly 


Lys 


Thr 


Lys 


\ 1 e 


Leu 


Asp Lys 




50 
















CA 

oO 








Leu 


Arg 


Hi s 


Thr 


His 


Val 


/^l^ /^i.. 

Gin Asp Gly 


G 1 u 


A 1 — . 

Ala 


Gly 


Gly 


1 le 


XU. A 1 — . 

Thr Gin 


65 










70 






/o 








A A 

80 


Gin 


1 le 


Gly 


Ala 


Thr 


Asn 


Val Pro Leu 


G 1 u 


A 1 ^ 

Ala 


1 1 e 


A ^ ^ 

Asn 


A 1 . . 

G 1 u 


A 1 ~^ XL» ^ 

Gin Thr 










85 






90 










AC 

9b 


Lys 


Met 


1 le 


Glu 


Asn 


Phe 


Asp Arg G 1 u 


Asn 


Va 1 


A 

Arg 


1 le 


Pro 


Gly Met 








100 






10b 










110 




Leu 


1 le 


1 le 


Asp 


Thr 


Pro 


Gly His Glu 


Ser 


Phe 


Ser 


Asn 


Leu 


Arg Asn 






115 








120 








125 






Arg 


Gly 


Ser 


Ser 


Leu Cys 


A^_ It^ Al_ 

Asp Me Ala 


1 1 ^ 
1 1 e 


Leu 


Va 1 


Val 


A ^ _ 

Asp 


1 1 e Met 




130 










135 






140 








His 


Gly 


Leu 


Glu 


Pro 


Gin 


Thr Me Glu 


Ser 


i le 


Asn 


Leu 


Leu 


Lys Ser 


145 










150 






155 








160 


Lys 


Lys 


Cys 


Pro 


Phe 


1 le 


Val Ala Leu 


Asn 


Lys 


1 le 


Asp 


Arg 


Leu Tyr 










165 






170 










175 


Asp 


Trp 


Lys 


Lys 


Ser 


Pro 


Asp Ser Asp 


Val 


Ala 


A 1 _ 

Ala 


Thr 


Leu 


Lys Lys 








180 






■i OCT 

185 










190 




Gin 


Lys 


Lys 


Asn 


Thr 


Lys 


Asp Glu Phe 


Glu 


Glu 


Arg 


Ala 


Lys 


Ala 1 le 






195 








200 








0 AIT 

205 






1 le 


Val 


Glu 


Phe 


Ala 


Gin 


Gin Gly Leu 


Asn 


Ala 


Ala 


Leu 


Phe 


Tyr Glu 




210 










215 






OOA 

220 








Asn 


Lys 


Asp 


Pro 


Arg 


Thr 


Phe Va 1 Ser 


Leu 


Va 1 


Pro 


Thr 


Ser 


A 1 ^ U • ^ 

Ala His 


225 










230 






235 








240 


Thr 


Gly 


Asp 


Gly 


Met Gly 


Ser Leu 1 le 


Tyr 


Leu 


Leu 


Va 1 


A 1 . . 

G 1 u 


Leu Thr 










245 






OCT A 

2b0 










2bb 


Gin 


Thr 


Met 


Leu 


Ser Lys 


Arg Leu Ala 


Hi S 


Cys 


All! 

G 1 u 


All! 

G 1 u 


Leu 


A A 1 A 

Arg Ala 








260 






Zoo 










0"7A 

z/0 




Gin 


Val 


Met 


Glu 


Val 


Lys 


Ala Leu Pro 


Gly 


Met 


A 1 » . 

Gly 


Thr 


XL* ^ 

Thr 


1 le Asp 






275 








zoO 








ZOO 






Val 


1 le 


Leu 


1 le 


Asn Gly 


Arg Leu Lys 


Glu 


Gly 


Asp 


Thr 


1 le 


1 le Val 




290 










295 






300 








Pro 


Gly 


Val 


Glu 


Gly Pro 


1 le Val Thr 


Gin 


1 le 


Arg 


Gly 


Leu 


Leu Leu 


305 










310 






315 








320 


Pro 


Pro 


Pro 


Met 


Lys 


Glu 


Leu Arg Val 


Lys 


Asn 


Gin 


Tyr 


Glu 


Lys His 










325 






330 










335 


Lys 


Glu 


Val 


Glu 


Ala 


Ala 


Gin Gly Val 


Lys 


1 le 


Leu 


Gly 


Lys 


Asp Leu 








340 






345 










350 




Glu 


Lys 


Thr 


Leu 


Ala Gly 


Leu Pro Leu 


Leu 


Val 


Ala 


Tyr 


Lys 


Glu Asp 
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3bb 




Glu 


1 1 ^ 

1 1 e 


Pro 


Va 1 




3/0 






Leu 


Asn 


A 1 ^ 

Ala 


1 1 _ 
1 le 


r\ f\ f- 

385 








Thr 


Leu 


G ly 


Ser 


Val 


Pro 


Tyr 


Ala 








420 


Met 


Lys 


Ala 


Ser 






435 




Leu 


Ala 


Phe 


Asp 




450 






Ser 


Leu 


Gly 


Val 


465 








Asp Ala 


Phe 


Thr 


Glu 


Phe 


Lys 


His 








500 


Gin 


Tyr 


1 le 


Phe 






515 




Glu 


Ala 


Gly 


Gin 




530 






Asn 


Phe 


Val 


Asp 


545 








Gin- 


Val 


Asp 


Val 


Pro 


1 le 


Pro 


Gly 








580 


Thr Asp 


1 le 


Leu 






595 




Lys 


Asp 


Trp 


Phe 




610 






Val 


Glu 


Leu 


Lys 


625 









360 



Leu 


Lys 


Asp 


Glu 






375 




Lys 


Leu 


G 1 u 


Glu 




390 






Leu 


G 1 u 


Ala 


Leu 


405 








Gly 


1 le 


Asn 


1 le 


Va 1 


Met 


Leu 


Glu 








440 


Val 


Arg 


1 le 


Glu 






455 




Arg 


1 le 


Phe 


Ser 




470 






Lys 


Tyr 


Arg 


Gin 


485 








1 le 


Ala 


Val 


Phe 


Asn 


Ser 


Arg 


Asp 








520 


Val 


Lys 


Gin 


Gly 






535 




1 le 


Gly 


1 le 


Val 




550 






Ala 


Lys 


Lys 


Gly 


565 








Glu 


Ser 


Pro 


Lys 


Val 


Ser 


Lys 


1 le 








600 


Arg 


Asp 


Glu 


Met 






615 




Lys 


Val 


Phe 


Glu 




630 







Leu 


1 1 e 


H 1 s 


G lu 








380 


Lys 


Gly 


Va 1 


Tyr 






395 




Leu 


Glu 


Phe 


Leu 




410 






Gly 


Pro 


Va 1 


H i s 


425 








His 


Asp 


Pro 


Gin 


Arg 


Asp 


Ala 


Gin 








460 


Ala 


Glu 


1 le 


1 le 






475 




Asp 


Tyr 


Lys 


Lys 




490 






Pro 


Cys 


Lys 


1 ie 


505 








Pro 


1 le 


Val 


Met 


Thr 


Pro 


Met Cys 








540 


Thr 


Ser 


1 le 


Glu 






555 




Gin 


Glu 


Val 


Cys 




570 






Met 


Phe 


Gly 


Arg 


585 








Ser 


Arg 


Gin 


Ser 


Gin 


Lys 


Ser Asp 








620 


1 le 


1 le 







365 



Leu 


Lys 


Gin 


Thr 


Val 


Gin 


A 1 — 

Ala 


Ser 








400 


Lys 


Thr 


Ser 


Glu 






415 




Lys 


Lys 


Asp 


Va 1 




430 






Tyr 


Ala 


Val 


1 le 


445 








Glu 


Met 


Ala 


Asp 


Tyr 


His 


Leu 


Phe 








480 


Gin 


Lys 


Gin 


Glu 






495 




Lys 


1 le 


Leu 


Pro 




510 






Gly 


Val 


Thr 


Val 


525 








Va 1 


Pro 


Ser 


Lys 


1 le 


Asn 


His 


Lys 








560 


Val 


Lys 


1 le 


Glu 






575 




His 


Phe 


Glu 


Ala 




590 






1 le 


Asp 


Ala 


Leu 


605 








Trp 


Gin 


Leu 


1 le 



<210> 11545 
<211> 2684 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (334). . (1074) 
<400> 11545 

aataacctgg agccggcggo gtaggttggo totttagggc ttoaooooga agctcoaoot 60 
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tcgctcccgt ctttctggaa acaccgcttt 
ggctgctgcg ggtgccctgg atccagtcgg 
tggaggctca gagttccggc agggtgcatc 
cggtacccgg gtcctggccc cagcgctgac 
gttgcggcgt cgcagacgct agtgtgagcc 
caaggggcgg gcgctgtgca attcatgatg 
tctcgcttgt tcacagttta ctgctctgct 
gaagcagcaa gcttttacca acgtgctttg 
ctgcatcaaa gattaccaca cttccagtta 
gaggacagct gccactacct gttgtattca 
atgagtatct tcccagtctt gttattctct 
gtccttgacg caaggggctc aaatagttta 
agtgctaatc aacaaaatat tctgaaattc 
gcgacagttt ttatgctttt tagtggtcaa 
agatttctta cccttcgata ttcgtctcga 
gaactgagga ttgttgttga acacataata 
agactttgtc tccagagcat tgcctttata 
aacatctagt taagctacaa atatagtata 
gggttgtaaa ttccaggtgt tacactgacc 
catctcggtg gaaaaataat cattttcttg 
gaaaatttta ctgtgctgtg ttgctaatgg 
accagttttt ttaaaaagat gctgttgtgc 
taaaaaaaat agctctaaaa tttgtttcaa 
atgaattcat tatggtgata cacatatgtg 
cattcagtaa ttttggttaa tgattttaac 
tttttaattg gttttatgct gctttgttag 
gaagaattct atgtatctta aactatgatc 
gtggccttga gtatttttta aaaggctcaa 
tttggggtca cctagccatt gaaagcagaa 
agccattgag aaacatttct caaacaggaa 
ttattcgtat tatagtttgt agaactacct 
gtttcttagg cttgaatttt catagacaat 
tgtaatgaag attcagcatc tgactatatg 
atactgtaga ttacatgttt acccatcaaa 
ataggtaagg taattgattg ggaatggggt 
atttcagtct caacgcatag ataaatttag 
tgggttgtaa aatgtgttaa atcctgttca 
tgctgatctt cattaccgtt gcatgattgg 
tagagaaatg taatggtttt tgtgaccagt 
atacattcat tagtaattta tcagtaacat 
taaaaagggg atattcttag gataaataca 
atcagctatt tttgtatttt tgtaatattt 
agttgatttt gtgtatgtgg ctagtcttat 
gaaactaaac tttctagagc aataaaatga 



gatctcggcg gtgcgggaca ggtacctccc 120 
ctgcaccagg cgagcgagac ccttccctgg 180 
cggcctgtgt gtggcgcgag gcagggaagc 240 
gttttctctc ccctttcttc tctcttcgcg 300 
cccatggcag atacgacccc gagcggcccc 360 
accaataaac tggacacggc aatgtggctt 420 
ctgtttgttc tgcctcttct tgggttgcat 480 
ctggcaaatg ctcttaccag tgctctgagg 540 
agcagagcat tcctggccca ggctttgtta 600 
ctcatctttg taaattccta tccagttaca 660 
ttgcttcatg ctgccacata tacgaaaaag 720 
cctctgctga gatctgtctt ggacaaatta 780 
attgcttgca atgaaatatt cctgatgcct 840 
ggaagtttgc tccaaccttt tatatactat 900 
agaaacccat attgtcggac cttatttaat 960 
atgaaacctg cttgcccact gtttgtgaga 1020 
agcagattgg caccaacagt tccatagttt 1080 
agcattatta gcagctggta cttctgctag 1140 
tcaatccaat ttacataatt tacataaatg 1200 
gcatgttaaa tcaagcttaa aaagttttga 1260 
ttaaagaagt ctgtatctag tgataaatat 1320 
ctatatcatg aagtacatta atttctcatg 1380 
cctaattggt aacctgagtt tatatctggc 1440 
aattcagtac attttgagac agtattctac 1500 
acttctcagt gtatttaatt tcaaattgtt 1560 
gacagatgtg ttttgaatgt accattataa 1620 
ttctaaaatt ttatttccgt aagtacttct 1680 
ctgtaagcct cttagccagt tggataaata 1740 
agcagtagtg acacagcttt cccttcaaag 1800 
atccttcttt tactaatgtg gacatataga 1860 
agttcagaat cttgactgcc agttttcttg 1920 
tgcaacagtt tagatgcctt ttgaaaggaa 1980 
tgtgtctatc ctgaaataat aatggagagt 2040 
tctgacttaa aaggttaaat ggaaggtttt 2100 
agggggagga gttgtggggg aataatgtgc 2160 
gggaattgga tgcattattc aactttgatt 2220 
ttgaactccc atcaactctt atgaaattca 2280 
aaatgtttaa aacattgtac agttttagta 2340 
ttctgtctgc atgtaatttg gatttctcaa 2400 
tagttttatt tttgttcatc tccttatcta 2460 
tgaaaaatta tacttgatag cttaactata 2520 
gtccactaag ctggagaagc agcctcatac 2580 
tgtcactatg taagtaatcc aatggtttta 2640 
ctataatgtt aagt 2684 



<210> 11546 
<211> 247 
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<212> PRT 

<213> Homo sapiens 



<400> 11546 




























Met 


Ala Asp 


1 hr 


Thr 


Pro 


Ser Gly Pro 


Gin Gly 


Ala 


G 1 y 


A 1 « 

Ala 


Val 


Gin 


1 








5 










10 










15 




Phe 


Met 


Met 


Thr 
20 


Asn 


Lys 


Leu 


Asp 


Thr 
25 


Ala 


Met 


Trp 


Leu 


Ser 
30 


Arg 


Leu 


Phe 


Thr 


Val 


Tyr 


Cys Ser 


Ala 


Leu 


Phe 


Val 


Leu 


Pro 


Leu 


Leu 


Gly 


Leu 






35 










40 










45 








His 


Glu 


Ala 


Ala 


Ser 


Phe 


Tyr Gin Arg 


Ala 


Leu 


Leu 


A 1 » 

Ala 


Asn 


Ala 


Leu 




50 










55 










60 










Thr 


Ser 


Ala 


Leu 


Arg 


Leu 


His 


Gin Arg 


Leu 


Pro 


H 1 s 


Phe 


G 1 n 


Leu 


Ser 


65 










70 










75 










80 


Arg 


Ala 


Phe 


Leu 


Ala 


Gin 


Ala 


Leu 


Leu 


Glu Asp 


Ser 


Cys 


His 


Tyr Leu 










85 










90 










95 




Leu 


Tyr Ser 


Leu 


1 ie 


Phe 


Val 


Asn 


Ser 


Tyr Pro 


Va 1 


T 1 

Thr 


Met 


Ser 


1 le 








100 










105 










110 






Phe 


Pro 


Val 
115 


Leu 


Leu 


Phe 


Ser 


Leu 
120 


Leu 


His 


Ala 


Ala 


Thr 
125 


Tyr 


Thr 


Lys 


Lys 


Val 
130 


Leu 


Asp 


Ala 


Arg 


Gly 
135 


Ser 


Asn 


Ser 


Leu 


Pro 
140 


Leu 


Leu 


Arg 


Ser 


Val 


Leu 


Asp 


Lys 


Leu 


Ser 


Ala 


Asn 


Gin 


Gin 


Asn 


1 le 


Leu 


Lys 


Phe 


1 le 


145 










150 










155 










160 


Ala 


Cys Asn 


Glu 


1 Ie 


Phe 


Leu 


Met 


Pro 


Ala 


Thr 


Val 


Phe 


Met 


Leu 


Phe 










165 










170 










175 




Ser 


Gly 


Gin 


Gly 
180 


Ser 


Leu 


Leu 


Gin 


Pro 
185 


Phe 


1 le 


Tyr 


Tyr 


Arg 
190 


Phe 


Leu 


Thr 


Leu 


Arg 


Tyr 


Ser 


Ser 


Arg Arg Asn 


Pro Tyr 


Cys 


Arg 


Thr 


Leu 


Phe 






195 










200 










205 








Asn 


Glu 
210 


Leu 


Arg 


1 Ie 


Val 


Val 

215 


Glu 


His 


1 Ie 


1 le 


Met 
220 


Lys 


Pro 


Ala 


Cys 


Pro 


Leu 


Phe 


Val 


Arg Arg 


Leu 


Cys 


Leu 


Gin 


Ser 


1 le 


Ala 


Phe 


1 le 


Ser 


225 










230 










235 










240 


Arg 


Leu 


Ala 


Pro 


Thr 
245 


Val 


Pro 





















<210> 11547 
<211> 2690 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (174). . (1700) 



<400> 11547 



-5039/13211- 



tccatggact cttaccgaag ggttatcccc atctgtgctc tatatgtgat ttgccagttc 60 
attctaataa ggagtggagt caacatatca atggagcaag tcacagtcgt cgatgccagc 120 
ttcttcttga aatctaccca gaatggaatc ctgacaatga tacaggacac acaatgggtg 180 
atccattcat gttgcagcag tctacaaatc cagcaccagg aattctggga cctccacctc 240 
cctcatttca tcttggggga ccagcagttg gaccaagagg aaatctgggt gctggaaatg 300 
gaaacctgca aggacctaga cacatgcaga aaggcagagt ggaaactagc agagttgttc 360 
acatcatgga ttttcaacga gggaaaaact tgagatacca gctattacag ctggtagaac 420 
catttggagt catttcaaat catctgattc taaataaaat taatgaggca tttattgaaa 480 
tggcaaccac agaggatgct caggccgcag tggattatta cacaaccaca ccagcgttag 540 
tatttggcaa gccagtgaga gttcatttat cccagaagta taaaagaata aagaaacctg 600 
aaggaaagcc agatcagaag tttgatcaaa agcaagagct tggacgtgtg atacatctca 660 
gcaatttgcc gcattctggc tattctgata gtgctgttct caagcttgct gagccttatg 720 
ggaaaataaa gaattacata ttgatgagga tgaaaagtca ggcttttatt gagatggaga 780 
caagagaaga tgcaatggca atggtagacc attgtttgaa aaaagccctt tggtttcagg 840 
ggagatgtgt gaaggttgac ctgtctgaga aatataaaaa actggttctg aggatcccaa 900 
acagaggcat tgatttactg aaaaaagata aatcccgaaa aagatcttac tctccagatg 960 
gcaaagaatc tccaagtgat aagaaatcca aaactgatgg ttcccagaag actgagagtt 1020 
caaccgaagg taaagaacaa gaagagaagt ccggtgaaga tggtgagaaa gacacaaagg 1080 
atgaccagac agagcaggaa cctaatatgc ttcttgaatc tgaagatgag ctacttgtag 1140 
atgaagaaga agcagcagca ctgctagaaa gtggcagttc agtgggagac gagaccgatc 1200 
ttgctaattt aggtgatgtg gcttctgatg ggaaaaagga accatcagat aaagctgtga 1260 
aaaaagatgg aagtgcttca gcagcagcaa agaaaaagct taaaaaggtg gacaagatcg 1320 
aggaacttga tcaagaaaac gaagcagcgt tggaaaatgg aattaaaaat gaggaaaaca 1380 
cagaaccagg tgctgaatct tctgagaacg ctgatgatcc caacaaagat acaagtgaaa 1440 
acgcagatgg tcaaagtgat gagaacaagg acgactatac aatcccagat gagtatagaa 1500 
ttggaccata tcagcccaat gttcctgttg gtatagacta tgtgatacct aaaacagggt 1560 
tttactgtaa gctgtgttca ctcttttata caaatgaaga agttgcaaag aatactcatt 1620 
gcagcagcct tcctcattat cagaaattaa agaaatttct gaataaattg gcagaagaac 1680 
gcagacagaa gaaggaaact taagatgtgc aaggagattt aatgatttca aagaaaataa 1740 
tggttctttg tttttaatgt taaccttttt taaatacaat actgatagtt agaagaaaac 1800 
tattgtactc ttttgtttta gtggagaaat aatagatgtc tgttcatgtg ttaagtgtta 1860 
tagcaaaaaa aatacacata tggttaagtt aatgaatagt ttttgtttta tcagaatggc 1920 
aacagacaga agtactttgt agagattgac ttcctaagct acttaagaca acttgcacca 1980 
ctaagaaaaa aatgtagaac catttggaaa aatgaaattt agtagttcca agtttcaaag 2040 
aaatgtcaac attttattcc attcaataaa gaacaaaacc aatagtgttt ttattacttt 2100 
catctgaaac attccatgtt ttaatctgag ccttgcagac tttcatttgg agtttgaacc 2160 
cgttttggtt gcatttcatt tttggagaac ttaattaacg tgagattggc aattgaaatg 2220 
caggtgcagt tttctgttaa tgtcatgctg ttgtttaggt aataagaaat attaagtaat 2280 
tggctttaga ttttgtaatt tttttccctg agttcctgct agatttcgta ttctagtagt 2340 
caatgtattt tcagtgaaat gcaaaaatat tcccattatc tttgaccagt attaattttt 2400 
gagatcttac tgcttgtcac ttgaatcccg tgattgtcat acatctctgg tataagcaac 2460 
atttgatttt tgaagtgtgt agaccatctc ttcatatttt caagatgtaa ttttacattt 2520 
ctgcattttt aaaacagttt ggccataatc ctagatgcac gcttctaatt catgtacctg 2580 
cacatgtgac ctttgtgaac agaaatttgc atgtataatt tgtgtttact tgtaactttc 2640 
tggttatata ctgcttatat ctgtggattc aagttactga agtgaatacc 2690 



<210> 11548 
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<211> 509 
<212> PRT 

<213> Homo sapiens 



<400> 11548 



Met 


Gly 


Asp 


Pro 


Phe 


Met 


Leu 


Gin 


Gin 


Ser 


Thr 


Asn 


Pro 


Ala 


Pro 


Gly 


•I 

1 








5 










10 










15 




1 le 


Leu 


Gly 


Pro 
20 


Pro 


Pro 


Pro 


Ser 


Phe 
25 


His 


Leu 


Gly 


Gly 


Pro 
30 


Ala 


Val 


eiy 


Pro 


Arg 


Gly 


Asn 


Leu 


Gly Ala Gly 


Asn 


Gly 


Asn 


Leu 


Gin 


Gly 


Pro 






35 










40 










45 








Arg 


LI • — 

H 1 s 


Met 


Gin 


Lys 


Gly 


Arg Val 


Glu 


Thr 


Ser 


Arg 


Val 


Val 


His 


1 le 




50 










55 










60 










Met 


Asp 


Phe 


G 1 n 


Arg Gly 


Lys 


Asn 


Leu 


Arg 


Tyr 


Gin 


Leu 


Leu 


Gin 


Leu 


65 










70 










75 










80 


Val 


Glu 


Pro 


Phe 


Gly Val 


1 le 


Ser 


Asn 


His 


Leu 


1 le 


Leu 


Asn 


Lys 


1 le 










85 










90 










95 




Asn 


Glu 


Ala 


Phe 
100 


1 le 


Glu 


Met 


Ala 


Thr 
105 


Thr 


Glu 


Asp 


Ala 


Gin 
110 


Ala 


Ala 


Val 


Asp 


Tyr 
115 


Tyr 


Thr 


Thr 


Thr 


Pro 
120 


Ala 


Leu 


Val 


Phe 


Gly 
125 


Lys 


Pro 


Val 


Arg 


Val 
130 


His 


Leu 


Ser 


Gin 


Lys 
135 


Tyr 


Lys 


Arg 


1 le 


Lys 
140 


Lys 


Pro 


Glu 


Gly 


Lys 


Pro 


Asp 


Gin 


Lys 


Phe 


Asp G 1 n 


Lys 


1 

Gin 


Glu 


Leu 


Gly 


Arg 


Val 


1 le 


145 










150 










155 










160 


His 


Leu 


Ser 


Asn 


Leu 


Pro 


His Ser Gly 


Tyr 


Ser 


Asp 


Ser 


Ala 


Val 


Leu 










165 










170 










175 




Lys 


Leu 


Ala 


Glu 


Pro Tyr 


Gly 


Lys 


1 le 


Lys 


Asn 


Tyr 


1 le 


Leu 


Met 


Arg 








180 










185 










190 






Met 


Lys 


Ser 
195 


Gin 


Ala 


Phe 


lie 


Glu 
200 


Met 


Glu 


Thr 


Arg 


Glu 
205 


Asp 


Ala 


Met 


Ala 


Met 
210 


Val 


Asp 


His 


Cys 


Leu 
215 


Lys 


Lys 


Ala 


Leu 


Trp 
220 


Phe 


Gin 


Gly 


Arg 


Cys 


va 1 


Lys 


Va i 


Asp 


Leu 


Ser 


Glu 


Lys 


Tyr 


Lys 


Lys 


Leu 


Va 1 


Leu 


Arg 


225 










230 










235 










240 


1 le 


Pro 


Asn 


Arg 


Gly 
245 


1 le 


Asp 


Leu 


Leu 


Lys 
250 


Lys 


Asp 


Lys 


Ser 


Arg 
255 


Lys 


Arg 


Ser 


Tyr 


Ser 


Pro Asp 


Gly 


Lys Glu 


Ser 


Pro 


Ser 


Asp 


Lys 


Lys 


Ser 








260 










265 










270 






Lys 


Thr 


Asp 
275 


Gly 


Ser 


Gin 


Lys 


Thr 
280 


Glu 


Ser 


Ser 


Thr 


Glu 
285 


Gly 


Lys 


Glu 


Gin 


Glu 


Glu 


Lys 


Ser Gly 


Glu Asp Gly 


Glu 


Lys 


Asp 


Thr 


Lys 


Asp 


Asp 




290 










295 










300 










Gin 


Thr 


Glu 


Gin 


Glu 


Pro 


Asn 


Met 


Leu 


Leu 


Glu 


Ser 


Glu 


Asp 


Glu 


Leu 


305 










310 










315 










320 


Leu 


Val 


Asp 


Glu 


Glu 
325 


Glu 


Ala 


Ala 


Ala 


Leu 
330 


Leu 


Glu 


Ser 


Gly 


Ser 
335 


Ser 


Val 


Gly 


Asp 


Glu 


Thr Asp 


Leu 


Ala 


Asn 


Leu 


Gly 


Asp 


Val 


Ala 


Ser 


Asp 
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340 



Gly 


Lys 


Lys 


Glu 


Pro Ser Asp Lys 






355 




360 


Ser 


Ala 


A 1 ^ 

Ala 


A 1 ^ 

Ala 


Lys Lys Lys Leu 




370 






375 


Leu 


Asp 


G 1 n 


Glu 


A^->. Ol.. AIa AIa 

Asn Glu Ala Ala 


385 








390 


G lu 


Asn 


Thr 


Glu 


Pro Gly Ala Glu 










405 


Asn 


Lys 


A 

Asp 


Thr 


Ser Glu Asn Ala 








420 




Asp 


Asp 


Tyr 


Thr 


Me Pro Asp Glu 






435 




440 


Asn 


Val 


Pro 


Val 


Gly Me Asp Tyr 




450 






455 


Cys 


Lys 


Leu 


Cys 


Ser Leu Phe Tyr 


465 








470 


Thr 


His 


Cys 


Ser 


Ser Leu Pro His 










485 


Asn 


Lys 


Leu 


Ala 


Glu Glu Arg Arg 



500 



O Jl IT 

345 






350 






A 1 . 

Ala 


Va 1 


Lys Lys Asp 


Gly 


Ser 


A 1 — . 

Ala 






365 








Lys 


Lys 


Val Asp Lys 


1 le 


/^ 1 

Glu 


Glu 






380 








Leu 


G 1 u 


A^^ /^l.. II. 

Asn Gly Me 


Lys 


A . _ 

Asn 


Glu 






395 






400 


Ser 


Ser 


/^l.. A._ Ai_ 

Glu Asn Ala 


Asp 


Asp 


Pro 




410 






415 




Asp 


Gly 


Gin Ser Asp 


/^ 1 

Glu 


A ^ 

Asn 


Lys 


Jl OCT 

425 






430 






Tyr 


Arg 


1 le Gly Pro 


Tyr 


Gin 


Pro 






445 








Val 


1 le 


Pro Lys Thr 


Gly 


Phe 


Tyr 






460 








Thr 


Asn 


Glu Glu Val 


Ala 


Lys 


Asn 






475 






480 


Tyr 


Gin 


Lys Leu Lys 


Lys 


Phe 


Leu 




490 






495 




Gin 


Lys 


Lys Glu Thr 









505 



<210> 11549 
<211> 2518 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (214). . (1536) 
<400> 11549 

agggcctgcg gagaccgtcc gcctggctcg 
ggagggagga gagaagcgaa gcgtttccgc 
tgcctcattg cggctggcgt tcccaataca 
agaaagggaa taaccttcaa gctggcggga 
acccaggagg agaaggagct actggaagtc 
acattattat ccagcaagaa tgttogtgto 
ctaatgcatg cagcatataa aggaaaactc 
gccgatgtaa attgtcatca gcatgaacat 
tctggtaata aagacatcac atgggtaatg 
aactctgtgg gaagaacagc agotcagatg 
accataatca acaatttctt tcctcgagag 
ctggataaag agccaaaact gcocccaaag 
acaacgaatc ttcatoctgt caagatcgtg 
gaagaagcag ccctgaataa atgctacaga 
aagcaaagag acatgaatga agtattggct 



ccgagctcgc ccgctgtccg ccagcccgcg 60 
ggttggctac tcagtgtctt ggtctcaagt 120 
gacgcatcgt ttctttttta atactccota 180 
gcaatggttc acataaagaa aggcgagctg 240 
atcgggaaag gtactgtcca agaagctgga 300 
aactgtttgg acgagaatgg aatgactcct 360 
gatatgtgca aattactact gogacatgga 420 
ggatacacag ccctcatgtt tgctgcactt 480 
ttagaagctg gtgotgagac agatgttgtc 540 
gcagcctttg tggatoaaca tgattgtgtg 600 
agactggatt attacactaa gccccaggga 660 
ttggcaggcc cgctgcacaa aattatcacc 720 
atgcttgtaa atgagaatcc tctgctgaoa 780 
gtgatggatt tgatttgtga gaaatgtatg 840 
atgaagatgc attacataag ctgtatcttt 900 



-5042/13211- 



cagaaatgca ttaacttctt aaaagatgga gagaataaac tggacacctt gatcaaaagc 960 
ttgttaaaag gccgagcttc tgatggcttt ccagtgtatc aagaaaagat cattagagaa 1020 
agtatcagaa aatttcctta ctgtgaagct acactcctcc agcagctggt tcgaagcatt 1080 
gctcctgttg aaattggttc tgatcccact gcattctccg tccttaccca agccatcact 1140 
ggccaggtgg gttttgtgga tgtggaattt tgcactacct gtggagaaaa gggagcaagt 1200 
aaaagatgtt cagtttgcaa aatggtaata tattgtgctc aaacctgcca gagaacacac 1260 
tggtttactc ataagaaaat ctgtaagaat ctgaaggaca tttacgaaaa gcaacagttg 1320 
gaggctgcca aagaaaagag acaagaggaa aaccacggca aacttgatgt caattctaac 1380 
tgtgttaatg aagagcaacc agaggctgaa gtaggtatct ctcaaaagga ttccaatcct 1440 
gaagattccg gggaaggaaa gaaagaatct cttgaaagcg aagctgagtt ggaaggctta 1500 
caggatgctc ctgcagggcc acaggtgtct gaggagtaaa agccagagca agtgccagtg 1560 
tggatggtcc tcaccctgca agaagctgga aaactcctag gaatgcattg tcctcacctt 1620 
gttatacctg cgtggcacca tggcaggatt ccacatttca tagaatacag gttttcaagc 1680 
aaacccctgt tgaccatgcc ctaatttcct attgatttct gttgtataat tgaatggata 1740 
ttcctatgga aaattttttg tttcaaaata caggaaaaac attcctatta cctttctgag 1800 
gctggctttc cagcaattgt ttcaaaggaa aatagatccc cttaaagaaa aaatacaggc 1860 
tttagggaac aaagggacaa gcagaacagg tgtggaagag agattttcag gaagggaaaa 1920 
atttatagct acagagggta gttagaaaaa tcataactta tatgtgaata aaatacatat 1980 
aagcagcatt tacggtagtg gcattctact tattaagatg caatgaaatg aagaaaggct 2040 
ttatgttcaa ggacctttgc catagttcag ctaattgtag ttttatatag aaatgatcct 2100 
gaacactctg aacttgacgt agtcctgcgg tgatattcta tctgcagtat ttgtacctcc 2160 
agaatggcag atccctcagc gggaacaaag gcatattgac gattctctca gcgtatgcat 2220 
taaaaaaggt acttcctgaa acttttgatt caataatgac taaacatact atgtacacaa 2280 
ttactgtaag gctaattcac gtgccatacg ccacctgaaa gcctgagtta tcttgctata 2340 
agcttttcat ggagcacttc ctttccagaa actgatttgt aactcattta gagaatgtcc 2400 
tggcgtcggt ttttagcata tgtggtattt aaacagagct agaatgtgat gtctgaagat 2460 
aatgctgcat ttctgggttt cttgtgtgga ttttaaaata aattgtgcct acaaatat 2518 



<210> 11550 
<211> 441 
<212> PRT 

<213> Homo sapiens 



<400> 11550 



Met 


Val 


His 


1 le 


Lys 


Lys Gly Glu Leu 


Thr Gin Glu Glu 


Lys 


Glu 


Leu 


1 








5 




10 




15 




Leu 


Glu 


Val 


1 le 


Gly 


Lys Gly Thr Val 


Gin Glu Ala Gly 


Thr 


Leu 


Leu 








20 




25 




30 






Ser 


Ser 


Lys 


Asn 


Val 


Arg Val Asn Cys 


Leu Asp Glu Asn 


Gly Met 


Thr 






35 






40 


45 








Pro 


Leu 


Met 


His 


Ala 


Ala Tyr Lys Gly 


Lys Leu Asp Met 


Cys 


Lys 


Leu 




50 








55 


60 








Leu 


Leu 


Arg 


His 


Gly 


Ala Asp Val Asn 


Cys His Gin His 


Glu 


His 


Gly 


65 










70 


75 






80 


Tyr 


Thr 


Ala 


Leu 


Met 


Phe Ala Ala Leu 


Ser Gly Asn Lys 


Asp 


1 le 


Thr 










85 




90 




95 




Trp 


Val 


Met 


Leu 


Glu 


Ala Gly Ala Glu 


Thr Asp Val Val 


Asn 


Ser 


Val 
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100 










Gly 


Arg 


Thr 


Ala 


Ala 


Gin 


Met 


Ala 






115 










120 


Val 


Thr 


1 le 


1 le 


Asn 


Asn 


Phe 


Phe 




130 










H O IT 

135 




Thr 


Lys 


Pro 


Gin 


Gly 


Leu 


Asp 


Lys 


145 










150 






Ala 


Gly 


Pro 


Leu 


His 


Lys 


1 le 


1 le 










165 








Lys 


1 le 


Val 


Met 


Leu 


Val 


Asn 


Glu 








180 










Ala 


Leu 


Asn 


Lys 


Cys 


Tyr 


Arg 


Val 






195 










200 


Met 


Lys 


Gin 


Arg 


Asp 


Met 


Asn 


Glu 




210 










215 




1 le 


Ser 


Cys 


1 le 


Phe 


Gin 


Lys 


Cys 


225 










230 






Asn 


Lys 


Leu 


Asp 


Thr 


Leu 


lie 


Lys 










245 








Asp 


Gly 


Phe 


Pro 


Val 


Tyr 


Gin 


Glu 








260 










Lys 


Phe 


Pro 


Tyr 


Cys 


Glu 


Ala 


Thr 






275 










280 


1 le 


Ala 


Pro 


Val 


Glu 


1 le 


Gly 


Ser 




290 










295 




Thr 


Gin 


Ala 


1 le 


Thr 


Gly 


Gin 


Val 


305 










310 






Thr 


Thr 


Cys 


Gly 


Glu 


Lys 


Gly 


Ala 










325 








Met 


Val 


1 le 


Tyr 


Cys 


Ala 


Gin 


Thr 








340 










His 


Lys 


Lys 


1 le 


Cys 


Lys 


Asn 


Leu 






355 










360 


Leu 


Glu 


Ala 


Ala 


Lys 


Glu 


Lys 


Arg 




370 










375 




Asp 


Val 


Asn 


Ser 


Asn 


Cys 


Val 


Asn 


385 










390 






Gly 


1 le 


Ser 


Gin 


Lys 


Asp 


Ser 


Asn 










405 








Lys 


Glu 


Ser 


Leu 


Glu 


Ser 


Glu 


Ala 








420 










Pro 


Ala 


Gly 


Pro 


Gin 


Val 


Ser 


Glu 






435 










440 



<210> 11551 
<211> 1831 
<212> DNA 



105 








110 






Ala 


Phe 


Val 


Asp Gin His 


Asp 


Cys 








125 








Pro 


Arg 


Glu 


Arg Leu Asp 


Tyr 


Tyr 








140 








Glu 


Pro 


Lys 


Leu Pro 


Pro 


Lys 


Leu 






H err 

155 








160 


Thr 


Thr 


Thr 


Asn Leu 


His 


Pro 


Val 




170 








175 




Asn 


Pro 


Leu 


Leu Thr 


Glu 


Glu 


Ala 


H /-V I— 

185 








190 






Met 


Asp 


Leu 


1 1 e Cys 


Glu 


Lys 


Cys 








205 








Val 


Leu 


Ala 


Met Lys 


Met 


His 


Tyr 








220 








1 le 


Asn 


Phe 


Leu Lys 


Asp 


Gly 


Glu 






235 








240 


Ser 


Leu 


Leu 


Lys Gly Arg 


Ala 


Ser 




250 








255 




Lys 


1 le 


1 le 


Arg Glu 


Ser 


1 le 


Arg 


265 








270 






Leu 


Leu 


Gin 


Gin Leu 


Val 


Arg 


Ser 








285 








Asp 


Pro 


Thr 


Ala Phe 


Ser 


Val 


Leu 








300 








Gly 


Phe 


Val 


Asp Val 


Glu 


Phe 


Cys 






315 








320 


Ser 


Lys 


Arg 


Cys Ser 


Val 


Cys 


Lys 




330 








335 




Cys 


Gin 


Arg 


Thr His 


Trp 


Phe 


Thr 


345 








350 






Lys 


Asp 


1 le 


Tyr Glu 


Lys 


Gin 


Gin 








365 








Gin 


Glu 


Glu 


Asn His Gly 


Lys 


Leu 








380 








Glu 


Glu 


Gin 


Pro Glu 


Ala 


Glu 


Val 






395 








400 


Pro 


Glu 


Asp 


Ser Gly Glu 


Gly 


Lys 




410 








415 




Glu 


Leu 


Glu 


Gly Leu Gin 


Asp 


Ala 


425 








430 






Glu 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (72). . (410) 

<400> 11551 

gcgagtggtt aaaagacagt tggtgtcggt 
aacccttccc catggccgac cotgaggagt 
cctcttctcc ctcctcttca gacgcctctg 
tgggctggcc agttccgagc aggagcagcg 
agctgcagat cggagacgca gccttttcat 
tatcagctca agtggaagaa cttgccttca 
cgtggcggga cctcttgaaa gaaggctatg 
tacttcgttg tttaataatg actgcaataa 
gtaccacaca tataggatga cctctgtcca 
ttcttggttt tcttggtttt tgtgaaagca 
gtacttgttt gtcottaaat actttatgcc 
ttaacttcat caatagacgg ttaatattaa 
ggtagaccat tatttgtttt gcaacaagat 
tcatcttaag gaccaaggga ggtaacttta 
ggctaagttg tctacagota atgattgtgt 
gggtcacaca acattcacta aatgtttgtt 
gctttttttc ttcctatatt tagcatgaag 
atctgaactt ttttgaottg aagaaaaaca 
gataggtttt aaaaatatat gataaatatt 
ctttacttoa gaaagggaaa gactgtttag 
ctgtggttac tgcttttgca gtttaacagt 
tgctatcttt aaagtgcctt atcagattta 
caagttgtgt acataataat tctaaagaag 
tgatgtgatt tttttctttt coctttcgga 
ctccctgcgc cacacggccg tcgccatggt 
acagcagctc ttcaagggga gccagtttgc 
ttacctggga tttaagaggg gtgcagatcc 
actttgggga taaaggatta tttggtcttc 
gaagatgtgt gctctggctc ggataagaga 
cacaaggctc ttcacagaog catctgtagc 
atgtatcaga ataaatgttt ttaacagtgt 



tcgccttctc gggtcggatt ccgcggtccc 60 
tgcaggtttc ttcgccgccc ccgccgcctc 120 
cagcatcttc cccgggcggc ccagtgagtt 180 
gcccaacggt ggaccagctg gaggaagtgg 240 
taaccaaact tcttgaagcc acatctgcag 300 
aatgtacaga aaatgcacgt ttccttaaaa 360 
attctttgaa acctgatgac tgatttggca 420 
ttcatacttc ttatgtcata ttttgtacat 480 
gcagttctgt atatactcag aatgaaattt 540 
gaataccgat gctatttttg ttgcggacca 600 
totgaacttt catagaatcc tttatgaaag 660 
tagagccaca gtgctaccag tagcaaacta 720 
gctaagcatg gcagactttg aagttgcgtt 780 
aggttgccag tggtggatcc agctccgtta 840 
otttattcta tatccccagc acctaaaaca 900 
gaataaaaga gttaacaaac ataattgaaa 960 
actgtcattg tttctctagg aaatgtatga 1020 
ttcttttttt acagagattt ggactttgat 1080 
ttttgtactt gtttgatttt tttttaaaga 1140 
aaagaatgca tattttttcc ctatttattt 1200 
gtttgtattt gatatttgta tatgtttgat 1260 
tggctctgtg ctattacttt ttgagctttg 1320 
ttactttgtt tgcaatgcat caaatttaaa 1380 
ttcccgacgc tgtggttgct gtaaggggtc 1440 
gaagctgagc aaagaggcca agcagagact 1500 
cattcgctgg ggctttatcc ctcttgtgat 1560 
cggaatgoct gaaccaactg ttttgagcct 1620 
tggatttgga ggcaatcagc ggacagcatg 1680 
tgggacatca ttcagtcact agttggatgg 1740 
agagtggatc ttgtactaac ttatgataga 1800 
t 1831 



<210> 11552 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 11552 

Met Ala Asp Pro Glu Glu Leu Gin Val Ser Ser Pro Pro Pro Pro Pro 
15 10 15 
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rro 


Ser 


Ser 


Pro 


Ser 


J>er ber Asp Ala 


oer Ala Ala 


Ser 


ber rro uly 








on 










oU 


Gly 


Pro 


Va 1 


Ser 


Leu 


G 1 y Trp Pro Va 1 


Pro Ser Arg 


Ser 


Ser Gly Pro 






35 






40 




45 




Thr 


Val 


Asp 


Gin 


Leu 


Glu Glu Val Glu 


Leu Gin Me 


Gly 


Asp Ala Ala 




50 








55 


60 






Phe 


Ser 


Leu 


Thr 


Lys 


Leu Leu Glu Ala 


Thr Ser Ala 


Val 


Ser Ala Gin 


65 










70 


75 




80 


Val 


Glu 


Glu 


Leu 


Ala 


Phe Lys Cys Thr 


Glu Asn Ala 


Arg 


Phe Leu Lys 










85 




90 




95 


Thr 


Trp 


Arg 


Asp 


Leu 


Leu Lys Glu Gly 


Tyr Asp Ser 


Leu 


Lys Pro Asp 








100 




105 






110 



Asp 



<210> 11553 
<211> 3458 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (47) . . (2764) 

<400> 11553 

tatatccact tcatctgtca cccagctggg 
ctatggttca ggcatggctc ctccaagoca 
attgcagaot cotccaogac ctccacagcc 
tccaccacca cccaccacao tcaatggtcc 
cagaccagat gggctctctg ggcctcctcc 
tccaggccag accttgggtg ctggatatcc 
ggcaggcgca caactgtctt acccaggagg 
tccgccacag occoagaaga agctggatcc 
tgagaatgat agagccagca gaggaggaca 
ccctcccctg gtcactacag attgcatgat 
catccgttgt acaacatact gttttocatg 
tocattagct gctgtcatca agccctttgc 
cttggtaaat caoggcgaga gtggaccagt 
cccatttatg cagttcatcg aaggaggaag 
gaatgatgtt ocaccattct atttcoaaca 
ctatgagaaa ccagagttat ctctaggatc 
cagaaagagt aagcctccca acocaccagc 
taacataaag aatggaottg tcaagotcat 
aattcoaaag gaagagoaag aagagaogtc 
caaagttctc catttcttta atgtgaagag 
gactgatgtt ggagaagtct ttgttccttt 
atcccaatct gtgattcata atttgttgga 



cagccagctc agtgctatgc aaatcaacag 60 
gggacccoct ggccctctgt cagccacatc 120 
gtccattttg cagcctggat ctcaagttct 180 
tggtgcctca octttgcctc taccaatgta 240 
tccaaatgcc cagtaccagc ccccacctct 300 
tccgcagcag gccaactctg gtccccagat 360 
cttccctgga ggtcctgcac agatggctgg 420 
tgactctatc cctagccoaa tccaggtgat 480 
agtttatgcc accaacacca gaggccagat 540 
acaagaccaa ggaaatgcca gtcctcgatt 600 
cacgtcagat atggctaagc aagotcagat 660 
caocattoct tcaaatgaga gtccccttta 720 
cagatgcaac aggtgcaagg cctacatgtg 780 
gagatatcag tgtggatttt gcaactgtgt 840 
totggaccao attggaagaa gactggaoca 900 
ttatgaatat gttgccactt tggattattg 960 
ctttatcttc atgattgatg tttcatatag 1020 
atgtgaagaa ctgaagacca tgctggaaaa 1080 
tgcaattoga gtgggtttta tcacatataa 1140 
taatctggcc cagcctcaga tgatggtggt 1200 
gttggatggt ttccttgtca actatcaaga 1260 
ccagattcca gacatgtttg cagactotaa 1320 
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tgaaaatgag actgtctttg ctcctgtcat 
agactgtcct gggaagctgt tcatcttcca 
gaagctcaaa aacagagatg acaaaaaact 
ccagccccaa acaaatgtct atgactcatt 
tgtgacactc ttcctctttc ctagtcagta 
tcagctcact ggaggaaccc tttacaaata 
acaatttttg aacgacctca gaaatgatat 
gagggttcgt accagcacag gtttcagagc 
caacaccacc gatgtagaaa tggctgccat 
caagcacgat gacaaactca gtgaagacag 
cacgacaatc agtggtcaaa gaagacttcg 
tcagctagct gatctttata agagctgtga 
gtcagctttt aaagcagttc tccaccagcc 
tcagactgcc catatgttgg catgttaccg 
ccagcttatt ctaccagatt ccatgaaagt 
aaactgtgta ctactcagca gaccagagat 
gctggtcatg accatgggtg tggctgactc 
catacacacg ttagatgtca agagtacaat 
ccgtctttca gaagaaggaa tattcttact 
gggagtaagc agcccaccag aactgatcca 
tatcaacaca gatatgacat tgctgcctga 
aatgataatg ggtattatcc aacaaaagag 
gcagcgagaa caaccagaaa tggttttccg 
cggaggctct tcttatgtgg atttcctttg 
taattaattg aaacttctct gtcattgatg 
ggtgcctaat tttctagatg ataataggct 
actttccagg aagagatggc atttagaact 
taaggtacaa ttgtaccata aagggaacaa 
taaaactgat gtggtttgca tttcataaaa 
aattttcttt atgctagaca tataaattat 
gttgtctcag ttcctctccc aattgcaatg 
ttaattttct aaaaccatgt aactccattg 
cagactttta ataaccttgg gatttatctg 
ataattatat attgtgtatg ttaaaactat 
ttatcaatat gcttaatggt tctttgtaca 
atgttaacca gtatcaataa atcacttcgt 



ccaggctggc atggaagcac taaaggcagc 1380 
ttcttccttg ccaactgctg aagcaccagg 1440 
ggttaataca gacaaagaga agatactttt . 1 500 
ggccaaggac tgcgtggctc acggctgctc 1560 
tgtggacgtg gcctcgctgg ggctggttcc 1620 
caacaatttc cagatgcact tggatagaca 1680 
tgaaaagaaa ataggctttg atgctattat 1740 
cactgatttc tttggtggaa tcttgatgaa 1800 
cgattgtgac aaggcagtga ccgtggagtt 1860 
tggagcctta atccagtgtg ctgtgcttta 1920 
gattcacaat cttggcttaa actgcagctc 1980 
gacagatgct cttatcaact tctttgccaa 2040 
tttgaaggtc atccgggaaa ttctagttaa 2100 
gaagaattgt gcaagtcctt ctgcagcaag 2160 
attgccagtg tacatgaatt gcttgttgaa 2220 
ctcaactgat gaacgagcat accagagaca 2280 
tcagcttttc ttctacccac aacttctgcc 2340 
gttacctgct gccgttcgtt gctctgagtc 2400 
ggctaatggt ctacacatgt tcctgtggtt 2460 
aggaatattt aatgtgccat cttttgcaca 2520 
agtgggaaac ccatactctc aacaactcag 2580 
gccatattca ataaagctca caattgtaaa 2640 
acagttcctg gtagaagaca aaggacttta 2700 
ttgtgttcac aaggagatct gtcagctgct 2760 
ttgcatttcc aaggagataa tctccttctt 2820 
agttttgatt tcttgctcat tttcagaata 2880 
tcagctttgg tgctcaggta taaagccaat 2940 
tctgtttctg attgcacagt ttctaatttt 3000 
ggcaaagttt acagaaccat aaacattctc 3060 
ttttcaaact gtatagattt ggggtaaaaa 3120 
agaaaaaaaa gcttaatttt tacattatac 3180 
aacacatttt tcaacttaag gtctgcatag 3240 
gtagaacaat atgtgttcta catttttttc 3300 
tttccagttg ttttgtctgt aaaactgtct 3360 
attttgaaag tttctacctg tatataatgg 3420 
ataatctt 3458 



<210> 11554 
<211> 906 
<212> PRT 

<213> Homo sapiens 
<400> 11554 

Met Gin I le Asn Ser Tyr Gly Ser Gly Met Ala Pro Pro Ser Gin Gly 

15 10 15 

Pro Pro Gly Pro Leu Ser Ala Thr Ser Leu Gin Thr Pro Pro Arg Pro 
20 25 30 
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Pro 
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Pro 
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Pro 
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Pro 


G 1 n 


Lys 


Lys 


Leu 


A 

Asp 


Pro 


A ^ ^ 

Asp 
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1 le 


Glu 


A _ » 

Asn 


A . _ 

Asp 


A ^ _ 

Arg 


A 1 — . 

Ala 


Ser 


A 

Arg 


145 
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Thr 


Arg 


G ly 


G 1 n 


1 1 e 


Pro 


Pro 


Leu 










165 








Asp 


G 1 n 


G ly 


Asn 


Ala 


Ser 


Pro 


Arg 
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Phe 
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Cys 


Thr 


Ser 


Asp 


Met 


Ala 
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200 


Ala 


Va 1 


1 1 _ 
1 le 


Lys 


Pro 


Phe 


Ala 


Thr 




210 










215 




Tyr 


Leu 


Val 


Asn 


His 


Gly 


Glu 


Ser 


O O IT 

225 










230 






Lys 


Ala 


Tyr 


Met 


Cys 


Pro 


Phe 


Met 










245 








Tyr 


Gin 


Cys 
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Phe 


Cys 


Asn 


Cys 
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Phe 


Gin 
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Leu 


A . _ 
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1 le 


Gly 
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G 1 u 


Leu 


Ser 
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Gly 


Ser 


Tyr 
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295 




Cys 


A » _ 

Arg 


Lys 


Ser 


Lys 


Pro 


Pro 


Asn 


one 

305 










310 






Asp 


Va 1 


Ser 


Tyr 


Ser 


Asn 


1 1 e 


Lys 


















Glu 


Glu 


Leu 


Lys 


Thr 


Met 


Leu 


Glu 








340 










Glu 


Thr 


Ser 


Ala 


1 le 


Arg 


Val 


Gly 






355 










360 


His 


Phe 


Phe 


Asn 


Val 


Lys 


Ser 


Asn 




370 










375 




Val 


Thr 


Asp 


Val 


Gly 


Glu 


Val 


Phe 


385 










390 






Val 


Asn 


Tyr 


Gin 


Glu 


Ser 


Gin 


Ser 



405 



u 1 y 
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1 lA 

u 1 n 


V/a 1 

Va 1 


1 Al « 

Leu 
45 


Pro 


Pro Pro 


A 1 A 

Ala 
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Pro 


1 A. • 

Leu 
60 


Pro 


1 A. . 

Leu 


Pro Met 


Pro 


Pro 


Pro 

75 


Pro 


A AM 

Asn 


A 1 A 

Ala 


Gin Tyr 
80 


Thr 


1 A . . 

Leu 
90 


Gly 


A 1 — 

Ala 


Gly 


Tyr 


Pro Pro 
95 


Met 


A 1 A 

Ala 


Gly 


A 1 A 

Ala 


G 1 n 


Leu 


Ser Tyr 


1 Oo 










110 




A 1 _ 

Ala 


G 1 n 


Met 


At. 

Ala 


Gly 
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Pro 


Pro Gin 


Ser 


1 1 A 

1 le 


Pro 


Ser 
140 


Pro 


1 1 — 
1 le 


Gin Val 


Gly 


Gly 


Gin 
155 


Va 1 


Tyr 


A 1 

Ala 


Thr Asn 
160 


Val 


Thr 
170 


Thr 


A 

Asp 


Cys 


Met 


Me Gin 
175 


Phe 


1 1 — . 

1 le 


A » _ 

Arg 


Cys 


Thr 


Thr 


Tyr Cys 


185 










190 




Lys 


Gin 


A 1 ^ 

Ala 


G 1 n 


1 le 
205 


Pro 


1 ^ A 1 ^ 

Leu Ala 


1 le 


Pro 


Ser 


A ^ ^ 

Asn 
220 


Glu 


Ser 


Pro Leu 


Gly 


Pro 


Va 1 
235 


Arg 


Cys 


Asn 


Arg Cys 
240 


Gin 


Phe 
250 


1 le 


Glu 


Gly 


Gly 


Arg Arg 

255 


Val 


Asn 


Asp 


Val 


Pro 


Pro 


Phe Tyr 


265 










270 




Arg 


A 

Arg 


Leu 


Asp 


His 
285 


Tyr 


Glu Lys 


Glu 


Tyr 


Val 


A 1 ^ 

Ala 
300 


Thr 


Leu 


Asp Tyr 


Pro 


Pro 


A 1 — . 

Ala 
315 


Phe 


1 1 e 


Phe 


Met 1 1 e 
320 


A AM. 

Asn 


Gly 
330 


Leu 


Va 1 


Lys 


Leu 


1 1 e Cys 
335 


Lys 


1 le 


Pro 


Lys 


Glu 


Glu 


Gin Glu 


345 










350 




Phe 


1 le 


Thr 


Tyr 


Asn 
365 


Lys 


Val Leu 


Leu 


Ala 


Gin 


Pro 
380 


Gin 


Met 


Met Val 


Val 


Pro 


Leu 
395 


Leu 


Asp 


Gly 


Phe Leu 
400 


Val 


1 le 
410 


His 


Asn 


Leu 


Leu 


Asp Gin 
415 
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1 1 ^ 

\ \ e 


Pro 


Asp 


Met 


Phe 


A 1 A 
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A AM 

Asp 
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Asn 


Glu 
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Thr 
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il OCT 
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1 le 


G 1 n 


Ala 
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Ala 
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Lys 


A 1 — 

Ala 


A 1 ^ 

Ala 


A — — 

Asp 


Cys 


Pro 






435 










440 










A AtZ 

445 








G 1 y 


Lys 


Leu 


Phe 


1 1 e 


Phe 


Hi s 


Ser 


O A^ 

Ser 


1 — . . 
Leu 


Pro 


Ihr 


A 1 A 

A 1 a 


G 1 u 


A 1 A 

Ala 


Pro 




450 










AC^ 

4bb 
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Gly 


Lys 


Leu 


Lys 


Asn 


Arg 


Asp 


Asp 


Lys 


Lys 


1 — . 
Leu 


If _ 1 
Va 1 


Asn 


Thr 


Asp 


Lys 


465 










470 
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480 


Glu 


Lys 


1 1 e 


Leu 


Phe 


Gin 
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Gin 


Thr 


Asn 


Va 1 


Tyr 


A ^ 
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Ala 
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A f\f\ 
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Asp 
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Val 
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Cys 


Ser 
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Thr 
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Phe 
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Phe 
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Gly 
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515 
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Glu 
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Lys 
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Arg Thr 
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Phe 
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Thr 
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Thr 
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Val 
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Met 
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590 
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1 le 


Arg Glu 


1 le 


Leu 
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Thr 
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Tyr 


Arg 


Lys Asn 


Cys 
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Ser 
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Ala 
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1 le 
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Val 
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Leu 


Lys 
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1 le 


Ser 
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Arg 
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Thr 


Met 


Gly Val 
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Tyr Pro 


Gin 
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Pro 


1 le 


His 


Thr 
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Val 
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Ser 


Thr 


Met 


Leu 


Pro 
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Val 


Arg 


Cys 


Ser 


Glu 
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Gly 


1 le 


Phe 
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Leu 


Ala 
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Leu 


His 
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790 










795 
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<210> 11555 
<21 1 > 2428 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (199), . (2013) 
<400> 11555 

ttgaaaccag ttgacaacac ttactacaaa 
tccattccgt caaatgcttg ttcttocctg 
ccagcccagc otoagagaag atctcttagg 
gaaaagcatc atgtaaaaat gaaagccaag 
attctaccct ctaagaaaat gaaagtttct 
agtgctcatc aagataotgc tgaaaagaat 
catactgtgc ottgtatgcc acctgcaaag 
gagctggaga agagtatgaa aatgcagcaa 
gaattcaaga aaottgctct ggctggaata 
gtcaccaaat cagttgaott coacttcogo 
aaccaggagg aatataagga agtgaacttt 
cctgcccgag tgactaaggg atgtacoatt 
aaaagaacat ttgatgaaac agtttctaca 
ttccataaac gaacccctaa cagatatcat 
ttaccctcca aatcttotgt gaccaagatt 
accaaacacc gtgcacgggc tgtgacotgc 
ctcgagaaat tgcaacaata caaattcaaa 
ggtgggccca tcttgcccaa gaaaccacct 
gatttggaaa ttgagaaaag aatccaggag 
cactttgaat ttcattccag accttgccct 
cctgaaaaga aggtacttcc aatcaccgtc 
agaattcgaa tgcccaccaa agaagatgag 



gaggcagaaa aagaaaatct tgtggaacaa 60 
gaagttgagg cagocatatc aagaaaaaot 120 
ctttctgctc agaaggattt ggaacagaaa 180 
agatgtgcca ctcctgtaat catcgatgaa 240 
aacaacaaaa agaagccaga ggaagaaggo 300 
goatcttcco cagagaaagc caagggtaga 360 
cagaagttto taaaaagtao tgaggagcaa 420 
gaggtggtgg agatgcggaa aaagaatgaa 480 
gggcaacctg tgaagaaato agtgagccag 540 
aoagatgagc gaatcaaaca acatcctaag 600 
acatctgaac tacgaaagca tccttcatct 660 
gttaagcctt tcaacctgtc ccaaggaaag 720 
tatgtgcccc ttgcacagoa agttgaagac 780 
ttgaggagca agaaggatga tattaacctg 840 
tgcagagacc cacagaotcc tgtactgcaa 900 
aaaagtacag cagagctgga ggctgaggag 960 
gcacgtgaac ttgatcccag aatacttgaa 1020 
gtgaaaccac ccaccgagcc tattggcttt 1080 
cgagaatoaa agaagaaaac agaggatgaa 1140 
actaagattt tggaagatgt tgtgggtgtt 1200 
cccaagtcac cagcctttgc attgaagaac 1260 
gaagaggacg aaccggtagt gataaaagct 1320 
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caacctgtgc cacattatgg ggtgcctttt 
gaaatatgcc ctttctcctt tgattctcga 
aaaataaaag aactgcagaa aggggaggtg 
tttgacacca ttaacctgcc agagaagaag 
tgcttggaga ctgacagaag aggtgctctg 
gaagaactga gacagcagaa agaagcagct 
tctcaggagc cctttgttcc caagaaagag 
tctctagttc aggaaccttt tcagctggct 
ctggagaaga gaatggctga ggtagaagcc 
gaagagcaga aaaaagagga gctggccagg 
ccaatacgca agtaccaggg tctggagata 
gtatctccca aattctccac tcgattccac 
gcccggcaat gggacctgct cttaacctca 
catggagaga acccatttct ccagactttt 
caactgtgga ctccagtttt gttgagaatt 
gatgtaactc atgaatgtct cgattagact 
cggcctttta tatgggtctt cactctgact 
atctctattg ctattgcccc ttacgactct 
aaccagaaaa taaagatagt taaatcct 



aagccccaaa tcccagaggc aagaactgtg 1380 
gacaaagaac gtcagttaca gaaggagaag 1440 
cccaagttca aggcacttcc cttgcctcat 1500 
gtaaagaatg tgacccagat tgaacctttc 1560 
aaggcacaga cttggaagca ccagctggaa 1620 
tgtttcaagg ctcgtccaaa caccgtcatc 1680 
aagaaatcag ttgctgaggg cctttctggt 1740 
actgagaaga gagccaaaga gcggcaggag 1800 
cagcagttgg aggaggccag actacaggag 1860 
ctacggagag aactggtgca taaggcaaat 1920 
aagtcaagtg accagcctct gactgtgcct 1980 
tgctaaactc agctgtgagc tgcggatacc 2040 
aacctaggac cgtcttgctt tgtcattggg 2100 
acctacccgt gcctgagaaa gcatacttga 2160 
gttttcttac attactaagg ctaataatga 2220 
ccatgtagtt acttccttta aaccatcagc 2280 
agaatttagt ctctgtgtca gcacagtgta 2340 
caccctctcc ccactttttt taaaaatttt 2400 

2428 



<210> 11556 
<211> 605 
<212> PRT 

<213> Homo sapiens 



<400> 11556 
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Lys 
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Thr 


Val 


Pro Cys 


Met Pro Pro 


Ala 


Lys 




50 










55 
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Gin 
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Leu 


Lys 


Ser 


Thr 


Glu 


Glu 


Gin Glu 


Leu Glu Lys 


Ser 


Met 


65 










70 








75 






80 
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Met 


Gin 


Gin 


Glu 


Val 


Val 


Glu Met Arg Lys 


Lys Asn Glu Glu 


Phe 










85 










90 
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Lys 


Leu 


Ala 


Leu 


Ala 


Gly 


1 le 


Gly 


Gin Pro 


Val Lys Lys 


Ser 


Val 
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Ser 


Gin 


Val 


Thr 


Lys 


Ser 


Val 


Asp 


Phe 


His Phe Arg Thr Asp Glu 


Arg 
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120 






125 






1 le 


Lys 


Gin 


His 


Pro 


Lys 


Asn 


Gin 


Glu 


Glu Tyr 


Lys Glu Val 


Asn 


Phe 




130 










135 








140 






Thr 


Ser 


Glu 


Leu 


Arg 


Lys 


His 


Pro Ser Ser Pro Ala Arg Val 


Thr 


Lys 


145 










150 








155 






160 


Gly 


Cys 


Thr 


1 le 


Val 


Lys 


Pro 


Phe 


Asn 


Leu Ser 


Gin Gly Lys 


Lys 


Arg 
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165 170 175 



1 hr 


Phe 


Asp 


u 1 u 


1 hr 


Va 1 


ber 


1 hr 


Tyr 


Va 1 


Pro 


Leu 


Ala 


Gin 


Gin 


Va 1 








180 










■1 OCT 

lob 










190 






G 1 U 


Asp 


Phe 


LI I A 

Hi s 


Lys 


Arg 


1 hr 


Pro 


A An 

Asn 


Arg 


Tyr His 


Leu Arg Ser 


Lys 






195 










200 










20b 








Lys 


Asp 


A A » 

Asp 


1 1 e 


A ^ M 

Asn 


Leu 


Leu 


Pro 


Ser 


Lys 


Ser 


Ser 


Va 1 


Thr Lys 


1 1 ^ 
1 le 




210 










215 










220 










Cys 


Arg 


Asp 


Pro 


G 1 n 


Thr 


Pro 


Va 1 


Leu 


G 1 n 


Thr Lys 


His 


Arg Ala 


A 

Arg 


225 










230 










235 










240 


Ala 


Va 1 


Thr 


Cys 


Lys 


Ser 


Thr 


A 1 — . 

Ala 


G 1 u 


Leu 


Glu 


Ala 


Glu 


Glu 


Leu 


G 1 u 










245 










r\ r~ f\ 

250 










255 




Lys 


Leu 


Gin 


G 1 n 


Tyr 


Lys 


Phe 


Lys 


A 1 ^ 

Ala 


A — — 

Arg 


Glu 


Leu 


Asp 


Pro Arg 


1 1 — 
1 le 








260 










265 










270 






Leu 


G lu 


Gly 


Gly 


Pro 


1 le 


Leu 


Pro 


Lys 


Lys 


Pro 


Pro 


Val 


Lys 


Pro 


Pro 






275 










280 










285 








Thr 


Glu 


Pro 


1 le 


Gly 


Phe 


Asp 


Leu 


Glu 


1 le 


Glu 


Lys 


Arg 


1 le 


Gin 


Glu 




290 










295 










300 










Arg 


Glu 


Ser 


Lys 


Lys 


Lys 


Thr 


Glu 


Asp 


Glu 


His 


Phe 


Glu 


Phe 


His 


Ser 


305 










310 










315 










320 


Arg 


Pro 


Cys 


Pro 


Thr 


Lys 


1 1 e 


Leu 


Glu 


Asp 


Val 


Val 


Gly Val 


Pro 


Glu 










325 










330 










335 




Lys 


Lys 


Val 


Leu 


Pro 


1 le 


Thr 


Va 1 


Pro 


Lys 


Ser 


Pro 


Ala 


Phe 


Ala 


Leu 








340 










345 










350 






Lys 


Asn 


Arg 


1 le 


Arg 


Met 


Pro 


Thr 


Lys 


Glu 


Asp Glu 


Glu 


Glu 


Asp 


Glu 






355 










360 










365 








Pro 


Va 1 


Val 


1 le 


Lys 


Ala 


Gin 


Pro 


Val 


Pro 


His Tyr 


Gly Val 


Pro 


Phe 




370 










375 










380 










Lys 


Pro 


Gin 


1 le 


Pro 


Glu 


Ala 


Arg 


Thr 


Val 


Glu 


1 le 


Cys 


Pro 


Phe 


Ser 


385 










390 










395 










400 


Phe 


Asp 


Ser 


Arg 


Asp 


Lys 


Glu 


Arg 


Gin 


Leu 


Gin 


Lys 


Glu 


Lys 


Lys 


1 le 










405 










410 










415 




Lys 


Glu 


Leu 


G 1 n 


Lys 


Gly 


Glu 


Va 1 


Pro 


Lys 


Phe Lys 


Ala 


Leu 


Pro 


Leu 








420 










425 










430 






Pro 


His 


Phe 


Asp 


Thr 


1 le 


Asn 


Leu 


Pro 


Glu 


Lys 


Lys 


Val 


Lys 


Asn 


Va 1 






435 










440 










445 








Thr 


Gin 


1 le 


Glu 


Pro 


Phe 


Cys 


Leu 


Glu 


Thr 


Asp Arg 


Arg Gly Ala 


Leu 




450 










455 










460 










Lys 


A 1 — 

Ala 


G 1 n 


Thr 


Trp 


Lys 


Hi s 


Gin 


Leu 


Glu 


Glu 


Glu 


Leu 


Arg Gin 


G 1 n 


465 










470 










475 










480 


Lys 


Glu 


Ala 


Ala 


Cys 


Phe 


Lys 


Ala 


Arg 


Pro 


Asn 


Thr 


Val 


1 le 


Ser 


Gin 










485 










490 










495 




Glu 


Pro 


Phe 


Val 


Pro 


Lys 


Lys 


Glu 


Lys 


Lys 


Ser 


Val 


Ala 


Glu 


Gly 


Leu 








500 










505 










510 






Ser 


Gly 


Ser 


Leu 


Val 


Gin 


Glu 


Pro 


Phe 


Gin 


Leu 


Ala 


Thr 


Glu 


Lys 


Arg 






515 










520 










525 








Ala 


Lys 


Glu 


Arg 


Gin 


Glu 


Leu 


Glu 


Lys 


Arg 


Met 


Ala 


Glu 


Val 


Glu 


Ala 




530 










535 










540 










Gin 


Gin 


Leu 


Glu 


Glu 


Ala 


Arg 


Leu 


Gin 


Glu 


Glu 


Glu 


Gin 


Lys 


Lys 


Glu 
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545 




550 


555 


560 


Glu Leu Ala 


Arg 


Leu Arg Arg Glu 


Leu Val His 


Lys Ala Asn Pro 1 le 






565 


570 


575 


Arg Lys Tyr 


Gin 


G 1 y Leu Glu Me 


Lys Ser Ser 


Asp Gin Pro Leu Thr 




580 




585 


590 


Val Pro Val 


Ser 


Pro Lys Phe Ser 


Thr Arg Phe 


His Cys 


595 




600 




605 



<210> 11557 
<211> 2976 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (75) . . (2636) 

<400> 11557 

agcggctagg tggtgcacgg gaaacgcggg cgtaggtgac cggoggcttt ctcagttttg 60 
gtggagacgg gcgcatgtgg gcgctttgct cgctgctgcg gtccgcggcc ggacgcacca 120 
tgtcgcaggg acgcaocata tcgcaggcac ccgcccgccg cgagcggccg cgcaaggaco 180 
cgctgcggca cctgcgcacg cgagagaagc gcggaccgtc ggggtgctcc ggcggcccaa 240 
acaccgtgta cctgcaggtg gtggcagcgg gtagccggga ctcgggcgcc gcgctctacg 300 
tottctcoga gttcaaccgg tatctcttca actgtggaga aggcgttcag agactcatgc 360 
aggagcacaa gttaaaggtt gctcgcctgg acaacatatt cctgacacga atgcactggt 420 
ctaatgttgg gggcttaagt ggaatgattc ttactttaaa ggaaaccggg cttccaaagt 480 
gtgtactttc tggacctcca caactggaaa aatacctcga agcaatcaaa atattttctg 540 
gtccattgaa aggaatagaa ctggctatgc ggccccactc tgccccagaa tacgaggatg 600 
aaaccatgac agtttaccag atccccatac acagtgaaca gaggagggga aagcaccaac 660 
catggcagag tccagaaagg cctctcagca ggctcagtcc agagcgatct tcagactccg 720 
agtcgaatga aaatgagcca caccttccac atggtgttag ccagagaaga ggggtcaggg 780 
actcttccct ggtcgtagct ttcatctgta agcttcactt aaagagagga aacttcttgg 840 
tgotcaaagc aaaggagatg ggcctcccag ttgggacagc tgccatcgct cccatcattg 900 
ctgctgtcaa ggacgggaaa agcatcactc atgaaggaag agagattttg gctgaagagc 960 
tgtgtactcc tccagatcct ggtgctgctt ttgtggtggt agaatgtcca gatgaaagct 1020 
tcattcaaoc catctgtgag aatgcoacct ttcagaggta ccaaggaaag gcagatgocc 1080 
ccgtggcctt ggtggttcac atggccccag catctgtgct tgtggacagc aggtaccagc 1140 
agtggatgga gaggtttggg cctgacaccc agcacttggt cctgaatgag aactgtgcct 1200 
cagttcacaa ccttcgcagc cacaagattc aaacccagct caacctcatc cacccggaca 1260 
tcttccccot gctcaocagt ttccgctgta aggagggccc caccctcagt gtgcccatgg 1320 
ttcagggtga atgoctocto aagtaocagc tccgtcccag gagggagtgg cagagggatg 1380 
ccattattac ttgcaatcct gaggaattca tagttgaggc gctgcagctt cocaacttcc 1440 
agcagagcgt gcaggagtac aggaggagtg cgcaggacgg cccagcccca gcagagaaaa 1500 
gaagtcagta cocagaaatc atcttccttg gaacagggtc tgccatcccg atgaagattc 1560 
gaaatgtcag tgcoacaott gtcaacataa gccocgaoac gtctctgcta ctggactgtg 1620 
gtgagggcac atttgggcag ctgtgccgtc attacggaga ccaggtggac agggtcctgg 1680 
gcaccctggc tgctgtgttt gtgtcccacc tgcacgcaga tcaccacacg ggcttgccaa 1740 
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gtatcttgct gcagagagaa cgcgccttgg 
tggtggttgc ccccaaccag ctcaaagcct 
aggtcctgca ccacatcagt atgattcctg 
ccagtcctgc agtggaaaga ttgatcagtt 
ttcagacctg tctggtgcgg cactgcaagc 
ctggctggaa agtggtctat tccggggaca 
ggaaagatgc caccctcctg atacatgaag 
cagtggaaaa gacacacagc acaacgtccc 
cggagttcat tatgctgaac cacttcagcc 
ccaacttcag cgagaaagtg ggagttgcct 
ttccaacaat gcccaagctg attcccccac 
agatggagga gcgcagggag aagcgggagc 
gggagctggc aggcggcctg gaggatggga 
gccacaggcc aagaaggtca gagcccagtg 
tgtgtgtctt ctgccccacg cacgcacccg 
gagcacggtc ccccaggagg cagctcagga 
ggtcccacat aagcactagt ctatagatgc 
ggccaggagg ctgccacacg gaagcaagca 
taaagaagtc atggaaacag acggcggcac 
gcacaccaga gacaagcaga gtaacaggat 
aaatagtatt tcagctgcaa taaagattga 



catctttggg aaagccgctt caccctttgc 1800 
ggctccagca gtactacaac cagtgccagg 1860 
ccaaatgcct tcaggaaggg gctgagatct 1920 
cgctgttgcg aacatgtgat ttggaagagt 1980 
atgcgtttgg ctgtgcgctg gtgcacacct 2040 
ccatgccctg cgaggctctg gtccggatgg 2100 
ccaccctgga agatggtttg gaagaggaag 2160 
aagccatcag cgtggggatg cggatgaacg 2220 
agcgctatgc caaggtcccc ctcttcagcc 2280 
ttgaccacat gaaggtctgc cttggagact 2340 
tgaaagccct gtttgctggc gacatcgagg 2400 
tgcggcaggt gcgggcggcc ctcctgtcca 2460 
gcctcagcag aagcgggccc acacagagga 2520 
aagatctggg agaccctgaa ctcagaaggc 2580 
tatctgccct ccttgctggt agaagctgaa 2640 
taggtggtat ggagctgtgc cgaggcttgg 2700 
ctcttaggac tggtgcctgg cacagctgcg 2760 
gatgaactaa tttcatttca aggcagtttt 2820 
ctttcctcta atccagcaaa atgattccct 2880 
cagtgggtct aagtgtccga gacttaacga 2940 
gtttgc 2976 



<210> 11558 
<211> 854 
<212> PRT 

<213> Homo sapiens 



<400> 11558 



Met 


Trp 


Ala 


Leu 


Cys 


Ser 


Leu 


Leu 


1 








5 








Ser 


Gin 


Gly 


Arg 


Thr 


1 le 


Ser 


Gin 








20 










Arg 


Lys 


Asp 


Pro 


Leu 


Arg 


His 


Leu 






35 










40 


Ser 


Gly 


Cys 


Ser 


Gly 


Gly 


Pro 


Asn 




50 










55 




Ala 


Gly 


Ser 


Arg 


Asp 


Ser 


Gly 


Ala 


65 










70 






Asn 


Arg 


Tyr 


Leu 


Phe 


Asn 


Cys 


Gly 










85 








Glu 


His 


Lys 


Leu 


Lys 


Val 


Ala 


Arg 








100 










Met 


His 


Trp 


Ser 


Asn 


Val 


Gly 


Gly 






115 










120 


Lys 


Glu 


Thr 


Gly 


Leu 


Pro 


Lys 


Cys 




130 










135 




Glu 


Lys 


Tyr 


Leu 


Glu 


Ala 


1 le 


Lys 



Arg 


Ser 


Ala 


Ala 


Gly 


Arg 


Thr 


Met 




10 










15 




Ala 


Pro 


Ala 


Arg 


Arg 


Glu 


Arg 


Pro 


25 










30 






Arg 


Thr 


Arg 


Glu 


Lys 


Arg 


Gly 


Pro 










45 








Thr 


Val 


Tyr 


Leu 


Gin 


Val 


Val 


Ala 








60 










Ala 


Leu 


Tyr 


Val 


Phe 


Ser 


Glu 


Phe 






75 










80 


Glu 


Gly 


Val 


Gin 


Arg 


Leu 


Met 


Gin 




90 










95 




Leu 


Asp 


Asn 


1 le 


Phe 


Leu 


Thr 


Arg 


105 










110 






Leu 


Ser 


Gly 


Met 


1 le 


Leu 


Thr 


Leu 










125 








Val 


Leu 


Ser 


Gly 


Pro 


Pro 


Gin 


Leu 








140 










1 le 


Phe 


Ser 


Gly 


Pro 


Leu 


Lys 


Gly 
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1 AR 










1 czc\ 
\ OU 






1 1 e 


u 1 U 


Leu 


A 1 ^ 

A 1 a 


Mex 


Arg 


rro 


ui : A 
n 1 S 










1 

1 oo 








\ nr 


Kiet 


1 nr 


va 1 


Tyr 


u 1 n 


1 1 e 


rro 








1 oU 










Lys 


H 1 S 


u 1 n 


rro 


1 rp 


u 1 n 


oer 


rro 






1 yo 










200 


D V> A. 

rro 


b 1 u 


Arg 


Ser 


Ser 


Asp 


Ser 


A 1 1 1 
11 1 u 




210 










21 b 




Pro 


n 1 S 


u 1 y 


Va 1 


C A^>^ 

oer 


G 1 n 


Arg 


A ^ _ 

Arg 


ZZo 










OOA 

230 






\/a I 

Va 1 


A 1 A 

A 1 a 


rhe 


1 1 A 

1 1 e 


Cys 


Lys 


1 Al ■ 

Leu 


u : A 
H 1 S 










24o 








1 At . 

Leu 


Lys 


A 1 A 

Al a 


Lys 


u 1 U 


Met 


u 1 y 


1 All 

Leu 








OCA 

260 










Pro 


1 le 


1 1 e 


A 1 A 

A 1 a 


A 1 A 

A 1 a 


Va 1 


1 » # A 

Lys 


A AA 

Asp 






Z/d 










OOA 

2o0 


Arg 


Glu 


1 le 


1 A. . 

Leu 


A 1 A 

A 1 a 


G 1 u 


Glu 


1 A. . 

Leu 




290 










O AC 

29b 




A 1 A 

Ala 


Phe 


Va 1 


V/a I 

Va 1 


\/a I 

Va 1 


Glu 


Cys 


Pro 


305 










O H A 

310 






Cys 


G 1 u 


Asn 


A 1 ~ 

Ala 


Thr 


Phe 


G 1 n 


A u_ 

Arg 










o2b 








Va 1 


Ala 


Leu 


Va 1 


Va 1 


H 1 s 


Met 


A 1 ^ 

Ala 








340 










Arg 


Tyr 


G 1 n 


G 1 n 


Trp 


Met 


A 1 . . 

G 1 u 


A — — 

Arg 






obo 










OCA 

3b0 


Va 1 


1 A. . 
Leu 


Asn 


G 1 u 


Asn 


Cys 


A 1 ^ 

Ala 


C A ^ 

Ser 




3/0 










375 




I 1 A 

I I e 


G 1 n 


Ihr 


G 1 n 


Leu 


A A » 

Asn 


Leu 


1 le 


oob 










O AA 

390 






I nr 


Ser 


Phe 


Arg 


Cys 


1 . . A 

Lys 


All. 

G 1 U 


A 1 

G ly 










>l ACT 

40b 








u 1 n 


u ly 


Glu 


Cys 


1 A. . 

Leu 


1 A. . 

Leu 


1 » , A 

Lys 


Tyr 








420 










b 1 n 


Arg 


A AM 

Asp 


A 1 A 

Ala 


1 1 A 

1 1 e 


1 1 A 

1 1 e 


1 nr 


Cys 
















440 


Ala 


1 Ai ■ 
Leu 


u t n 


1 Al • 

Leu 


Pro 


A An 

Asn 


rhe 


A 1 n 

G 1 n 














400 




Ser 


Ala 


6ln 


Asp 


Gly 


Pro 


Ala 


Pro 


465 










470 






Glu 


1 le 


1 le 


Phe 


Leu 


Gly 


Thr 


Gly 










485 








Asn 


Val 


Ser 


Ala 


Thr 


Leu 


Val 


Asn 








500 










Leu 


Asp 


Cys 


Gly 


Glu 


Gly 


Thr 


Phe 






515 










520 


Asp 


Gin 


Val 


Asp 


Arg 


Val 


Leu 


Gly 







1 i^c: 

1 DO 










1 an 


Oa«- 

oer 


A 1 A 

A 1 a 


Pro 


A 1 1 1 
U 1 U 


Tyr 


A 1 1 1 

b 1 U 


Asp 


Alii 

b 1 U 




1 /O 










1 /b 




1 1 A 

1 1 e 


U I A 

H 1 S 


ber 


Alii 

G 1 U 


A 1 M 

u 1 n 


Arg 


Arg 


A 1 

b 1 y 


-1 on 
1 ob 










1 AA 
1 90 






All! 

U 1 U 


A »^ A- 

Arg 


Dm* A 

rro 


1 Ai i 

Leu 


Oa 1^ 

ser 


Arg 


1 Al 1 

Leu 


Ser 










one 
20b 








C A»> 

Ser 


A AM 

Asn 


All. 

G 1 u 


A A H 

Asn 


A 1 1 1 

G 1 u 


Pro 


u : A 

H 1 s 


1 A. . 

Leu 








OOA 

220 










A 1 

b 1 y 


\/a I 

Va 1 


A ^ _ 

Arg 


A An 

Asp 


Ser 


O Al«- 

Ser 


1 Al 1 

Leu 


\/a I 

Va 1 






OOC 

23b 










O >l A 

240 


1 Al • 

Leu 


1 »* A 

Lys 


A M-A. 

Arg 


A 1 

Gly 


A AIA 

Asn 


DIa A 

rhe 


1 Al 1 

Leu 


\/a 1 

Va 1 




OCA 

2bO 










occ 

Zoo 




Pro 


\/a I 

Va 1 


A 1 

Gly 


Ihr 


A 1 A 

Ala 


A 1 A 

Ala 


1 1 A 

1 le 


A 1 A 

Ala 


Z65 










2/0 






A 1 . « 

Gly 


Lys 


Ser 


1 le 


Thr 


LI r — 

H 1 s 


A 1 . . 

Glu 


A 1 . . 

Gly 










ooc 
28b 








Cys 


Thr 


Pro 


Pro 


A ^ _ 

Asp 


Pro 


A 1 . - 

Gly 


A 1 ^ 

Ala 








O AA 

300 










A 

Asp 


A 1 . . 

G 1 u 


Ser 


Phe 


1 1 e 


A 1 _ 

G 1 n 


Pro 


1 1 e 






315 










320 


Tyr 


G 1 n 


Gly 


Lys 


A 1 ^ 

Ala 


Asp 


A 1 — . 

Ala 


Pro 




330 










335 




Pro 


A 1 _ 

Ala 


Ser 


Val 


1 _ . . 
Leu 


Val 


A ^ ^ 

Asp 


Ser 


345 










OCA 

350 






Phe 


A 1 » . 

Gly 


Pro 


A ^ _ 

Asp 


Thr 


A 1 

Gin 


LI : ^ 

H 1 s 


Leu 










o^ c 

365 








Va 1 


His 


A ^ ^ 

Asn 


Leu 


A 

Arg 


Ser 


LI : ^ 

H 1 s 


Lys 








O rt A 

380 










Hi s 


Pro 


A _ _ 

Asp 


1 le 


Phe 


Pro 


Leu 


Leu 






O AC 

39b 










yi AA 

400 


Pro 


Thr 


Leu 


A A 

Ser 


Va 1 


Pro 


Ma-*- 

Met 


\/a 1 

Va 1 




410 










415 




A 1 ^ 

G 1 n 


Leu 


A 

Arg 


Pro 


A » » 

Arg 


Arg 


A 1 . . 

Glu 


Trp 


Jl OCT 

42b 










A OA 

430 






Asn 


Pro 


A 1 . . 

G 1 u 


A 1 . . 

Glu 


Phe 


1 1 A 

1 le 


Va 1 


A 1 1 1 

G 1 u 










A AC 

44b 








G 1 n 


Ser 


Va 1 


A 1 

G 1 n 


All! 

G 1 u 


Tyr 


A » . 

Arg 


Arg 








460 










Ala 


Glu 


Lys 


Arg 


Ser 


Gin 


Tyr 


Pro 






475 










480 


Ser 


Ala 


1 le 


Pro 


Met 


Lys 


1 le 


Arg 




490 










495 




1 le 


Ser 


Pro 


Asp 


Thr 


Ser 


Leu 


Leu 


505 










510 






Gly 


Gin 


Leu 


Cys 


Arg 


His 


Tyr 


Gly 










525 








Thr 


Leu 


Ala 


Ala 


Val 


Phe 


Val 


Ser 
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bob 




n 1 s 


Leu 


n 1 s 


A 1 ^ 

A 1 a 


Asp 


n 1 S 


h 1 S 


1 hr 












OOU 






Arg 


u 1 u 


Arg 


A 1 a 


Leu 


A 1 4 

A 1 a 


oer 


Leu 










OOO 








va 1 


va 1 


A 1 ^ 

A 1 a 


Pro 


Asn 


G 1 n 


Leu 


Lys 








DoU 










u 1 n 


Cys 


G 1 n 


G 1 U 


\/a I 

Va 1 


1 Ai * 
Leu 


LI i A 
H 1 S 


LI 1 A 

n 1 s 






o^o 












Leu 


u 1 n 


Pill 

G 1 U 


G 1 y 


A 1 A 

A 1 a 


O 1 i 1 

G 1 U 


I 1 y> 

I I e 


oer 




b lU 










bl b 




oer 


oer 


Leu 


1 Ai • 

Leu 


A 

Arg 


Ihr 


Cys 


A AH 

Asp 












DoO 






Va 1 


Arg 


H 1 S 


Cys 


Lys 


LJ r A 
H 1 S 


A 1 A 

Ala 


Phe 










b4b 








Ci 1 y 


Trp 


Lys 


\/a I 

Va 1 


1/a I 

Va 1 


Tyr 


O A^ 

Ser 


p 1 
G 1 y 








ooO 










Va 1 


Arg 


Met 


G 1 y 


Lys 


A AM 

Asp 


A 1 A 

Ala 


Thr 






b/b 










CO A 

boO 


ulU 


A _ _ 

Asp 


G 1 y 


1 Ai • 
Leu 


G 1 u 


p 1 . i 

G 1 u 


PI.. 
G 1 u 


A 1 A 

Ala 




byo 










o9b 




Ser 


G 1 n 


A 1 a 


1 le 


Ser 


Va 1 


Gly 


Met 


"7AC 

/Ob 










/ 10 






Leu 


Asn 


LI : A 

H 1 S 


Phe 


Ser 


G 1 n 


Arg 


Tyr 










/2b 








Asn 


Phe 


Ser 


G 1 u 


Lys 


Va 1 


PI.- 
G 1 y 


%/a 1 

Val 








/40 










Leu 


G 1 y 


A AM 

Asp 


DIm A 

Phe 


Pro 


Ihr 


Met 


Pro 






/bb 










nan 
/bO 


Leu 


Phe 


A 1 — . 

A 1 a 


O 1 . - 

Gly 


A . _ 

Asp 


1 1 — . 
1 le 


G 1 u 


G 1 u 




/ /U 










/ /b 




Glu 


Leu 


Arg 


Gin 


Val 


Arg 


Ala 


Ala 


785 










790 






Gly 


Leu 


Glu 


Asp 


Gly 


Ser 


Leu 


Ser 










805 








His 


Arg 


Pro 


Arg 


Arg 


Ser 


Glu 


Pro 








820 










Leu 


Arg 


Arg 


Leu 


Cys 


Val 


Phe 


Cys 






835 










840 


Leu 


Leu 


Ala 


Gly 


Arg 


Ser 







850 



540 



p 1 

G 1 y 


Leu 


D V A 

pro 


oer 


1 1 ^ 
1 1 e 


Leu 


Leu 


p 1 ^ 
G 1 n 






bbb 










CCA 

boO 


p 1 
G 1 y 


Lys 


Pro 


1 Al > 

Leu 


u ; A 
H 1 S 


Pro 


1 At ■ 

Leu 


1 At 1 

Leu 




CTA 

b/0 










C"7C 

b/b 




A 1 ^ 

A 1 a 


Irp 


1 Al i 

Leu 


P 1 .A 

Gin 


p 1 M 

G 1 n 


Tyr 


Tyr 


A AM 

Asn 


croc 

bob 










C A A 

590 






1 1 A 

1 1 e 


Ser 


M a4- 

Met 


1 1 A 

1 le 


Pro 


A 1 A 

Ala 


1 » » A 

Lys 


Cys 










605 








O A 

Ser 


Pro 


A 1 A 

Ala 


i/a 1 

Va 1 


PI.. 
G 1 u 


A „_ 

Arg 


1 A. . 

Leu 


1 1 A 

1 le 








620 










1 A. . 

Leu 


Pi.. 
G 1 u 


PI.. 
G 1 u 


Phe 


p 1 M 
G 1 n 


Thr 


Cys 


1 A. . 

Leu 






o o c 

635 










640 


Gly 


Cys 


1 1 — 
Ala 


Leu 


Va 1 


H I s 


Thr 


Ser 




650 










c c 

655 




A — 

Asp 


Thr 


11 A J. 

Met 


Pro 


Cys 


PI.. 
Glu 


A 1 A 

Ala 


1 A . . 

Leu 


665 










6/0 






Leu 


1 — . . 
Leu 


1 1 ^ 
1 le 


His 


Glu 


A 1 A 

Ala 


Thr 


Leu 










A O f— 

685 








I/a 1 

Va 1 


A 1 . . 

G 1 u 


1 . . A 

Lys 


Thr 


LI : A 

Hi s 


O A^ 

Ser 


Thr 


Thr 








700 










A 

Arg 


11 

Met 


Asn 


A 1 ^ 

Ala 


G 1 u 


Phe 


1 1 e 


Met 






715 










720 


A 1 — 

Ala 


Lys 


Va 1 


Pro 


1 A . . 

Leu 


Phe 


Ser 


Pro 




— 7 A /% 

730 










735 




A 1 A 

Ala 


Phe 


A A _^ 

Asp 


Li : A 

His 


11 A a. 

Met 


1 . 

Lys 


i/a 1 

Va 1 


Cys 


— 7 jl f— 

745 










-7 f— A 

750 






Lys 


Leu 


1 le 


Pro 


Pro 


Leu 


Lys 


Ala 










765 








Met 


Glu 


Glu 


Arg 


Arg 


Glu 


Lys 


Arg 








780 










Leu 


Leu 


Ser 


Arg 


Glu 


Leu 


Ala 


Gly 






795 










800 


Arg 


Ser 


Gly 


Pro 


Thr 


Gin 


Arg 


Ser 




810 










815 




Ser 


Glu 


Asp 


Leu 


Gly 


Asp 


Pro 


Glu 


825 










830 






Pro 


Thr 


His 


Ala 


Pro 


Val 


Ser 


Ala 










845 









<210> 11559 
<211> 1389 
<212> DNA 

<213> Homo sapiens 
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<400> 11559 

atctcccagg cgaccggctc cgcagcaaga tggcggacga gaaggacagg gaagagagat 60 
tggaacaatt atcaggtcat taggatgctg tcctacggaa ggagagctgc atgatctgat 120 
tgcagaggta gaggaagaag aacctactgg atacattcga ttcgaaaaat ttcttccggt 180 
gatgacagaa atactactag aaagaaaata cagaccaatt ccagaagatg tccttcttcg 240 
agcttttgag gttttagatt cagctaaacg tgggtttctt actaaggacg agctgatcaa 300 
gtatatgact gaagaagatg gagtttcgct ccgtcgccca ggctgaagtg cagtggcgtg 360 
atcttggctc gttgcaacct ccacctcccg ggttcaagag attctcctgc ctcagcctcc 420 
tgagcagctg ggatgacagg cacacaccac cacgcctggc taatttctgt atttttagta 480 
gagacggggt ttcaccatgg tctggtgacc tcctggtctc gaactcctga cctcaagtga 540 
tcctcccgcc tcagcctccc aaagttctgg gattacaggc atgagccacc gcacccggct 600 
gcttccttaa ctcttgatct cctctctgta tcttgctttg tctagctgtt ctcttctctc 660 
catattcatc caaacatttg cttagaagta cccagaagca tggcgttgaa tgtggtacac 720 
cttgaacgaa gggtgaagaa acgaggcaga gtgacttagt agcaagtgac agcacacagt 780 
ttaaatttta atattagccc atttacaaac aacagcttat ataatagtca ttcacatacc 840 
tcaacactca ccatcccctc cccacttttt ttctggagac agggtttcac tgtcacccca 900 
gctggaatgc aggtggcatg atcacagctc actgtagcat cgacctcctg gactcaaggg 960 
gtcctcgcgc ctcagcctcc tgagtagctg ggaccacagg tgcatgccac cacgcccagc 1020 
taatgttttt ttttattttt tgtagagaca gggtctggct atgttgctta ggctggtctc 1080 
aaactcctgg gttcaagcga tcctgccacc tcagcctccc aaagtgttag gattacagat 1140 
gtgagccact gtgcccagcc aacattcacc ccattcaagt gtgcaattca atggattcta 1200 
gtatcttcac agtgctgtgc aactatcact cctatctact tacaaagcat ttccatcatc 1260 
ttaaaaagaa tccccatgtc caatagcagt tccccttccc ccaccgtcat cctcgggcaa 1320 
ccgctaatct tcctgtgtgt ctgtggattt gcctcttcag ggcatttcac ataaacacaa 1380 
tcatacaat 1389 



<210> 11560 
<211> 2372 
<212> DNA 
<213> Homo sapiens 



<400> 11560 

cgataatgac tttgcacgat tcactttggg 
tacaaacaat tcacaagaca ggtcatcttt 
gaggagtgac ttaagattct ccaggaacac 
ctgtttgata gagcatcatg agaaatcaca 
aataaagtca aagaaagcaa atacatcttg 
aaaaagttca gggtgtttgg aattttacac 
aagcgggtaa ttgacagatc cacccaaatg 
cccttgttta cagtttcata ttgggttgct 
ggaacatgac tgctcctggc agtggaaggt 
atcaagtact cttcacagtg ctgcttggca 
ctactttgga ggagctggat ttctgaggga 
taggagatag atgatctttg atggggatct 
aactagccac gtgctgccag acctcagtgg 
catctccccc aggaccatcc cccccattgt 
gtgacttttc tgcacatgtt tagggcttgg 



atctcaaagt gcttccaaag cattcagatt 60 
gtaataccca tacttacaac gaattaacaa 120 
agtggcagct attgatgatc tgttttctat 180 
aaatacaatg ctatttttct gatgtgtgct 240 
acacttttgt ccattttcat taaaaaaaaa 300 
ctcagcacac cttactggta tcaatggata 360 
ccactgcagt cagaagcaga tctggacaca 420 
atagttcccg tgctaaatca ccagctttca 480 
gctgaaacag aaattttaat taaaaacttt 540 
ccatagaaaa tcagtacaat atatcgagcc 600 
gctgatccag ttctaagtgt cttctcgaat 660 
cctccgtcac cacaggccag tcacagaacc 720 
gcccaagcag gagcaatctc ttctatcccc 780 
caatgtcatc cagggctctt ctggtagtga 840 
gggagctaga acacaggaaa catgaatgca 900 
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aaaggcatgg aaaacactgt tttgctttgg 
ctattggtcg gagctttgcc aagtgagata 
aaggtcttat ggtattaagg atacatccag 
gtttcataaa ttacatatat gaaaacattc 
gacattggca ccttcctatt gagttaattc 
gagattccca gagatggctc ccctaacaca 
acagttgatg attcacaaga ttcaggattc 
tacgattgta catgatcagt tatagggctg 
cacacacaca cacacatcat gccaaggagg 
attctggaag gttggaaatg taaggttaga 
ttgctcccac caagaagagg taccaaatgt 
tctgcagttc cgggaaacta atcatgaagt 
ctccgaggtc ctcctttcca ttctcccacc 
attggaaggg cagaacactg tgcagtatcg 
ccctagggtc accttcatgc aagtattgac 
acacagatac tacgttctag aagagaatta 
attctgcagg tatctttctc tgagtgactg 
taagacgtgc aagtgggatt tactgtatgt 
tgaataaaat gtgtttgcac tgaaaaaaaa 
aaggtcatcc aagatggatg ttctgtttat 
agttcatgaa atgtcttccc taatgttact 
tttatcgtgt cagtgtacca tactgtaaat 
cttaaaagaa aaaaaaggac agggattttt 
ggtgatactg tgttcatgtt gtttatgtag 
ttacttttta agatattaaa taacatttgg 



gttagtaaaa tgtgggcagg acaaagatta 960 
gaatcaactg tcaccccatt cctttcccag 1020 
tattttccca cagattttta ttcaggcgat 1080 
attattacat ttccttgtgt gtttcaaaca 1140 
tctgcatctt ttgcagcagc agcccgcaag 1200 
cagtcctgtg attttacagt tctatgactt 1260 
tacaagactc aagggggaac taaactttct 1320 
taatcattaa ttgttggctt caaatgtgga 1380 
gaatggggtg tttcaagtca ggcagcgatg 1440 
agcttggctg gtcttagtaa acttgttccc 1500 
gagacctgag atctcctcca atatctgtcc 1560 
acacatgcag cagctcctcc acttcctttc 1620 
tagatactga cacaccgcca cggtttccac 1680 
tgcacacttg ctgggttagg aatagagctg 1740 
agctacaaat taaagtcctt agagcagttg 1800 
aatttaaacg tcaagtttaa agggatcata 1860 
aatgtgacta ttgcattagg gtaaatgaat 1920 
tagaaaggag ttttgcagcc aagactgcct 1980 
ttttaaatta cttggtctct ggttgctgta 2040 
attgtatagt atttcatatg aaataattac 2100 
gatttataac agcacatttg taacatggtt 2160 
gatgattact tgtcatgctt agtataataa 2220 
gtaagtctat atttgaaagt ccctccctat 2280 
tgttgtgtga aatatccatt ttggattgtg 2340 
tt 2372 



<210> 11561 
<211> 2839 
<212> DNA 
<213> Homo sapiens 

<400> 11561 

gtagataatg cataagaagc aocaagtcag 
ccttttcttt ttcccttctc ccctttctaa 
ctctaactgg gagacagtca taattggttg 
gttggaaagt ctcttttttg taatttgttt 
totttctttc tttotttctt tctttctttc 
tctttctttc tctttctttc ttttgctttc 
ttgcaaatca ttgtgaggcc acttttcttt 
tttttttttt tttcccagag tcttgctctg 
tcggctcact gcaccctctg cctcttgggt 
gtagctggga ttacaggcat acaccaccac 
gcggggtttc accatgatgg ccaggttggt 
acctcggcct cccaaagtgc caggattaca 
ctttctttcc ttcttatttt gttatgctgg 
aaagaggaca gcctttcctc cctcaccttc 
aacgtgagaa tgctgaatgt gtaaagttgc 



gctcagatgo aactaaaaca catctttgag 60 
gcaaaaacct tcctaggatg gcatcttttg 120 
tagtcaattc tactaagcag tgttggggtg 180 
ttgcaaatca ttgtgaggcc actttttctt 240 
gttctttcgt tctttcgttc tttctttctt 300 
cttctttcat ctcttttttg taatttgttg 360 
ccccttcctt ccttcctttt tttctgtttt 420 
tcgcccaggt tggagtgcag tggcacgatc 480 
tcaagcgatt ctcctgcctc agcctcccaa 540 
gccccactaa ttttttgtat ttttggtagg 600 
tttgaactcc tgacctcaag taatctgccc 660 
ggagtgagcc actgcgcctg gcccactttt 720 
cagccatttg cccctgcatg gtatgggatc 780 
tccaaatcta ggtgaaatca cagagtacaa 840 
agagggatcc ctaatttgaa gactttgaca 900 
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cagaactaac ttcttttgac ttaaatgaat 
gacatgttga tttcccactc ctagatgcta 
gtaaaaatag caatttgccc ctactcgctc 
ttccatgcga cagcttgaat gctgaccttc 
ttagaatggg tagatggtgt tatgttccct 
agattaggtg agggccctat aggtagttgg 
cttttgaaag tgtcccagta acaacgcacc 
caccccaaag gacagcgcct tcttctcttc 
gggttccctg tggctgcgtg gatcccatag 
tgtgactctt ctctctcccc ttcctctgca 
tagtcccagc ttctgcccag ggaggcttct 
gaagaggggg tctcccagtg cccccagctt 
gtctctcact ggccttcctc cacacttggt 
ttttatggcc caggagaaaa tgtagaccct 
tgggccatgc tttgggccct ctgctcttta 
ccgtccttac cctaggccta aacacaggta 
ggcctggact gagctctcag gggggaatta 
ccatttagtt tcatccttta gttacccagg 
ctccaaaccc agcacttgga gcagcaaaat 
tatctcagaa tttgccaact tctgggctgg 
ctgcatccta gttgacctga attttccaga 
gccatcatac tgtttggcta gattcattca 
agcatactgc tgtttcttcc ccagcttcat 
atgtgataga acactcagag agagggaggg 
ctccccatct tccaggtcca cctcttgact 
ccaggcctct ttgctgccag gacagcatca 
tgggaaggtc agggctgtgg taaggaatag 
gcacttggcc gcctgctaaa cttggacatt 
gtgagctggg cttcagtttt tcccaggcca 
aattgtattt tcactgcagt atcttgtatt 
aaaatacaca gacacaataa tggctaacat 
ccactctaaa attgtttggt aatgtcactt 
ataaattgat ttattgatc 



ttaaaatgag ccaaaggacc ctgaaaagaa 960 
aagagacttg gcaccagctt tgttcaaact 1020 
agagtgggac agtagtgaac agagctggga 1080 
agacatgaga catagggatt tggaggcccc 1140 
ttctggcata gcattcactt ggtgctttgg 1200 
cctgttggca gaatttattt aggaacagcc 1260 
cagctgcagc aaggaggtgg ggaaggaggg 1320 
cacccatgca cggccttggg tgatggaggc 1380 
gatcaagccc ttctttgcat gaagcagtgt 1440 
cttcctttct gtaatcccta ctgttcttct 1500 
acccagactt cttttgcaat ttgtccctgg 1560 
catcccagca gaaccagcag gatcctcctg 1620 
ttctatcctc aggggtagaa gctcagagct 1680 
gagaaacctg tccctgcaga aaggttccct 1740 
tatgtttatt ctattctcca tttttccacc 1800 
cagatatgtg catgctcagg gcagctccta 1860 
gataaatatt ccaacatcct catgcctggc 1920 
ccagtagctt tgggttatcc cttcctatag 1980 
agggcactga caggagatga aactctctcc 2040 
gctcctagga ggtagttttc ttgaagggga 2100 
ccaggaggga ctgctgtgct ctcccttctc 2160 
gcagtagaag ctgtttgatc tgttgacccc 2220 
tgtgtcacag tagcttcctt tgggaggatg 2280 
agaagagaga tagtgggtat gcttctctag 2340 
tcctgttccc ctaaacctga gcacatcacg 2400 
gctcactcct cagcaataat ctagggtatg 2460 
aatcaaagag gggagtgata cggggtgggg 2520 
aattttatat catgaccccc ttttaagcca 2580 
tgcacattta atttatttca gagaaactct 2640 
ttttatttgt gatttaagaa atgtgaagag 2700 
tgtttctttc attccttgtt ctagagctaa 2760 
agtgtaatta attgtaacat attcttttaa 2820 

2839 



<210> 11562 
<211> 2229 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (44), . (2011) 

<400> 11562 

tttcacctca goaaggccag gggatctgca 
taccatcctg ttcctccttg atccactaga 
ttcctgcctc tttgctcagg gccttccgac 



cgttgtgtta gacatggota aagtagctga 60 
aggctgggac agcaccggtg attactgtct 120 
ctatacacta gctgtccagg ggatttctgg 180 
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cctcccactg aagaaacaaa tagataccag gaagaagcta agtaaagcag tggagaagcg 240 
ctttcGgcat gacaaactcc tcttgttaga cactcaacag gaggcaggga tgctgcttag 300 
gcagttggct aaccagaagc aacagcatct tgcttttcga gatcggcggg cctacctatt 360 
tgcccatgct gttgattttg ttcctagtga agagaataac ttggtgggca ccttgaaaat 420 
ttcaggctat gttcgagggc agactctgaa tgtcaatagg ttgctgcata tcgttggata 480 
tggtgatttc cagatgaaac agatagatgc ccccggagac cctttccctt taaatcctag 540 
aggaattaaa ccccaaaagg acccagacat ggcaatggag atttgtgcta cggatgctgt 600 
agatgatatg gaagaaggtc ttaaagtcct aatgaaggca gacccttgta gacaggaatc 660 
cttgcaagca gaggttatcc cagatccaat ggagggagag caaacctggc ccactgagga 720 
ggagctgagc gaggcaaagg atttcttgaa ggaaagttct aaggtggtaa agaaggtccc 780 
caaaggaaca tccagttacc aagctgaatg gattttggat ggtggcagcc aaagtggtgg 840 
ggaaggagat gaatatgaat atgatgatat ggaacatgag gattttatgg aggaggaatc 900 
tcaggatgag agtagtgaag aagaggaaga atatgaaact atgactattg gggagtctgt 960 
gcatgatgat ctgtatgata agaaagtaga tgaagaagct gaggcaaaaa tgttggagaa 1020 
atataaacaa gaaagactgg aagagatgtt tccagatgaa gtggacacgc cccgtgatgt 1080 
ggctgctcga attcgatttc agaaatacag aggccttaag agcttccgga catctccatg 1140 
ggatcctaag gaaaaccttc ctcaagatta tgctcgaata tttcagtttc agaactttac 1200 
taacactagg aaaagcatct ttaaagaggt tgaagaaaaa gaggttgaag gagctgaggt 1260 
tggctggtat gtcacacttc atgtctctga agtccccgtc tcagtggtcg agtgcttcag 1320 
gcaaggaaca cccttgattg cattttcttt actacctcat gaacagaaga tgtcagtatt 1380 
gaatatggtg gtgaggcgtg accctggcaa cactgaacct gtgaaagcca aggaggagct 1440 
catatttcac tgtggattca ggcgcttccg agcctcacct ttattctctc agcacactgc 1500 
agcggacaaa cataaattgc agagattcct gactgctgac atggccctgg tggcgacagt 1560 
ctatgcgcca atcacttttc ctcctgcatc tgtgctgctt ttcaagcaga aaagcaatgg 1620 
aatgcacagc ctcattgcta caggccatct tatgtcagta gatccagaca gaatggtcat 1680 
caagagagtt gttctgagtg gtcatccttt caaaattttt actaagatgg cagtagtacg 1740 
ttacatgttc ttcaacagag aggatgtgct gtggtttaaa ccagtggaac tgagaacgaa 1800 
gtggggccgg agaggacata tcaaggaacc tttaggtacc catggccaca tgaaatgcag 1860 
ctttgatggg aagctaaaat ctcaagacac agtactgatg aacctgtata aacgagtctt 1920 
ccccaaatgg acttatgatc catatgtacc agaaccagta ccctggctga aaagtgagat 1980 
ttcttcaaca gtgcctcaag ggggcatgga gtaatggatt caaagagatt ctgtcctacc 2040 
ggtgccagtc agtactccag ggatgggagg cacaagttgt gattgggcaa agtttatttt 2100 
ctatgtcagc ctgtcagtcc actgccccat tttgcaagac ttttttttag ccttgacaaa 2160 
atgtctcagt taagtataaa agtttttcca ctacttagtc caaaaaaaac tattaaatct 2220 
taatgaaat 2229 



<210> 11563 
<211> 656 
<212> PRT 

<213> Homo sapiens 
<400> 11563 

Met Ala Lys Val Ala Asp Thr I le Leu Phe Leu Leu Asp Pro Leu Glu 

15 10 15 

Gly Trp Asp Ser Thr Gly Asp Tyr Cys Leu Ser Cys Leu Phe Ala Gin 

20 25 30 

Gly Leu Pro Thr Tyr Thr Leu Ala Val Gin Gly Me Ser Gly Leu Pro 
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35 




Leu 


Lys 


Lys 


G 1 n 










Lys 


Arg 


Phe 


Pro 


bo 








Ala 


Gly 


Met 


Leu 


Ala 


Phe 


Arg 


Asp 








100 


Va 1 


Pro 


Ser 


Glu 






115 




Tyr 


Val 


Arg 


Gly 




130 






Gly 


Tyr 


Gly 


Asp 


145 








Phe 


Pro 


Leu 


Asn 


Ala 


Met 


Glu 


1 le 








180 


Leu 


Lys 


Va 1 


Leu 






195 




Ala 


Glu 


Va 1 


1 le 




210 






Glu 


Glu 


Glu 


Leu 


225 








Va! 


Val 


Lys 


Lys 


i le 


Leu 


Asp 


Gly 








260 


Tyr 


Asp 


Asp 


Met 






275 




Glu 


Ser 


Ser 


Glu 




290 






Ser 


Va 1 


H i s 


Asp 


305 








Ala 


Lys 


Met 


Leu 


Pro 


Asp 


Glu 


Val 








340 


Gin 


Lys 


Tyr 


Arg 






355 




Lys 


Glu 


Asn 


Leu 




370 






Phe 


Thr 


Asn 


Thr 


385 








Val 


Glu 


Gly 


Ala 


Val 


Pro 


Val 


Ser 









40 


1 1 e 


Asp 


Thr 


Arg 






55 




Hi s 


Asp 


Lys 


Leu 




70 






Leu 


A _ _ 

Arg 


G 1 n 


Leu 


8o 








Arg 


Arg 


Ala 


Tyr 


Glu 


Asn 


Asn 


Leu 








120 


Gin 


Thr 


Leu 


Asn 






135 




Phe 


Gin 


Met 


Lys 




150 






Pro 


Arg 


Gly 


1 le 


165 








Cys 


Ala 


Thr 


Asp 


Met 


Lys 


Ala 


Asp 








200 


Pro 


Asp 


Pro 


Met 






215 




Ser 


Glu 


Ala 


Lys 




230 






Val 


Pro 


Lys 


Gly 


245 








Gly 


Ser 


Gin 


Ser 


Glu 


His 


Glu 


Asp 








280 


Glu 


Glu 


Glu 


Glu 






n r\ r~ 

295 




Asp 


Leu 


Tyr 


Asp 




310 






G 1 u 


Lys 


Tyr 


Lys 


32o 








Asp 


T 1 

Thr 


Pro 


Arg 


Gly 


Leu 


Lys 


Ser 








360 


Pro 


Gin 


Asp 


Tyr 






375 




Arg 


Lys 


Ser 


1 le 




390 






Glu 


Val 


Gly 


Trp 


405 








Val 


Val 


Glu 


Cys 



Lys 


Lys 


Leu Ser 






bU 


Leu 


Leu 


Leu Asp 






lb 


A 1 a 


Asn 


u 1 n Lys 




90 




Leu 


rne 


A 1 _ u : A 

Ala n 1 s 


105 






Val 


Gly 


Thr Leu 


Va 1 


A AH 

Asn 


Arg Leu 






140 


u 1 n 


1 1 e 


A A 1 A 

Asp Ala 






155 


Lys 


Pro 


Gin Lys 




170 




Ala 


Val 


A AM. A AM. 

Asp Asp 


185 






Pro 


Cys 


Arg Gin 


Glu 


Gly 


Glu Gin 






220 


Asp 


Phe 


Leu Lys 






235 


-r 1 

Thr 


Ser 


Ser Tyr 




250 




G ly 


Gly 


Glu Gly 


265 






Phe 


Met 


Glu Glu 


Tyr 


Glu 


Thr Met 






300 


Lys 


Lys 


1/ A 1 A A M 

Va 1 Asp 






O ^ IT 

315 


G 1 n 


Glu 


Arg Leu 




330 




Asp 


Va 1 


A 1 A A 1 #^ 

Ala Ala 


345 






Phe 


Arg 


Thr Ser 


Ala 


Arg 


1 le Phe 






380 


Phe 


Lys 


Glu Val 






395 


Tyr 


Val 


Thr Leu 




410 




Phe 


Arg 


Gin Gly 



Lys 


Ala 


Val 


Glu 


1 hr 


b 1 n 


u 1 n 


G 1 U 








80 


u 1 n 


b 1 n 


u : A 

Hi s 


1 Al ■ 

Leu 






95 




A 1 A 

Ala 


\/a 1 

Va 1 


Asp 


Phe 




1 10 






Lys 


1 le 


Ser 


G 1 y 


125 








Leu 


His 


Me 


Val 


Pro 


Gly 


Asp 


Pro 








160 


Asp 


Pro 


Asp 


Met 






175 




Met 


G lu 


Glu 


Gly 




190 






Glu 


Ser 


Leu 


Gin 


205 








Thr 


Trp 


Pro 


Thr 


Glu 


Ser 


Ser 


Lys 








240 


Gin 


Ala 


Glu 


Trp 






255 




Asp 


Glu 


Tyr 


G 1 u 




270 






Glu 


Ser 


G 1 n 


Asp 


285 








Thr 


1 le 


Gly 


Glu 


Glu 


Glu 


Ala 


Glu 








320 


Glu 


1 

Glu 


Met 


Phe 






335 




Arg 


1 le 


Arg 


Phe 




350 






Pro 


Trp 


Asp 


Pro 


365 








Gin 


Phe 


Gin 


Asn 


Glu 


Glu 


Lys 


Glu 








400 


His 


Val 


Ser 


Glu 






415 




Thr 


Pro 


Leu 


1 le 
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420 



A 1 n 

A 1 a 


rne 


oer 


Leu 


Leu 


Dk-M U : Pill 

rro n 1 S u 1 U 






4oO 






A Af\ 

44U 


va 1 


va 1 


Arg 


Arg 


A ^rl 

ASp 


Dv>A Pli# Aav^ 

rro uly Asn 












A CC 

4b b 


u 1 u 


Leu 


1 1 e 


rne 


h 1 S 


oys u 1 y rne 


vice 










A in 
4/U 


rne 


oer 


u 1 n 


n 1 S 


1 nr 


Ala Ala Asp 










4ob 




\ nr 


A 1 a 


Asp 


Kiet 


A 1 ^ 

A 1 a 


Leu Va 1 Ala 








bUU 






rro 


Pro 


A 1 ^ 

A 1 a 


oer 


Va 1 


Leu Leu rne 






bio 






520 


oer 


Leu 


1 1 e 


A 1 r> 

A 1 a 


1 nr 


1 « « LI ■ n 1 m I 

uly His Leu 




530 








535 


va 1 


1 1 e 


Lys 


Arg 


Va 1 


Val Leu oer 


C AC 










bbO 


1 **** 
Lys 


Met 


A 1 A 

A 1 a 


Va 1 


Va 1 


Arg Tyr Met 










565 




Trp 


Phe 


Lys 


Pro 


Val 


Glu Leu Arg 








580 






1 le 


Lys 


Glu 


Pro 


Leu 


Gly Thr His 






595 






600 


Gly 


Lys 


Leu 


Lys 


Ser 


Gin Asp Thr 




610 








615 


Val 


Phe 


Pro 


Lys 


Trp 


Thr Tyr Asp 


625 










630 


Trp 


Leu 


Lys 


Ser 


Glu 


1 le Ser Ser 










645 





4ZO 






4oU 






u 1 n 


Lys 


Met oer Va I 


1 Al ■ 

Leu 


A An 

Asn 


Met 






A AtZ 

440 








1 nr 


Pill 

b 1 U 


Pro Va 1 Lys 


A 1 A 

A 1 a 


Lys 


(] 1 u 






4bU 








Arg 


Arg 


rhe Arg Ala 


oer 


Pro 


1 A> 1 
Leu 






4/b 






4o0 


Lys 


n 1 s 


Lys Leu b 1 n 


Arg 


Phe 


Leu 




4yu 






A OC 

4yb 




1 hr 


Va 1 


Tyr Ala Pro 


1 1 

1 1 e 


1 hr 


Phe 


oUo 






D 1 U 






Lys 


u 1 n 


Lys Ser Asn 


G 1 y 


Met 


H 1 s 






bzb 








Met 


Ser 


Va 1 Asp Pro 


Asp 


A 

Arg 


Met 






b40 








G 1 y 


Hi s 


Pro Phe Lys 


\ \ e 


Phe 


Thr 






bbb 






CCA 

boO 


Phe 


Phe 


Asn Arg Glu 


Asp 


Va 1 


Leu 




570 






5/5 




Thr 


Lys 


Trp Gly Arg 


Arg 


Gly 


His 


585 






590 






Gly 


His 


Met Lys Cys 


Ser 


Phe 


Asp 






605 








Val 


Leu 


Met Asn Leu 


Tyr 


Lys 


Arg 






620 








Pro 


Tyr 


Val Pro Glu 


Pro 


Val 


Pro 






635 






640 


Thr 


Val 


Pro Gin Gly 


Gly 


Met 


Glu 




650 






655 





<210> 11564 
<211> 2396 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (106). . (888) 

<400> 11564 

aaatccttcc ttccccgggg tagaagtcca 
acccagtgcc gggccacagc cgggtoacgt 
cggggcgtca Gggcgacgtt cgggogacct 
tgtggtcgca gtgotgocat ggacctggga 
gaggcatttg aggagactca tctgacctcc 
tttgaggagg ctgttcagtg tcctgacata 
tgcaccagag atggaaaacc otctgctcgc 



gggtgagaaa ttggttccga actcaaagga 60 
ggccggcggc cccccatgac gtgctggctg 120 
gccgagtggc caggctaoct cagtcacctg 180 
cooatgcgca agagttaccg cggggaccga 240 
cttgacccag tgaaacagtt tgctgcctgg 300 
ggggaagcca atgccatgtg tctggctacc 360 
atgttgctgc tgaagggctt ogggaaagat 420 
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ggcttccgct tcttcactaa cttcgagagt cgaaaaggaa aagagctgga ctctaatccc 480 
tttgcttccc ttgtcttcta ctgggagcca cttaaccgtc aggtgcgtgt ggaaggccct 540 
gtgaagaaac tgcctgagga ggaggctgag tgctacttcc actcccgccc caagagcagc 600 
cagattgggg ctgtggtcag ccaccagagt tctgtgatcc ctgatcggga gtatctgaga 660 
aagaaaaatg aggaactgga acagctctac caggatcaag aggtgcccaa gccaaaatcc 720 
tggggtggct atgtcctgta ccctcaggtg atggagttct ggcaaggtca aaccaaccgc 780 
ctgcatgacc ggatagtctt tcggcggggc ctacccacag gagattcccc tttggggccc 840 
atgacccacc gcggggagga agactggctc tatgagagac ttgcacctta actctgggac 900 
ctgctggccc agagtggagc tagggctagg tgtcaagaga gggtgtggga ttgggaccca 960 
ggcccttctt tctaaactca acccatttcc ctccctaccc cttatcttca ggactcttca 1020 
gagctaatcc tctaagttct ctgtactcag ttggttctca gttagctggt taagtggagt 1080 
gtaatggtgg cgtagagaat cacaaatgga aaataattcc ataattattt ttttgacctt 1140 
gcctatgatt gattaggata gctccctcta ggggtagcag ccggtgtgac tccctttctg 1200 
gtgacagaca gggccccagc agccctgtct gttaccatgt gagtcatact ggccaaagct 1260 
tagtcctagc atatgcacct gagccaacct ggccaatcag attgttttgt caataatttg 1320 
aaatttgaac tggagagatc cagaaccttg ggagtcatta aagccaagtc attcatagca 1380 
gccaggaaac aataggaacc aaaagcctct gcctgctgct attgcaattc ccaggatctc 1440 
tccttccctg gatccctccc tcccaggtct gggctgtgca gttcctcccc ctgccttaaa 1500 
acaccccact atctctgtaa agtctctctc tctctttttt tttttttact taatctagct 1560 
agaatctatt tctgttgatt acaacttaac taactcattt acggatagga cttttttttt 1620 
ttcttttttt cttttttctt ttcttttttt ttttgagatg gagtctcact ctgtcaccca 1680 
ggctggagtg cagtggtgtg atcttggctc actgcaacct ctgcctccca ggttcaagca 1740 
attctcctgc ctcagcctcc caagtagctg ggactacagg cacacgccac cacacccaac 1800 
taatttttgt atttttagta gagatggggt ttcaccatgt tggccaggat tgtctccatc 1860 
tcttgacctt gtgatccacc cacctcagcc tcccaaagtg ctgggattac aggcatgagc 1920 
caccacaccc agcgagacgg ggtttcatta tgttggccag gctggtctcc aactcctgac 1980 
ctaaagtgat ctgcccgcct tggcctccca aagtgctggg attacagaca tgagccacca 2040 
cgcttggccg ggatagtata tttttatagc acttccccta ctgattgctg ccttctctgt 2100 
ggctacaagg gacccacaga attacaggga agttacaggg aagcaggttt catctcaata 2160 
ttgggaggga tttcaaacaa tcacacctgc ctgagaagga gtgggctgtc actaggaatt 2220 
tttattccca gtccgtcagg aattttgtag aagggcttca tgtgctggta ccaataggac 2280 
aggaagattt taatcagctt tactatctat gtttttttat ggaaactgtg tgtatgtata 2340 
catacatttt ccaaaaagaa aaattaaatg attatagaga ttatgttttt cagact 2396 



<210> 11565 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 11565 

Met Thr Cys Trp Leu Arg Gly Val Thr Ala Thr Phe Gly Arg Pro Ala 

15 10 15 

Glu Trp Pro Gly Tyr Leu Ser His Leu Cys Gly Arg Ser Ala Ala Met 

20 25 30 

Asp Leu Gly Pro Met Arg Lys Ser Tyr Arg Gly Asp Arg Glu Ala Phe 

35 40 45 

Glu Glu Thr His Leu Thr Ser Leu Asp Pro Val Lys Gin Phe Ala Ala 
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50 










55 








60 










Trp 


Phe 


Glu 


Glu 


Ala 


Va 1 


Gin 


Cys Pro 


Asp 


1 le 


Gly 


Glu 


A 1 — . 

Ala 


A 

Asn 


A 1 ^ 

Ala 


65 










70 








75 










80 


Met 


Cys 


Leu 


Ala 


Thr 
85 


Cys 


Thr 


Arg Asp 


G 1 y 
90 


Lys 


Pro 


Ser 


A 1 — . 

Ala 


A 

Arg 
95 


Met 


Leu 


Leu 


Leu 


Lys 
100 


Gly 


Phe 


Gly 


Lys Asp 
105 


Gly 


Phe 


Arg 


Phe 


Phe 
110 


Thr 


A . ^ 

Asn 


Phe 


Glu 


Ser 
115 


Arg 


Lys 


Gly 


Lys 


Glu Leu 
120 


Asp 


Ser 


Asn 


Pro 
125 


Phe 


A 1 _ 

Ala 


Ser 


Leu 


Val 
130 


Phe 


Tyr 


Trp 


Glu 


Pro 
135 


Leu Asn 


A 

Arg 


Gin 


Va 1 
140 


Arg 


Val 


Glu 


Gly 


Pro 


Val 


Lys 


Lys 


Leu 


Pro 


Glu 


Glu Glu 


Ala 


Glu 


Cys 


Tyr 


Phe 


His 


Ser 


145 










150 








155 










160 


Arg 


Pro 


Lys 


Ser 


Ser 
165 


Gin 


1 le 


Gly Ala 


Val 
170 


Val 


Ser 


His 


Gin 


Ser 
175 


Ser 


Val 


1 le 


Pro 


Asp 
180 


Arg 


Glu 


Tyr 


Leu Arg 
185 


Lys 


Lys 


Asn 


/\ 1 
Glu 


Glu 
190 


Leu 


/^ 1 

Glu 


Gin 


Leu 


Tyr 
195 


Gin 


Asp 


Gin 


Glu 


Val Pro 
200 


Lys 


Pro 


Lys 


Ser 
205 


Trp 


Gly 


Gly 


Tyr 


Val 
210 


Leu 


Tyr 


Pro 


Gin 


Val 
215 


Met Glu 


Phe 


Trp 


Gin 
220 


Gly 


Gin 


Thr 


Asn 


Arg 


Leu 


His 


Asp 


Arg 


1 le 


Val 


Phe Arg 


Arg 


Gly 


Leu 


Pro 


Thr 


Gly 


Asp 


225 










230 








235 










240 


Ser 


Pro 


Leu 


Gly 


Pro 
245 


Met 


Thr 


His Arg 


Gly 
250 


Glu 


Glu 


Asp 


Trp 


Leu 
255 


Tyr 


Glu 


Arg 


Leu 


Ala 
260 


Pro 























<210> 11566 
<211> 2315 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (196). . (1488) 
<400> 11566 

agagcatcoc cggagcatct taagagctga 
gcaggaggcg tccgctggat accttccccc 
otcggtactg accgagggtt cccagagctg 
gcctctgatt acgacatggc tgagatcacc 
gtggtggccg gcctcatcgg ggcctctgtg 
gtctggtcat gctgccacca gcaggcagag 
attoaoatgc toaaaggoat cagcatatac 
atcaaagtgo ggagagacaa agatggtcct 
gtggacgcag cagaggctgg cctgctaagc 



gcgcagctga caactagggg ccggaccgtc 60 
ttccctgacc tagagctcta cagctgctgc 120 
tctcaccatt gcaaaaacgt tatagcaaca 180 
aatatccgac ctagctttga tgtgtcaccg 240 
ctggtggtgt gtgtctcggt gaccgtcttt 300 
aagaagcaca agagcccacc atacaagttt 360 
ccagagaccc tcagcaacaa gaagaaaatc 420 
gggagggaag gtggacgtag gaacctgttg 480 
Ggagacaaag atcccagggg gcctagctct 540 
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ggatcttgta tagaccaatt acccatcaaa 
attacaagcc tgacccctgg ggagagcaaa 
gtcatgctag gatccctcac cttctcagtg 
gtgacaatcc aggaggccca cgggctgcca 
ccctacatca aaatgaccat ccttcctgac 
cggaagaccc tggaccctgt gtttgacgag 
cagctgcagg acctggtgct gcacttcctt 
gatgtcattg gcgaggtcat ggtgccactg 
caactgacca gggacatcat caaaaggaat 
caggtgtctc tgtcatatca gcctgtggca 
agacacttgc cgaagatgga tatcaccggt 
gtctactacg gcagaaagcg cattgccaag 
aaccccatct tcaatgaatc tttcatctac 
agcatcgagt tcctcgttat cgacttcgat 
ctgatcctgg gggcacacag tgtcacagcc 
gagagccccc gcaagcctgt ggccaagtgg 
tctctcctct aatccccggg ggccaagctg 
gagaagtgga ctccaaacct cattttagtt 
cacaaagaac accctatatg accacagctg 
ttctgctttg caaggcgcta gaatctttta 
cgctcttgtt gcccgggctg gagtgcaatg 
ctccaggttc aagtgattct cctccctcag 
acgagcatgc ccggctaatt ttttgtattt 
aggctggtct cgaattccag acctcaggtg 
ggattacagg tgcgagccac cgtgcccggc 
tgggggacaa aagagaggga aagaccccta 
cttgcatgtc taatacaaac tgaagaaatt 
ttaatccatg gaaattgtgt tttgtgctga 
tctttttatt gggcttctct ggagaatttc 
ttgctcttat aaaacctcat gttttcatca 



atggactatg gggaagaact aaggagccct 600 
accacctctc catcatctcc agaggaggat 660 
gactataact tcccgaaaaa agccctggtg 720 
gtgatggatg accagaccca gggatctgac 780 
aaacggcatc gggtgaagac cagagtgctg 840 
accttcacct tctatggcat cccctacagc 900 
gtcctcagct ttgaccgctt ctctcgggat 960 
gcaggggcgg accccagcac aggcaaggta 1020 
atccagaagt gcatcagcag aggggagctc 1080 
cagagaatga cagtggtggt cctcaaagcc 1140 
ctctcaggta atccttatgt caaggtgaac 1200 
aagaaaaccc atgtgaagaa gtgcactttg 1260 
gacatcccca ctgacctcct gcctgatatc 1320 
cgcaccacca agaatgaggt ggtggggagg 1380 
agtggtgctg aacactggag agaggtctgc 1440 
cacagtctga gcgagtacta atcctgttct 1500 
gggagggatg tggaggggaa aaagatgaca 1560 
gtagaagaaa atttcttaca aaacaaattc 1620 
cagatcagtt cttagcaatg atgttttttt 1680 
ttttacttta ttttttttga ggtggagttt 1740 
gtgagatctc aactcactgc aacctctgcc 1800 
cctcccaagt agctgggatt acaggcaccc 1860 
tcagtagaga tgggtttcac catgttggcc 1920 
atccacccgc ctcggcctcc caaagtgctg 1980 
ctctggtttt gttttgtttt ttttttttaa 2040 
taaatctata tataacaatg taaccatata 2100 
agcctaactg ccaatatcaa gttgcagatt 2160 
attgtatttg ctgattacct gaaattggct 2220 
tcccactccc cacctctgca gaagaaaatt 2280 
ttcct 2315 



<210> 11567 
<211> 431 
<212> PRT 



<213> Homo sapiens 




















<400> 11567 




















Met Ala Glu lie Thr 


Asn 


1 1 e Arg Pro 


Ser 


Phe 


Asp Val Ser 


Pro 


Val 


1 5 








10 








15 




Val Ala Gly Leu 1 le 


Gly 


Ala Ser 


Val 


Leu 


Val 


Val 


Cys Val 


Ser 


Val 


20 






25 








30 






Thr Val Phe Val Trp 


Ser 


Cys Cys 


His 


Gin 


Gin 


Ala 


Glu Lys Lys 


His 


35 




40 










45 






Lys Ser Pro Pro Tyr 


Lys 


Phe Me 


His 


Met 


Leu 


Lys 


Gly 1 le 


Ser 


1 le 


50 




55 








60 








Tyr Pro Glu Thr Leu 


Ser 


Asn Lys 


Lys 


Lys 


1 le 


1 le 


Lys Val 


Arg Arg 


65 


70 








75 








80 



-5065/13211- 



Ann 

Asp 


Lys 


A AM 

Asp 


\j i y 


Asp 


Ala 


Ala 


Glu 








1 AA 

100 


Pro 


Ser 


Ser 


A 1 . - 

G 1 y 






lib 




6ly 


G 1 u 


Glu 


Leu 




130 






Lys 


Thr 


Thr 


Ser 


145 








Leu 


Thr 


Phe 


Ser 


Thr 


1 le 


Gin 


Glu 








180 


6ly 


Ser 


Asp 


Pro 






i AC 

19b 




Arg 


Val 


Lys 


Thr 




210 






Glu 


Thr 


Phe 


Thr 


o o c 

225 








Va 1 


Leu 


His 


Phe 


Val 


1 le 


Gly 


Glu 








A ^ A 

260 


Gly 


Lys 


Val 


Gin 






275 




Cys 


1 le 


Ser 


Arg 




290 






Ala 


1 

Gin 


Arg 


Met 


305 








Met 


Asp 


1 le 


Thr 


Tyr 


Tyr 


Gly 


Arg 








O >l A 

340 


Cys 


Thr 


Leu 


Asn 






355 




Thr 


Asp 


Leu 


Leu 




370 






Asp 


Arg 


Thr 


Thr 


385 








His 


Ser 


Val 


Thr 


Ser 


Pro 


Arg 


Lys 



420 



Pro 


A t 

G 1 y 


Arg 


All! 

U 1 U 


OO 








Ala 


A 1 

G 1 y 


Leu 


Leu 


Ser 


Cys 


1 le 


Asp 








1 OA 

1 zO 


Arg 


Ser 


Pro 


1 le 






lob 




Pro 


Ser 


Ser 


Pro 




1 CA 

IbO 






Va 1 


Asp 


Tyr 


A . ^ 

Asn 


165 








Ala 


H 1 s 


Gly 


Leu 


Tyr 


1 le 


Lys 


Met 








o Art 

200 


Arg 


Va 1 


Leu 


A 

Arg 






215 




Phe 


Tyr 


Gly 


1 le 




230 






Leu 


Val 


Leu 


Ser 


245 








Va 1 


Met 


Val 


Pro 


Leu 


Thr 


Arg 


Asp 








280 


Gly 


Glu 


Leu 


Gin 






295 




Thr 


Val 


Val 


Val 




310 






Gly 


Leu 


Ser 


Gly 


r\ r\ r- 

325 








Lys 


Arg 


1 1 e 


A 1 ^ 

Ala 


Pro 


1 le 


Phe 


Asn 








360 


Pro 


Asp 


1 le 


Ser 






375 




Lys 


Asn 


Glu 


Val 




390 






Ala 


Ser 


Gly 


Ala 


405 








Pro 


Val 


Ala 


Lys 



A 1 X 

G ly 


A 1 . . 

Gly 


A 

Arg 


A 

Arg 




AA 

90 






Ser 


A — — 

Arg 


A ^ _ 

Asp 


Lys 


•i AC 

10b 








A 1 « 

G 1 n 


Leu 


Pro 


1 le 


Thr 


Ser 


Leu 


Thr 








140 


G 1 u 


Glu 


A _ 

Asp 


Val 






155 




Phe 


Pro 


Lys 


Lys 




1 70 






Pro 


Val 


Met 


Asp 


185 








Thr 


1 le 


Leu 


Pro 


Lys 


Thr 


Leu 


Asp 








220 


Pro 


Tyr 


Ser 


Gin 






235 




Phe 


Asp 


Arg 


Phe 




250 






Leu 


Ala 


Gly 


Ala 


265 








1 le 


1 le 


Lys 


Arg 


Val 


Ser 


Leu 


Ser 








300 


Leu 


Lys 


Ala 


Arg 






315 




Asn 


Pro 


Tyr 


Val 




330 






Lys 


Lys 


Lys 


Thr 


345 








Glu 


Ser 


Phe 


1 le 


1 le 


Glu 


Phe 


Leu 








380 


Val 


Gly 


Arg 


Leu 






395 




Glu 


His 


Trp 


Arg 




410 






Trp 


His 


Ser 


Leu 


425 









A ^ « 

Asn 


Leu 


Leu Val 






95 


Asp 


Pro 


Arg Gly 




-1 A 

110 




Lys 


Met 


Asp Tyr 


1 oc 

1 zb 






Pro 


Gly 


Glu Ser 


Met 


Leu 


Gly Ser 






160 


Ala 


Leu 


Va 1 Va 1 






1 /5 


Asp 


Gin 


Thr Gin 




190 




Asp 


Lys 


Arg His 


205 






Pro 


Va 1 


Phe Asp 


Leu 


Gin 


Asp Leu 






240 


Ser 


Arg 


Asp Asp 






255 


Asp 


Pro 


Ser Thr 




270 




Asn 


1 le 


Gin Lys 


285 






Tyr 


Gin 


Pro Val 


His 


Leu 


Pro Lys 






320 


Lys 


Val 


Asn Val 






335 


His 


Val 


Lys Lys 




350 




Tyr 


Asp 


1 1 e Pro 


365 






Val 


1 le 


Asp Phe 


1 ie 


Leu 


Gly Ala 






400 


Glu 


Val 


Cys Glu 






415 


Ser 


Glu 


Tyr 




430 





<210> 11568 
<211> 1011 
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<212> DNA 

<213> Homo sapiens 
<400> 11568 

atgtaagatg tgtgacatct tatcctgtgg 
acactcaacc aggacacaca tgctccctgc 
agtgtgcttg ctcacaaacc tctttatgcc 
taatgaaata gtaccaaata tttcataaac 
cttctttgaa agttcactat tttggaaaag 
tgtcaatgta aatgtgttat gataactata 
gaggattcta ctcttcataa gcatcttcag 
aatcagacct tgttattgga gtgagttgta 
agatccttat tcagagaact atttgtgcct 
aatagctgcg agttcaaaat gttgtaaggt 
ttgttttcaa aaggattttc tgctttaatc 
ttatgtcaga tgagaggatt tggccgtata 
tttttccttt gtattaaaag ccttttttaa 
gaataggttt attagcacta aatattatac 
caatcatgtt gatgaagtac cttcccctat 
agtgttagat gagatttott atggataaag 
aatgacaatc ggaaatatga caaggagaaa 



catgctgagc accgacagcc tctgaagccc 60 
tcttggggtt gacctggggt ttatggagtc 120 
aattgcactg gttatcagaa ttatgtaatt 180 
taattaaata tgactacata aaggtcactg 240 
actcaaaatt agtcactaca gaagcatttc 300 
aaaggcgagg gggaatatta taaaatctaa 360 
ctccgctgac ttcaaagaaa ctagactgga 420 
aaagaaagtc tacatggaat tccaatgggt 480 
catcacaggt agaccggcat gttttgccac 540 
cttgtttatg tttatgtatt tttttatgta 600 
agcttttacc attaattgcc ttaggoctga 660 
aactaacagc aacacctaaa aaaggaaaag 720 
aattccattt cctactatta gcaagatctg 780 
tttggttatg tacagaaaat ggaatgtgtg 840 
tgtgacatat tctttccctt tccaaatggc 900 
aaaacaatac coggaacaat tttgagtcaa 960 
ataaaccttt ttcacatctg t 1011 



<210> 11569 
<211> 2361 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1187), . (1744) 
<400> 11569 

agctgggtcg cggcgtctcg ctccggtcgg 
ctgggtcaag cccggcttcc ttttcagttc 
cccgggotgc ottottgggg ctgctocgco 
tccctgagga gacgtggaga ggaggaggga 
cgagcgtctg aagacgtcct cccgagggca 
tctacctagc gctgcaggct cctgggcgat 
ccaggccagg ggtccagagc taaattctgc 
ctaaaaagtt taaaggcaac attttatttt 
ctgtcgccca ggctggagtg cagtggcgag 
gcttcaagcg attctcagcc tcagcctccc 
acgcccggct aatttttttt tttttttctt 
gttgcccagg ctgaagtgca gtggggogct 
ttcaagcgat tctcctgcct cagcctcccg 
ctccgggcta atttttgtgt tttaagtaga 
tttcgaattc ctgacctcaa gtgatccacc 



gaggactgag gacagccccg cctccgcccc 60 
gtccatctto tagaaacgag tccccgagac 120 
tcctgaccag ccctcgtcag ccactcgaag 180 
cacggcatgg ggggagtccg ggaagggaga 240 
gaaggggccg ggggagctgg cgcagggctc 300 
tgtagcggga ccgtcacaca caactggcac 360 
ctgcaggagc ggttattgtg gcatccgttt 420 
attttaattt ttttgagaca agatctgcct 480 
atctcagctc actgcaacct gtgcctcccg 540 
gagtagctgg gattgoaggo gcGcggcaco 600 
tttgttttgt ttgagactca gtotogotct 660 
ctoggctcao tgcaacctct gcctcccagg 720 
agtagctggg attacaggag cgtgccacca 780 
gatggggttt caccatgttg gtcaggcaga 840 
cgcctcggcc tttatttact tatttttttt 900 
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taatagacac ggggtcatgt tgccagccat gttgcccagg ctggtcgtga actcctgggc 960 
tcaagtgatc ctcccgcctt gcccttggcc ttccaagtgc taggattaca ggcgtgagcc 1020 
accaacaccc tgcctgaggc aacattttaa acttggtgta tgttgaaaat ttcaaaaccc 1080 
ctcagctgtc ctgcatcctc atttaggttc ctgcttggct cgagtttgag tttacagccc 1140 
ctgcaagtaa atccaagagc ctgttacaga ttggcggtcg tgccttatga aatctgactt 1200 
ctacttccag aaatcagagc ctcattccct tagtagtgaa gcattgatga ggagagcagt 1260 
gtctttggta acagatagca cctctacctt tctctctcag accacatatg cgttgattga 1320 
agctattact gaatatacta aggctgttta taccttaact tctctttacc gacaatatac 1380 
aagtttactt gggaaaatga attcagagga ggaagatgaa gtgtggcagg tgatcatagg 1440 
agccagagct gagatgactt caaaacacca agagtacttg aagctggaaa ccacttggat 1500 
gactgcagtt ggtctttcag agatggcagc agaagctgca tatcaaactg gcgcagatca 1560 
ggcctctata accgccagga atcacattca gctggtgaaa ctgcaggtgg aagaggtgca 1620 
Gcagctctcc cggaaagcag aaaccaagct ggcagaagca cagatagaag agctccgtca 1680 
gaaaacacag gaggaagggg aggagcgggc tgagtcggag caggaggcct acctgcgtga 1740 
ggattgaggg cctgagcaca ctgccctgtc tccccactca gtggggaaag caggggcaga 1800 
tgccaccctg cccagggttg gcatgactgt ctgtgcaccg agaagaggcg gcaggtcctg 1860 
ccctggccaa tcaggcgaga cgcctttgtg agctgtgagt gcctcctgtg gtctcaggct 1920 
tgcgctggac ctggttctta gcccttgggc actgcaccct gtttaacatt tcaccccact 1980 
ctgtacagct gctcttaccc atttttttta cctcacaccc aaagcatttt gcctacctgg 2040 
gtcagagaga ggagtccttt ttgtcatgcc cttaagttca gcaactgttt aacctgtttt 2100 
cagtcttatt tacgtcgtca aaaatgattt agtacttgtt ccctctgttg ggatgccagt 2160 
tgtggcaggg ggaggggaac ctgtccagtt tgtacgattt ctttgtatgt atttctgatg 2220 
tgttctctga tctgccccca ctgtcctgtg aggacagctg aggccaagga gtgaaaaacc 2280 
tattactact aagagaaggg gtgcagagtg tttacctggt gctctcaaca ggacttaaca 2340 
tcaacaggac ttaacacagg c 2361 



<210> 11570 
<211> 186 
<212> PRT 

<213> Homo sapiens 



<400> 11570 



Met 


Lys 


Ser 


Asp 


Phe 


Tyr 


Phe 


Gin 


Lys 


Ser 


Glu 


Pro 


His 


Ser 


Leu 


Ser 


1 








5 










10 










15 




Ser 


Glu 


Ala 


Leu 


Met 


Arg 


Arg 


Ala 


Val 


Ser 


Leu 


Val 


Thr 


Asp 


Ser 


Thr 








20 










25 










30 






Ser 


Thr 


Phe 


Leu 


Ser 


Gin 


Thr 


Thr 


Tyr 


Ala 


Leu 


1 le 


Glu 


Ala 


1 le 


Thr 






35 










40 










45 








Glu 


Tyr 


Thr 


Lys 


Ala 


Val 


Tyr 


Thr 


Leu 


Thr 


Ser 


Leu 


Tyr 


Arg 


Gin 


Tyr 




50 










55 










60 










Thr 


Ser 


Leu 


Leu 


Gly 


Lys 


Met 


Asn 


Ser 


Glu 


Glu 


Glu 


Asp 


Glu 


Val 


Trp 


65 










70 










75 










80 


Gin 


Val 


1 le 


1 ie 


Gly 


Ala 


Arg 


Ala 


Glu 


Met 


Thr 


Ser 


Lys 


His 


Gin 


Glu 










85 










90 










95 




Tyr 


Leu 


Lys 


Leu 


Glu 


Thr 


Thr 


Trp 


Met 


Thr 


Ala 


Val 


Gly 


Leu 


Ser 


Glu 








100 










105 










110 






Met 


Ala 


Ala 


Glu 


Ala 


Ala 


Tyr 


Gin 


Thr 


Gly 


Ala 


Asp 


Gin 


Ala 


Ser 


1 le 
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115 120 125 

Thr Ala Arg Asn His Me Gin Leu Val Lys Leu Gin Val Glu Glu Val 

130 135 140 

His Gin Leu Ser Arg Lys Ala Glu Thr Lys Leu Ala Glu Ala Gin Me 
145 150 155 160 

Glu Glu Leu Arg Gin Lys Thr Gin Glu Glu Gly Glu Glu Arg Ala Glu 

165 170 175 

Ser Glu Gin Glu Ala Tyr Leu Arg Glu Asp 
180 185 



<210> 11571 
<211> 2513 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (109). , (1038) 
<400> 11571 

tttgctgagg ctgttaactt ctgcaotgtt 
gagcattato gcttgcttca tcgatattgt 
atggcttcca aggctgatgt attagatgtt 
gccattatga ttgaggatga gaaagcttta 
gattcggaaa gaatggattt tgagctgttg 
aaaactacat gcttcatgtc tgccatctcc 
ctgcatcatg taaaagaatt gtgttcctgt 
tacacgctgg atgatctcta ccctatgatg 
aacgaatggg ccttgaatgt gaatgaagct 
cttgtcagct tcaaggcttt aattgaagaa 
cttttgcgac accttcgcct agtcacacag 
cagttgctta atggcaaaag gcaaactaga 
cagttgacag tgaatgagct ocggcagttt 
ctcagtcaga caccattact aaaggatctc 
agtcagaaac tactctctga ggaaacgcct 
gtcagctttg aatttgatgt tgaacttcca 
caagcccgtt ggctagaaga ggtgcagoaa 
gatgatatga gcgtctcata gacctagggg 
aagctgtggc ccggctgcag gaactgctca 
agagtctcct caaggccagg ccacgacatt 
aaatogaagg gatcoctgca tatctgccoa 
gagccagaga ctggcttoag gatgtagagg 
tagacacact catagaactt gttacacgag 
tgccaagact ggaaacccta gtagctgagg 
cattcttgac tgagaattct coatattctc 
ttggcctttt gggattgaaa aggaagcaga 
agaaaaaaag caccaaatta gagagtctga 



gattggctgc cattaggocg acagtgtgtg 60 
gtgttttccc atgatgagat gatctgcaag 120 
gtagtggctt caactgttca gaaagacatg 180 
agagaaactg tccgtaaatt gggagtgatt 240 
ccagatgatg aacgtcagtg tgtaaaatgc 300 
tgttcttgta aacctggcct tottgtttgc 360 
cctccttata aatataaatt gcggtatagg 420 
aatgcattga agcttcgagc agaatottac 480 
ttggaggcaa agatcaacaa gaagaaaagc 540 
totgaaatga agaaattccc agacaatgat 600 
gatgcagaga agtgtgcctc tgttgcgcag 660 
tatcgatctg gtggagggaa atoooaaaat 720 
gtaacacagc tgtatgctct tccatgtgtc 780 
ttgaatcgtg tagaagattt tcaacagcat 840 
agtgctgcgg agctgcagga cttgctagat 900 
cagcttgctg agatgcgtat ccgtttggaa 960 
gcttgcctag accccagcto cottacttta 1020 
tagggctggc cccgtattca gcagtggaga 1080 
cagtgtcaga gcactgggac gacaaagcca 1 1 40 
cattgaatag ccttgctacg gcagtaaagg 1200 
atggtgcggc tctgaaagac toagtgcaga 1260 
gcctgcaggc tggaggacgt gtgccagtgt 1320 
gccgatctat cccggtacat ctgaattctt 1380 
ttcaggcttg gaaagaatgt gctgttaata 1440 
tcttagaggt gctgtgtcct cgatgtgata 1500 
gaaagttaaa ggagcccttg ccaaatggaa 1560 
gtgacctgga gagagcttta actgaaagca 1620 
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aggagactgc ttcagctatg gcaactcttg gggaagctcg cctaagggaa atggaagcct 1680 
tgcagtctct cagactcgcc aatgaaggga aattgctgtc gcctctccaa gatgtggata 1740 
taaaaatctg cctatgtcag aaggccccag ctgcccctat gattcaatgt gaactctgca 1800 
gggatgcttt ccacaccagt tgtgtggcgg tacccagtat ttcacagggc ctgcgaatct 1860 
ggctttgtcc ccattgtcgg aggtcagaga aacctccatt agagaaaatt ctgcccctgc 1920 
tcgcctccct tcagcgtatc cgagttcgcc ttcctgaggg agatgcactt cgatatatga 1980 
ttgaaagaac cgtgaactgg cagcacagag cccagcaact gctttcgtca gggaatctta 2040 
aatttgtgca agatcgagtg ggctcaggac tgttatatag cagatggcaa gcctcagcag 2100 
gacaggtgtc agacacaaac aaggtatctc aacctcctgg cacaacatca ttttctttgc 2160 
ctgatgactg ggacaacaga acctcatatt tgcactcccc cttctcaact ggacgaagtt 2220 
gtatccccct ccatggtgtt agtccagaag tgaatgaact attgatggaa gcccagctgc 2280 
tccaggtatc ccttcctgaa attcaggaac tttaccagac tttacttgca aagccaagcc 2340 
ctgctcagca gactgaccga agctcaccag tgagacccag cagtgagaag aatgactgtt 2400 
gccgagggaa gcgagatgga attaacagtc ttgagagaaa actgaagaga cgcctggaaa 2460 
gagagggcct ctccagtgag cggtgggaac gagttaagaa aatgcggacc ccc 2513 



<210> 11572 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 11572 



Met 


1 le 


Cys 


Lys 


Met 


Ala 


Ser 


Lys 


Ala 


Asp 


Val 


Leu 


Asp 


Val 


Val Val 


1 








5 










10 










15 


Ala 


Ser 


Thr 


Val 


Gin 


Lys 


Asp 


Met 


Ala 


1 le 


Met 


1 le 


Glu 


Asp 


Glu Lys 








20 










25 










30 




Ala 


Leu 


Arg 


Glu 


Thr 


Val 


Arg 


Lys 


Leu 


Gly 


Val 


1 le 


Asp 


Ser 


Glu Arg 






35 










40 










45 






Met 


Asp 


Phe 


Glu 


Leu 


Leu 


Pro 


Asp 


Asp 


Glu 


Arg 


Gin 


Cys 


Val 


Lys Cys 




50 










55 










60 








Lys 


Thr 


Thr 


Cys 


Phe 


Met 


Ser 


Ala 


1 le 


Ser 


Cys 


Ser 


Cys 


Lys 


Pro Gly 


65 










70 










75 








80 


Leu 


Leu 


Val 


Cys 


Leu 


His 


His 


Val 


Lys 


Glu 


Leu 


Cys 


Ser 


Cys 


Pro Pro 










85 










90 










95 


Tyr 


Lys 


Tyr 


Lys 


Leu 


Arg 


Tyr 


Arg 


Tyr 


Thr 


Leu 


Asp 


Asp 


Leu 


Tyr Pro 








100 










105 










110 




Met 


Met 


Asn 


Ala 


Leu 


Lys 


Leu 


Arg 


Ala 


Glu 


Ser 


Tyr 


Asn 


Glu 


Trp Ala 






115 










120 










125 






Leu 


Asn 


Val 


Asn 


Glu 


Ala 


Leu 


Glu 


Ala 


Lys 


1 le 


Asn 


Lys 


Lys 


Lys Ser 




130 










135 










140 








Leu 


Val 


Ser 


Phe 


Lys 


Ala 


Leu 


1 le 


Glu 


Glu 


Ser 


Glu 


Met 


Lys 


Lys Phe 


145 










150 










155 








160 


Pro 


Asp Asn 


Asp 


Leu 


Leu 


Arg 


His 


Leu 


Arg 


Leu 


Val 


Thr 


Gin 


Asp Ala 










165 










170 










175 


Glu 


Lys Cys 


Ala 


Ser 


Val 


Ala 


Gin 


Gin 


Leu 


Leu 


Asn 


Gly 


Lys 


Arg Gin 








180 










185 










190 




Thr 


Arg Tyr 


Arg 


Ser 


Gly 


Gly 


Gly 


Lys 


Ser 


Gin 


Asn 


Gin 


Leu 


Thr Val 
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1 QC^ 
1 ifO 










ZUU 








205 






A ^ 

Asn 


u 1 u 


Leu 


Arg 


u 1 n 


rhe 


Va 1 


Tint,- O 1 v% 

1 nr bin 


Leu 


Tyr 


Ala 


Leu 


Pro Cys Val 














ZlD 








220 








Leu 


Ser 


u 1 n 


1 nr 


Pro 


Leu 


1 All 

Leu 


Lys Asp 


Leu 


Leu 


Asn Arg 


I/a I 

Va 1 


1 ■ ■ A Ai«. 

ulU Asp 


ZZO 


















Zoo 








240 


Pne 


/\ 1 

Gin 


G 1 n 


His 


Ser 


Gin 


Lys 


Leu Leu 


Ser 


1 

Glu 


Glu 


Thr 


Pro 


Ser Ala 










245 








250 










255 


Ala 


Glu 


Leu 


Gin 


Asp 


Leu 


Leu 


Asp Val 


Ser 


Phe 


Glu 


Phe 


Asp 


Val Glu 








260 








265 










270 




Leu 


Pro 


Gin 


Leu 


Ala 


Glu 


Met 


Arg 1 1 e 


Arg 


Leu 


Glu 


Gin 


Ala 


Arg Trp 






275 










280 








285 






Leu 


Glu 


Glu 


Val 


Gin 


Gin 


Ala 


Cys Leu 


Asp 


Pro 


Ser 


Ser 


Leu 


Thr Leu 




290 










295 








300 








Asp 


Asp 


Met 


Ser 


Val 


Ser 


















305 










310 



















<210> 11573 
<211> 2844 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (280). . (1836) 
<400> 11573 

gtccctcaca ccgagagttc ctgcgcgtgg ggagttggag agtttgcgtg gcgggaacgc 60 
ggoggcagtg agagogagcg gcgccggccc ttgcgtcogg tgcggcgatg otgaoocogg 120 
cgttcgacct cagccaggat ccggacttcc tgactatogc catccgcgtg ccctacgccc 180 
gggtctccga gttcgacgtc tacttcgagg ggtctgaott caagttctac gccaagcoat 240 
actttctcag attaaccctt cctggaagaa ttgtagaaaa tggaagtgag caagggtcct 300 
atgatgcaga taaaggaatt tttaocattc gcctgcccaa aaacccotgg coagcatttt 360 
gaggggctga acatgttaac tgotcttotg gcacoaagaa aatccaggac agcaaaacca 420 
cttgtggaag aaataggtgc ttctgagatt cctgaggaag tagttgacga tgaagagttt 480 
gattgggaaa ttgagcagac accctgtgaa gaggtatcag aaagtgcttt gaatccgcag 540 
tgcoactatg gatttggaaa cttacgatca ggagtgttgc aacggttaca ggatgaactg 600 
agtgatgtta ttgatattaa ggatccagat ttcacccctg cagctgaacg aagacagaag 660 
cgcctggccg ctgagctggc caagtttgat cctgatcatt atctagctga cttttttgaa 720 
gatgaggoga ttgaacagat tttgaagtat aatcottggt ggaotgacaa atattcaaaa 780 
atgatggcct ttttggaaaa gagtcaggaa caagaaaatc atgctacatt agtgtctttt 840 
tctgaagaag agaagtatca gctacgaaaa tttgtcaata aatcttatct gctggacaag 900 
agagcctgtc gtcaagtgtg ctacagtttg attgatatcc ttctggcata ttgctatgaa 960 
acccgtgtca ctgaaggaga gaagaatgtt gaatctgcat ggaatatcag gaaactgagt 1020 
ccaacactat gctggtttga gaottggact aacgttcatg atatcatggt gtcttttgga 1080 
agaagggtgt tgtgttaccc actctatcgc catttcaagc tggtgatgaa ggcctacagg 1140 
gacactataa agatattgca actgggtaaa agtgcagttt taaagtgtct cctggatatt 1200 
cacaaaattt ttcaggaaaa tgacccagog tacatactga atgatotcta catotcagac 1260 
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tactgtgtgt ggattcagaa agtcaaatcc 
aaggaagtct cccttacaaa ggcccagctg 
gcactgcttg tccaggagga agaaactgca 
cagacacttt gctccagctc tgaggcaagt 
tctggaaacg aagactcagg ctcagattca 
gagacagtca gttctttgca aggtcccttt 
gatggtggag tacgcagaaa cacagccatc 
cttgcctctt cctggcctct tggagtgtct 
ctgaagacta cagttcaggt ttctgaaccc 
attcaggaga gagacggctg tcagacacca 
tgttgagaaa tatggtagat tgggtttcat 
tgtaattttt cttagtatat agtcagccca 
caaccaactg cagatcaaaa atattgaaga 
acttttttct tgttattatt ctctaaataa 
acattgtatt gggtaatata agtaatctag 
gtaggttata tgcaaatact gcaccatttt 
agtatcctca ggagtcctgg aaccaacccc 
gtttttcaac caatgaatgt ttataccttt 
gttcaaaagt atttttacca aagtgtagct 
tgcccgtgtc tccagaatgt agagcccatc 
acccaataaa ctgcacgtat caaaagtgta 
aaactatcac cacaactgaa gtgaggaacg 
tgttattagt ttgcatgtcc tagaattcta 
tttttggtca ggcatatttt actcagtata 
tgtgtcacga gtttttgttt ttatgttttt 
ttgttcattg acctctcgat ggacacctgg 
aagctgttat gaacatttgt gtac 



aaaaagttgg cagctcttgc agaagcctta 1320 
gggttagaac tggaagaact agaagcagca 1380 
ttaaaagcag cccattcagt ttctgggcag 1440 
gattcggagg actcagacag cagcgtgtca 1500 
gaacaagatg aactcaaaga tagtccatct 1560 
cttgaagaaa gcagtgcctt tcttattgct 1620 
caggagtctg atgccagtca gggaaagcca 1680 
gggcctctga tagaggagct tggggaacaa 1740 
aagggcacca ctgctgtaaa ccgcagcaat 1800 
aataattgac tcttaggtgg ttttattcat 1860 
ttaccgaatg agaattcttc attttcactt 1920 
ctgtatttgt gtgttccaca tctgtggatt 1980 
aaaaatcgca tctgtaccaa acatgtacag 2040 
tacagtatga caactatttc cacagcattt 2100 
tgatgattta aactgtgcag gaggatgtgg 2160 
ttatcagggg cttgagcatc tgaggatttt 2220 
ccacagatac ggggacaact ttatgacatt 2280 
tgttttcctt gccgcgactg tgaagataaa 2340 
aatatttcaa gctgaaaata atagttctac 2400 
aatattttta ttttaggagg tgtacttgac 2460 
caatgtgttg gcgtatgtat accctgcgta 2520 
gacccatcat tcccaagtgc ccttgtgccc 2580 
tgtaaattga atcatacaat atgtatccct 2640 
gttattttga gattcatcca tgtggtagca 2700 
cattgctgag tactgcttca ttgaatagat 2760 
gttgtttcca gtttggggct gttataaata 2820 

2844 



<210> 11574 
<211> 519 
<212> PRT 

<213> Homo sapiens 



<400> 11574 



Met 


Glu 


Val 


Ser 


Lys 


Gly 


Pro 


Met 


1 








5 








Phe 


Ala 


Cys 


Pro 


Lys 


Thr 


Pro 


Gly 








20 










Leu 


Thr 


Ala 


Leu 


Leu 


Ala 


Pro 


Arg 






35 










40 


Val 


Glu 


Glu 


1 le 


Gly 


Ala 


Ser 


Glu 




50 










55 




Glu 


Glu 


Phe 


Asp 


Trp 


Glu 


1 le 


Glu 


65 










70 






Glu 


Ser 


Ala 


Leu 


Asn 


Pro 


Gin 


Cys 










85 








Ser 


Gly 


Val 


Leu 


Gin 


Arg 


Leu 


Gin 



Met 


Gin 


1 le 


Lys 


Glu 


Phe 


Leu 


Pro 




10 










15 




Gin 


His 


Phe 


Glu 


Gly 


Leu 


Asn 


Met 


25 










30 






Lys 


Ser 


Arg 


Thr 


Ala 


Lys 


Pro 


Leu 










45 








1 le 


Pro 


Glu 


Glu 


Val 


Val 


Asp 


Asp 








60 










Gin 


Thr 


Pro 


Cys 


Glu 


Glu 


Val 


Ser 






75 










80 


His 


Tyr 


Gly 


Phe 


Gly 


Asn 


Leu 


Arg 




90 










95 




Asp 


Glu 


Leu 


Ser 


Asp 


Val 


1 le 


Asp 
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1 nn 










1 

1 Ub 










110 






1 1 6 


Lys 


Asp 


Db»A 

rro 


Asp 


rne 


\ nr 


rro 


A 1 ^ 

A 1 a 


A 1 

A 1 a 


1 1 1 

G 1 U 


Arg Arg Gin 


Lys 


Arg 






1 1 o 










1 on 
1 zu 










125 








Leu 


A 1 ^ 

A 1 a 


A 1 a 


G 1 U 


Leu 


A 1 A 

A 1 a 


Lys 


rne 


A A.ni 

Asp 


Pro 


Asp 


His 


Tyr Leu 


A 1 A 

A 1 a 


Asp 




1 oU 










1 ob 










140 










rrie 


rrie 


u 1 u 


Asp 


G 1 U 


A 1 4 

A 1 a 


1 1 e 


G 1 U 


G 1 n 


1 1 e 


Leu 


Lys Tyr Asn 


rro 


irp 


1 y| K 
1 40 










1 bO 










1 bb 










i CA 
1 DO 


Irp 


1 nr 


A An 

Asp 


1 A 

Lys 


Tyr 


Ser 


1 ». A 

Lys 


Ma4- 

Me t 


Ma-I- 

met 


A 1 A 

A 1 a 


DU A 

rhe 


Leu 


Glu 


Lys 


O A.^ 

Ser 


G 1 n 










1 bo 










1 in 
1 /U 










1 /b 




u 1 U 


u 1 n 


u 1 U 


A A»-t 

Asn 


U I A 

H 1 S 


A 1 A 

A 1 a 


1 nr 


1 Al * 

Leu 


\/a I 

Va 1 


Ser 


DU A 

rhe 


Ser 


Glu 


Glu 


G 1 U 


1 *#A 

Lys 








1 OCX 

1 oO 










1 ob 










190 






Tyr 


u 1 n 


1 Al t 

Leu 


Arg 


Lys 


rne 


\/a I 

Va 1 


A A 

Asn 


1 »#A 

Lys 


C A»- 

Ser 


Tyr 


Leu 


Leu 


Asp 


1 »*A 

Lys 


Arg 






1 9o 










ZOO 










205 








A 1 A 

A 1 a 


Cys 


Arg 


G 1 n 


I/a I 

Va 1 


Cys 


Tyr 


Ser 


1 Al • 

Leu 


1 1 A 

1 1 e 


A A*% 

Asp 


1 le 


Leu 


Leu 


A 1 A 

A 1 a 


Tyr 




ZIU 










zl b 










220 










Cys 


Tyr 


U 1 U 


1 nr 


Arg 


V/a I 

Va 1 


1 nr 


Glu 


G 1 y 


G 1 U 


1 »#A 

Lys 


Asn 


Val 


Glu 


Ser 


A 1 A 

Ala 


zzo 










ZoO 










ooc 
z3b 










O >l A 

z40 


Trp 


Asn 


1 1 ^ 

1 le 


A 

Arg 


1 * * A 

Lys 


1 Al ■ 

Leu 


O A^ 

Ser 


Pro 


Ihr 


1 Al • 

Leu 


Cys 


Trp 


Phe 


Glu 


Ihr 


Trp 










Z4b 










OCA 

Zbo 










occ 
Zbb 




Ihr 


A AH 

Asn 


l#A 1 

Va 1 


u ; A 

H 1 S 


A AM 

Asp 


1 1 A 

1 le 


ftl a4- 

Met 


\/a I 

Va 1 


O A ^ 

Ser 


Phe 


G 1 y 


Arg Arg Val 


1 Al . 

Leu 


Cys 








zoO 










zob 










270 






Tyr 


Pro 


Leu 


Tyr 


Arg 


u : A 

H 1 S 


Phe 


1 m . A 

Lys 


1 A. . 

Leu 


\/a I 

Va 1 


Met 


Lys 


Ala 


Tyr 


Arg 


A AM 

Asp 






z/o 










zoO 










285 








Thr 


1 le 


Lys 


1 ie 


Leu 


G 1 n 


Leu 


Gly 


Lys 


Ser 


Ala 


Val 


Leu 


Lys 


Cys 


Leu 




290 










z9b 










300 










Leu 


Asp 


1 1 e 


Hi s 


Lys 


1 1 e 


Phe 


G 1 n 


Glu 


Asn 


Asp 


Pro 


Ala 


Tyr 


1 le 


1 ^ . . 
Leu 


30b 










310 










O -1 IT 

3 lb 










o or* 

320 


Asn 


Asp 


Leu 


Tyr 


1 1 e 


C A^ 

Ser 


Asp 


Tyr 


Cys 


Va 1 


Trp 


1 le 


Gin 


Lys 


Va 1 


1 ... 
Lys 










3zb 










330 










33b 




Ser 


Lys 


1 A 

Lys 


1 A. . 

Leu 


A 1 A 

A 1 a 


A 1 A 

Ala 


1 A. . 

Leu 


A 1 A 

Ala 


G 1 u 


A 1 A 

Ala 


1 A. . 

Leu 


Lys 


Glu 


Val 


O A»> 

Ser 


Leu 








340 










34b 










350 






Inr 


Lys 


A 1 A 

Ala 


G 1 n 


1 Al • 

Leu 


G 1 y 


1 Al ■ 

Leu 


Glu 


1 Al • 

Leu 


Glu 


Glu 


Leu 


Glu 


Ala 


A 1 A 

Ala 


A 1 A 

Ala 






oob 










OCA 

obO 










365 








Leu 


1 Ai • 
Leu 


Va 1 


G 1 n 


G 1 U 


G 1 U 


G 1 U 


1 hr 


A 1 A 

A 1 a 


1 A. • 

Leu 


Lys 


Ala 


Ala 


His 


Ser 


I/a 1 

Va 1 




o/O 










3/b 










380 










ber 


G 1 y 


G 1 n 


G 1 n 


Ihr 


1 Al • 

Leu 


Cys 


Caw 

Ser 


Ser 


O A 1^ 

Ser 


G 1 u 


Ala Ser Asp 


Ser 


Glu 


OOO 










oyo 










one 










>l AA 

400 


Asp 


Ser 


A An 

Asp 


C A^ 

Ser 


C A^ 

Ser 


v/a I 

Va 1 


O Al^ 

Ser 


O A^ 

Ser 


Gly 


A A» 

Asn 


u 1 U 


Asp 


Ser Gly 


O A.^ 

Ser 


A An 

Asp 




















yl1 A 










y| 1 C 
4 1 b 




Ser 


Glu 


Gin 


Asp 


Glu 


Leu 


Lys 


Asp 


Ser 


Pro 


Ser 


Glu 


Thr 


Val 


Ser 


Ser 








420 










425 










430 






Leu 


Gin 


Gly 


Pro 


Phe 


Leu 


Glu 


Glu 


Ser 


Ser 


Ala 


Phe 


Leu 


1 le 


Ala 


Asp 






435 










440 










445 








Gly 


Gly 


Val 


Arg 


Arg 


Asn 


Thr 


Ala 


1 le 


Gin 


Glu 


Ser Asp Ala 


Ser 


Gin 




450 










455 










460 










Gly 


Lys 


Pro 


Leu 


Ala 


Ser 


Ser 


Trp 


Pro 


Leu 


Gly 


Val 


Ser Gly 


Pro 


Leu 


465 










470 










475 










480 


1 le 


Glu 


Glu 


Leu 


Gly 


Glu 


Gin 


Leu 


Lys 


Thr 


Thr 


Val 


Gin 


Val 


Ser 


Glu 
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485 490 495 

Pro Lys Gly Thr Thr Ala Val Asn Arg Ser Asn Me Gin Glu Arg Asp 

500 505 510 

Gly Cys Gin Thr Pro Asn Asn 
515 



<210> 11575 
<211> 2232 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (412). . (1104) 



<400> 11575 

gaaattgcac aottaaagac atcagtggat gaaatcacaa gtgggaaagg aaagctgact 60 
gataaagaga gacagagact tttggagaaa attogagtcc ttgaggctga gaaggagaag 120 
aatgcttatc aactcacaga gaaggacaaa gaaatacagc gactgagaga ccaactgaag 180 
gccagatata gtactaccgc attgottgaa cagctggaag agacaacgag agaaggagaa 240 
aggagggagc aggtgttgaa agccttatct gaagagaaag acgtattgaa acaacagttg 300 
tctgctgcaa cctcacgaat tgctgaactt gaaagcaaaa ccaatacact ccgtttatca 360 
cagactgtgg ctccaaactg cttcaactca tcaataaata atattcatga aatggaaata 420 
cagotgaaag atgctctgga gaaaaatcag cagtggctcg tgtatgatca gcagcgggaa 480 
gtctatgtaa aaggaotttt agcaaagatc tttgagttgg aaaagaaaac ggaaacagct 540 
gctcattcac toccacagca gaoaaaaaag cctgaatcag aaggttatct tcaagaagag 600 
aagcagaaat gttacaacga tctcttggca agtgcaaaaa aagatcttga ggttgaacga 660 
caaacoataa ctcagotgag ttttgaactg agtgaattto gaagaaaata tgaagaaacc 720 
caaaaagaag ttcacaattt aaatcagctg ttgtattcac aaagaagggc agatgtgcaa 780 
catctggaag atgataggca taaaacagag aagatacaaa aactcaggga agagaatgat 840 
attgctaggg gaaaaottga agaagagaag aagagatccg aagagctctt atctcaggtc 900 
cagtctcttt acacatctct gotaaagcag caagaagaao aaacaagggt agctctgttg 960 
gaacaacaga tgcaggcatg tactttagac tttgaaaatg aaaaactcga ccgtcaacat 1020 
gtgcagcatc aattgcatgt aattcttaag gagctccgaa aagcaagaaa aaataacaca 1080 
gttggaatcc ttgaaacagc ttoatgagtt tgocatcaca gagccattag toaotttcca 1140 
aggagagact gaaaaoagag aaaaagttgc cgcctoacca aaaagtccca ctgctgcact 1200 
caatggaagc ctggtggaat gtcccaagtg caatatacag tatccagoca ctgagcatog 1260 
cgatctgott gtccatgtgg aatactgttc aaagtagcaa aataagtatt tgttttgata 1320 
ttaaaagatt caatactgta ttttctgtta gottgtgggo attttgaatt atatatttca 1380 
cattttgcat aaaactgcct atctaccttt gacactccag oatgctagtg aatcatgtat 1440 
cttttaggct gctgtgcatt tctcttggca gtgatacctc cctgacatgg ttcatcatca 1500 
ggctgcaatg acagaatgtg gtgagcagcg tctactgaga tactaacatt ttgcactgtc 1560 
aaaatacttg gtgaggaaaa gatagctcag gttattgcta atgggttaat gcaccagcaa 1620 
gcaaaatatt ttatgtttcg ggggttttga aaaatcaaag ataattaacc aaggatctta 1680 
actgtgttcg cattttttat ccaagcactt agaaaaccta caatcctaat tttgatgtcc 1740 
attgttaaga ggtggtgata gatactattt ttttttcata ttgtatagcg gttattagaa 1800 
aagttgggga ttttcttgat ctttattgct gcttaccatt gaaacttaac ccagctgtgt 1860 
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tccccaactc tgttctgcgc acgaaacagt 
cacacaatgt tttctcttat gttatctggc 
ttctgcttag ctaaaattgt taaaataaac 
attgacagta ttttagttat ttttggcatt 
tttgtttgtc tgaacaggta tttttataca 
tcttcaggtt ttctaacatg cttaccactg 
atttaatgtt tt 



atctgtttga ggcataatct taagtggcca 1920 
agtaactgta acttgaatta cattagcaca 1980 
tttaataaac ccatgtagcc ctctcatttg 2040 
cttaaagctg ggcaatgtaa tgatcagatc 2100 
tgctttttgt aaaccaaaaa cttttaaatt 2160 
ggctactgta aatgagaaaa gaataaaatt 2220 

2232 



<210> 11576 
<211> 231 
<212> PRT 

<213> Homo sapiens 
<400> 11576 

Met G I u 1 1 e G I n Leu Lys Asp A I a Leu G I u Lys Asn Gin Gin Trp Leu 

15 10 15 

Val Tyr Asp Gin Gin Arg Glu Val Tyr Val Lys Gly Leu Leu Ala Lys 
"'p 20 25 30 

% We Phe Glu Leu Glu Lys Lys Thr Glu Thr Ala Ala His Ser Leu Pro 

J! 35 40 45 

Gin Gin Thr Lys Lys Pro Glu Ser Glu Gly Tyr Leu Gin Glu Glu Lys 
Q 50 55 60 

Gin Lys Cys Tyr Asn Asp Leu Leu Ala Ser Ala Lys Lys Asp Leu Glu 
Rs 65 70 75 80 

p3 Va I G I u Arg G I n Thr 1 1 e Thr Gin Leu Ser Phe G I u Leu Ser G I u Phe 

G 85 90 95 

Arg Arg Lys Tyr Glu Glu Thr Gin Lys Glu Val His Asn Leu Asn Gin 

100 105 110 

Leu Leu Tyr Ser Gin Arg Arg Ala Asp Val Gin His Leu Glu Asp Asp 

115 120 125 

Arg His Lys Thr Glu Lys Me Gin Lys Leu Arg Glu Glu Asn Asp Me 

130 135 140 

Ala Arg Gly Lys Leu Glu Glu Glu Lys Lys Arg Ser Glu Glu Leu Leu 
145 150 155 160 

Ser Gin Val Gin Ser Leu Tyr Thr Ser Leu Leu Lys Gin Gin Glu Glu 

165 170 175 

Gin Thr Arg Val Ala Leu Leu Glu Gin Gin Met Gin Ala Cys Thr Leu 

180 185 190 

Asp Phe Glu Asn Glu Lys Leu Asp Arg Gin His Val Gin His Gin Leu 

195 200 205 

His Val Me Leu Lys Glu Leu Arg Lys Ala Arg Lys Asn Asn Thr Val 

210 215 220 

Gly Me Leu Glu Thr Ala Ser 
225 230 



<210> 11577 
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<211> 2149 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (397) . . (2067) 
<400> 11577 

caagcatgtg atgttcttgt accttcttct gatagtacat ctcaacagtt gactccatat 60 
agtcaagtcc atatttgttt gagatctggc aactatcagg aggtaataca gattttcatt 120 
gaagacaact taaccttgag tttacctgtc cagttocgac agtcagtcot aagagaactc 180 
tttaagaaag ctcaacaggg aaatgaagot ctagatgaaa tctgttttaa agtttgtgcc 240 
tgtaatacag tccgtgatat actggaaggc agaacaatta gtgttcaatt taaccagcta 300 
tttcttagac caaataaaga gaaaatagac tttcttottg aggtatgttc aagatcagta 360 
aatttagaaa aagcttcaga gtctttgaaa ggaaacatgg ctgcttttct aaagaatgtg 420 
tgtctggggt tggaagatct gcagtatgtt ttcatgattt cttcacatga gcttttcatt 480 
acattgttga aagatgaaga acgaaagcta ottgttgatc agatgaggaa gagatcccct 540 
agagtaaatc tgtgcattaa acctgtaact tcattttatg atatccoagc ttoagcaagt 600 
gtcaacattg gtcagttaga gcatcaactt atattgtcag tggatccttg gaggattaga 660 
caaattttaa ttgaattaca tggtatgact tcagagcgcc agttctggac agtgtctaat 720 
aagtgggaag taccttctgt ctatagtggt gttatcctgg gaattaaaga caatttaaca 780 
agagatttgg tttatattct tatggccaaa ggtttgcact gcagtactgt taaggacttt 840 
tcccatgcta aacagctctt tgctgcttgt ttggagttgg taacagagtt ctcaccgaag 900 
cttcgtcagg tcatgotgaa tgagatgttg ottttggata ttcatacaca ogaagctggg 960 
acagggcagg caggagagag accgccatcc gaccttataa gtagagtacg aggctatctg 1020 
gaaatgaggc ttcctgatat tcctcttcgt caagttatag ctgaggaatg tgttgccttt 1080 
atgttaaact ggagagaaaa tgaatacctt acactccaag ttcctgcatt tttgcttcag 1140 
agtaatccat atgtaaagct tggacagctt ttagcagcta catgcaaaga acttccaggc 1200 
cctaaagaaa gcagacggac tgccaaagac ctttgggaag ttgttgttca aatctgtagt 1260 
gtgtccagtc agcacaaacg aggaaatgat ggcagagtta gtttaataaa acagagggaa 1320 
tctacgttag gtatcatgta tcggagtgaa ctgctttctt ttatcaaaaa attacgagaa 1380 
ccactcgttt tgaotattat tttatcactc tttgtgaaac ttcacaatgt tcgggaggac 1440 
attgtgaatg atattacagc tgaacacatt tctatttggc catcttccat tcccaacctc 1500 
cagtctgtgg actttgaagc tgtggcaatc acagtgaaag agctagttcg atatacactc 1560 
agtataaatc caaataacca ttcttggtta attatccagg cagatattta ctttgcaacg 1620 
aatcagtatt cagcagctct toactattac ctccaggcag gagctgtgtg ttctgacttc 1680 
tttaacaagg ctgtgccccc tgatgtttat acagaccagg taataaaacg aatgataaaa 1740 
tgttgttctt tgctgaattg ccacacacag gtggctattt tatgtcagtt cctcagagaa 1800 
attgactaca aaacagogtt taaatctctg caagaacaaa acagtcatga tgctatggac 1860 
tcctactacg actacatatg ggatgttacc attttggaat acttgactta tcttcatcat 1920 
aaaagaggag aaacagataa aagacaaatt gcaatcaaag ccatcggcca gacagagttg 1980 
aatgcaagca atccagaaga agtgttaoag ctggcagcgc agagaaggaa aaaaaagttt 2040 
ctccaagcaa tggcaaaact ttacttttaa gcagttaaat ttttttaaot tttatttttt 2100 
aaacaatggg ctaaaaataa acagtattaa aaggttaagt ttatataat 2149 



<210> 11578 
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<211> 557 
<212> PRT 

<213> Homo sapiens 



<400> 11578 



iviex 


A 1 <a 

A 1 a 


A 1 o 

A 1 a 


rne 


Leu 


Lys 


Asn 


Val 


Cys 


Leu 


b 1 y 


Leu 


b 1 u 


Asp 


Leu 


b 1 n 


1 








b 










1 A 
1 0 










i C 

1 b 




Tyr 


Val 


Phe 


Met 

ZO 


1 te 


Ser 


Ser 


His 


Glu 
25 


Leu 


Phe 


1 le 


Thr 


Leu 

OA 


Leu 


Lys 


Asp 


Pill 

u 1 U 


1 1 i 

u 1 U 


Arg 


Lys 


Leu 


Leu 


Val 
40 


Asp 


u 1 n 


ivie L 


Arg 


Lys 
4b 


Arg 


ser 


rro 


Arg 


Val 
bO 


Asn 


Leu 


Cys 


1 le 


Lys 
55 


Pro 


Val 


Thr 


Ser 


Phe 

C A 


Tyr 


Asp 


1 le 


Pro 


Ala 


Ser 


Ala 


Ser 


Val 


Asn 


1 le 


Gly Gin 


Leu 


Glu 


His 


Gin 


Leu 


1 le 


Leu 


DO 










70 










/b 










OA 

80 


oer 


Va 1 


Asp 


Pro 


rrp 


Arg 


1 1 e Arg G 1 n 


1 1 e 


1 ■ 

Leu 


\ 1 e 


A 1 1 1 

b 1 U 


Leu 


M 1 S 


A 1 

b 1 y 










ob 










AA 

90 










r\ f— 




Met 


Thr 


Ser 


Glu 
100 


Arg 


Gin 


Phe 


Trp 


Thr 
105 


Val 


Ser 


Asn 


Lys 


Trp 

i i A 

no 


Glu 


Val 


Pro 


Ser 


Va 1 


Tyr 


Ser 


Gly Val 


1 le 


Leu 


A 1 %< 

G 1 y 


1 le 


Lys 


Asp 


A AM 

Asn 


1 A. . 

Leu 


Ihr 






115 










120 










125 








Arg 


Asp 
130 


Leu 


Val 


Tyr 


1 le 


Leu 
135 


Met 


Ala 


Lys 


Gly 


Leu 
140 


His 


Cys 


Ser 


Thr 


Va 1 


Lys 


Asp 


Phe 


Ser 


His 


Ala 


Lys 


Gin 


Leu 


Phe 


A 1 — 

Ala 


Ala 


Cys 


Leu 


Glu 


145 










150 










155 










1 60 


Leu 


Va 1 


1 hr 


\J t u 


rne 
165 


Ser 


Pro 


Lys 


Leu 


Arg 

^ TA 

1 70 


A 1 M 

G 1 n 


Va 1 


Met 


1 Ai • 
Leu 


A AM 

Asn 

^ — 7 f— 

1 75 


All! 

G 1 u 


Met 


1 At ■ 

Leu 


Leu 


Leu 

i OA 

1 80 


Ann 

Asp 


1 le 


His 


Thr 


His 
185 


All! 

Ci I u 


A 1 A 

A 1 a 


A 1 « . 

G 1 y 


I hr 


A 1 X 

G 1 y 

■i OA 

190 


A 1 M 

G 1 n 


A 1 A 

Ala 


u 1 y 


u 1 U 


Arg 


Pro 


Pro 


Ser Asp Leu 


1 le 


Ser 


Arg 


Va 1 


Arg 


A 1 

G 1 y 


Tyr 


1 Al ■ 

Leu 
















200 










O AC 

zOb 








1 ■ ■ 
u 1 U 


Wlet 

Z 10 


Arg 


Leu 


Pro 


Asp 


1 le 

215 


Pro 


Leu 


Arg 


A 1 ^ 

b 1 n 


Va 1 

OOA 

zzO 


1 1 e 


A 1 A 

Al a 


All! 

b 1 U 


All! 

b 1 U 


oys 


va 1 


A 1 o 

A 1 a 


rne 


wex 


Leu Asn Trp Arg 


n 1 1 1 
U 1 u 


Asn 


b 1 U 


Tyr 


Leu 


1 nr 


Leu 


225 










230 










235 










240 


Gin 


Val 


Pro 


Ala 


Phe 
245 


Leu 


Leu 


Gin 


Ser 


Asn 
250 


Pro 


Tyr 


Val 


Lys 


Leu 
255 


Gly 


Gin 


Leu 


Leu 


Ala 


Ala 


Thr Cys 


Lys 


Glu 


Leu 


Pro 


Gly 


Pro 


Lys 


Glu 


Ser 








260 










265 










270 






Arg 


Arg 


Thr 


Ala 


Lys 


Asp 


Leu 


Trp Glu 


Val 


Val 


Val 


Gin 


1 le 


Cys 


Ser 






275 










280 










285 








Val 


Ser 


Ser 


Gin 


His 


Lys Arg Gly Asn 


Asp 


Gly 


Arg 


Val 


Ser 


Leu 


1 le 




290 










295 










300 










Lys 


Gin 


Arg 


Glu 


Ser 


Thr Leu Gly 


1 le 


Met 


Tyr 


Arg 


Ser 


Glu 


Leu 


Leu 


305 










310 










315 










320 


Ser 


Phe 


i le 


Lys 


Lys 


Leu 


Arg Glu 


Pro 


Leu 


Val 


Leu 


Thr 


1 le 


i le 


Leu 










325 










330 










335 




Ser 


Leu 


Phe 


Val 


Lys 


Leu 


His 


Asn 


Val 


Arg 


Glu 


Asp 


1 le 


Val 


Asn 


Asp 
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0*fU 


















OOU 






1 1 e 


1 nr 


A 1 a 


u 1 U 


n 1 s 


I 1 e 


oer 


1 1 e 


1 rp 


rro 


oer 


oer 1 1 e 


rro 


Asn 


Leu 






oOO 










oou 
















u 1 n 


oer 


va 1 


Asp 


rne 


u t U 


A 1 ^ 

A 1 a 


va 1 


A 1 a 


1 1 e 


1 nr 


va 1 Lys 


1 1 1 
U 1 U 


Leu 


1 

va 1 




o /u 










o /o 










ooU 








Arg 


Tyr 


1 nr 


Leu 


oer 


1 1 £X 

\ \ e 


Asn 


rro 


Asn 


Asn 


n 1 s 


oer 1 rp 


Leu 


1 1 e 


1 1 e 


OOO 










oyu 










oyo 








Ann 


u 1 n 


Ala 


Asp 


1 1 ^ 
1 le 


Tyr 


rne 


A 1 A 

A 1 a 


1 nr 


Asn 


u 1 n 


Tyr 


O^w A 1 

oer A 1 a 


A 1 4 

A 1 a 


Leu 


n 1 S 










4UO 










4 1 U 








H \ o 




Tyr 


Tyr 


Leu 


u 1 n 


A t ^ 

A 1 a 


u 1 y 


A 1 

A 1 a 


va 1 


oys 


oer 


Asp 


Phe Phe 


Asn 


Lys 


A 1 o 

A 1 a 








4/U 


















4oU 






va 1 


Pro 


rro 


Asp 


va 1 


Tyr 


\ nr 


Asp 


r* i rx 

u 1 n 


va 1 


1 le 


Lys Arg 


wie L 


1 1 e 


Lys 






4oO 










44U 








445 








Cys 


Cys 


oer 


Leu 


Leu 


Asn 


Cys 


H 1 S 


1 nr 


u 1 n 


Val 


Ala 1 le 


Leu 


Cys 


u 1 n 




4bt) 










vice 
4bb 










460 








Kne 


1 ^1 ■ 

Leu 


Arg 


b 1 U 


1 1 

1 1 e 


Asp 


Tyr 


Lys 


1 nr 


A 1 ^ 

Ai a 


Phe 


Lys Ser 


Leu 


u 1 n 


u 1 u 


Acta 










A "7 A 
4 /U 










475 








yion 
4oU 


Gin 


Asn 


Ser 


His 


Asp 


Ala 


Met 


Asp 


Ser 


Tyr 


Tyr Asp Tyr 


1 1 e 


Trp 


Asp 










485 










490 








495 




Val 


Thr 


1 le 


Leu 


Glu 


Tyr 


Leu 


Thr 


Tyr 


Leu 


His 


His Lys 


Arg 


Gly 


Glu 








500 










505 








510 






Thr 


Asp 


Lys 


Arg 


Gin 


1 le 


Ala 


1 le 


Lys 


Ala 


1 le Gly Gin 


Thr 


Glu 


Leu 






515 










520 








525 








Asn 


Ala 


Ser 


Asn 


Pro 


Glu 


Glu 


Val 


Leu 


Gin 


Leu 


Ala Ala 


Gin 


Arg 


Arg 




530 










535 










540 








Lys 


Lys 


Lys 


Phe 


Leu 


Gin 


Ala 


Met 


Ala 


Lys 


Leu 


Tyr Phe 








545 










550 










555 











<210> 11579 
<211> 1507 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (149). . (1342) 

<400> 11579 
aatcctggaa caaggctaca 
ctaacggcgc ctcgtacgct 
gctggcacto ttgccttccc 
tgatttggag aatattgaca 
gcgaactgtt ttagaagaaa 
gaaagctcag aacaocaaag 
actgaaacct actgcttotg 
ttctcccaca cctgaggatg 
tgccttgctc tgcaaaatcg 



gcgtcgaaga tccccagcgc 
agtgtcctcc cttttcagtc 
cgtocctcat ggcgctgctc 
caggagttaa ttotaaagtt 
ttggaaatag agttacaacc 
ttccagttca acccaccaaa 
tcaaaccagt acagatggaa 
tctccatgaa ggaagagaat 
aggacattga taacgaagat 



tgcgggctcg gagagcagtc 60 
cgcgtccctc cctgggccgg 120 
cgacgcccga oggtgtccag 180 
aagagtcatg tgaotattag 240 
agagcagcac aagtagctaa 300 
acaacaaatg tcaacaaaca 360 
aagttggctc caaagggtcc 420 
ctctgccaag ctttttctga 480 
tgggagaacc ctcagctctg 540 
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cagtgactac gttaaggata tctatcagta 
aaacccacat ttcttagatg gaagagatat 
ttggctggta caagtccact ccaagtttag 
tggcattatg gatcgatttt tacaggttca 
tgggattact gctctgctct tggcttccaa 
agactttgtt tacatcacag acaatgctta 
tctaattttg aaagaattga aatttgagtt 
gcgagcatca aaagccgggg aggttgatgt 
ggagctgact ctcatcgact atgatatggt 
tgcttcctgc ttgtctcaga aggttctagg 
ttacacagga tacacagaga atgaagtatt 
ggtgaaagta aatgaaaact taactaaatt 
caaactcctg aagatcagca tgatccctca 
ctccccactg ataggaaggt cctaggctgc 
gccctttttc ttattggttt agaactcttg 
tgaaacctct tctcagacca gttttctaaa 
ttttctt 



tctcaggcag ctggaggttt tgcagtccat 600 
aaatggacgc atgcgtgcca tcctagtgga 660 
gcttctgcag gagactctgt acatgtgcgt 720 
gccagtttcc cggaagaagc ttcaattagt 780 
gtatgaggag atgttttctc caaatattga 840 
taccagttcc caaatccgag aaatggaaac 900 
gggtcgaccc ttgccactac acttcttaag 960 
tgaacagcac actttagcca agtatttgat 1020 
gcattatcat ccttctaagg tagcagcagc 1080 
acaaggaaaa tggaacttaa agcagcagta 1140 
ggaagtcatg cagcacatgg ccaagaatgt 1200 
catcgccatc aagaataagt atgcaagcag 1260 
gctgaactca aaagccgtca aagaccttgc 1320 
cgtggcccct ggggatgtgt gcttcattgt 1380 
attttgtaca tagtcctctg gtctatctca 1440 
catatattga ggaaaaataa agcgattggt 1500 

1507 



<210> 11580 
<211> 398 
<212> PRT , 
<213> Homo sapiens 



<400> 11580 



Met 


Ala 


Leu 


Leu 


Arg 


Arg 


Pro 


Thr 


1 








5 








Asp 


Thr 


Gly 


Val 


Asn 


Ser 


Lys 


Val 








20 










Thr 


Val 


Leu 


Glu 


Glu 


1 le 


Gly 


Asn 






35 










40 


Val 


Ala 


Lys 


Lys 


Ala 


Gin 


Asn 


Thr 




50 










55 




Thr 


Thr 


Asn 


Val 


Asn 


Lys 


Gin 


Leu 


65 










70 






Val 


Gin 


Met 


Glu 


Lys 


Leu 


Ala 


Pro 










85 








Asp 


Val 


Ser 


Met 


Lys 


Glu 


Glu 


Asn 








100 










Leu 


Leu 


Cys 


Lys 


1 le 


Glu 


Asp 


1 le 






115 










120 


Gin 


Leu 


Cys 


Ser 


Asp 


Tyr 


Val 


Lys 




130 










135 




Leu 


Glu 


Val 


Leu 


Gin 


Ser 


1 le 


Asn 


145 










150 






1 le 


Asn 


Gly 


Arg 


Met 


Arg 


Ala 


1 le 










165 








His 


Ser 


Lys 


Phe 


Arg 


Leu 


Leu 


Gin 



Val 


Ser 


Ser 


Asp 


Leu 


Glu 


Asn 


1 le 




10 










15 




Lys 


Ser 


His 


Val 


Thr 


1 le 


Arg 


Arg 


25 










30 






Arg 


Val 


Thr 


Thr 


Arg 


Ala 


Ala 


Gin 










45 








Lys 


Val 


Pro 


Val 


Gin 


Pro 


Thr 


Lys 








60 










Lys 


Pro 


Thr 


Ala 


Ser 


Val 


Lys 


Pro 






75 










80 


Lys 


Gly 


Pro 


Ser 


Pro 


Thr 


Pro 


Glu 




90 










95 




Leu 


Cys 


Gin 


Ala 


Phe 


Ser 


Asp 


Ala 


105 










110 






Asp 


Asn 


Glu 


Asp 


Trp 


Glu 


Asn 


Pro 










125 








Asp 


1 le 


Tyr 


Gin 


Tyr 


Leu 


Arg 


Gin 








140 










Pro 


His 


Phe 


Leu 


Asp 


Gly 


Arg 


Asp 






155 










160 


Leu 


Val 


Asp 


Trp 


Leu 


Val 


Gin 


Val 




170 










175 




Glu 


Thr 


Leu 


Tyr 


Met 


Cys 


Val 


Gly 
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1 PO 
1 oU 










1 p*^ 

1 oo 








190 






1 1 A 


ifie L 


Asp 


Arg 


rne 


Leu 


u 1 n 


va 1 


a 1 n 

u 1 n 


rro 


va I 


Ser Arg Lys 


Lys 


Leu 






1 aO 










200 










zuo 






u 1 n 


Leu 


va 1 


u 1 y 


1 1 e 


1 nr 


A 1 a 


Leu 


Leu 


Leu 


A 1 o 

A 1 a 


oer 


Lys Tyr 


u 1 u 


u 1 u 




91 n 

Z 1 u 










Z 1 0 










99n 
zzu 








iviex 


rne 


oer 


rro 


Asn 


1 1 e 


u 1 u 


Asp 


Phe 


va 1 


Tyr 


1 1 e 


1 nr Asp 


Asn 


A 1 o 

A 1 a 












ZoU 










Zoo 








z^u 


Tyr 


1 nr 


oer 


oer 


u 1 n 


1 1 e 


Arg 


Glu 


Met 


u 1 U 


1 nr 


Leu 


1 1 e Leu 


Lys 


u 1 U 










z^o 










ZOU 








zoo 




Leu 


Lys 


rne 


U 1 u 


Leu 


u 1 y 


Arg 


Pro 


Leu 


rro 


Leu 


His 


Phe Leu 


Arg 


Arg 








ZoU 










265 








270 






A 1 'a 

A 1 a 


oer 


Lys 


A 1 '1 

A 1 a 


u I y 


U 1 u 


va 1 


Asp Val 


\ it 
\3 \ U 


1 n 

u 1 n 


His 


Thr Leu 


A 1 '9 

A 1 a 


Lys 






z /o 










280 










285 






Tyr 


Leu 


Met 


u 1 U 


Leu 


1 nr 


1 «i ■ 
Leu 


1 1 e Asp 


Tyr 


Asp 


Met 


Val His 


Tyr 


M 1 S 














zyo 










300 








Pro 


cob- 
ber 


Lys 


\/a I 

Va 1 


A 1 a 


A 1 a 


A 1 ft 

A 1 a 


Ala 


Ser 


Cys 


Leu 


Ser 


Gin Lys 


va 1 


Leu 


one 










o 1 U 










0 1 O 








9on 
oZU 


G ly 


G 1 n 


Gly 


Lys 


Trp 


Asn 


Leu 


Lys 


Gin 


G 1 n 


Tyr 


Tyr Thr Gly 


Tyr 


Thr 










325 










330 








335 




Glu 


Asn 


Glu 


Val 


Leu 


Glu 


Val 


Met 


Gin 


His 


Met 


Ala 


Lys Asn 


Val 


Val 








340 










345 








350 






Lys 


Val 


Asn 


Glu 


Asn 


Leu 


Thr 


Lys 


Phe 


1 le 


Ala 


1 le 


Lys Asn 


Lys 


Tyr 






355 










360 










365 






Ala 


Ser 


Ser 


Lys 


Leu 


Leu 


Lys 


1 le 


Ser 


Met 


1 le 


Pro 


Gin Leu 


Asn 


Ser 




370 










375 










380 








Lys 


Ala 


Val 


Lys 


Asp 


Leu 


Ala 


Ser 


Pro 


Leu 


1 le 


Gly Arg Ser 






385 










390 










395 











<210> 11581 
<211> 1205 
<212> DNA 
<213> Homo sapiens 

<400> 11581 

agtgccgaac cttcggctgc tccccgcctc aggacaccaa 
cagaggaaga ggaggaggaa gagatgcagg aggagatggt 
aggatgaggg tgaggagaag tatgaggtgg tgaaaotcaa 
agagacacga tctcgctttg tcacccaggc tggagtgcag 
ctgcagcctt gaactcttgg gctcaagtga tcctccttcc 
gactacaagt goaccccacc acaoctggct aatttttcac 
aactgtgttg cccaggctgg tgtccaactc ctggcctcaa 
tcccgaagtg ctaagattac aggtgtgagt caotgcacct 
atctcactta gcctacctgg cctttctcgg gacactgggg 
ctggattcag ctcotcttac caagattttt cctogggcat 
ctggagacat caacagtgct tgtatggaga atttcttttt 
atgaggaagc octcaggctg tccaaagtca cctgaaagag 
cagaaaaatg tagatctgat gagacaagtt ctctocacag 



gatgcctggc gaacagcagg 60 
gctgctggtg aagggtgagg 120 
gatccccatg gacaacaagg 180 
tggcacgtga ttgtagctca 240 
tcggcctacc aagttgttgg 300 
tttttgtaga gacgaggtct 360 
gtaatcctcc ttccttggcc 420 
ggcctcatac tgggaatttg 480 
cagaggagga tcttaatgag 540 
ccaaggcccc ttctcctggg 600 
cagaagtcag tgaactcagc 660 
ggtgccaagg aaaaacgggc 720 
tggotgatgt attgaaataa 780 
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accaatagat ttcaaaacca gggcaagact 
caaacatact gtggggagtt tctccattta 
cctcttggag tgtgccaggg acgtggaatc 
tcagaacagt gtagcctgaa tgacggcatg 
tcccactggc catgtgaatt tcatcgccct 
agaacaccca gctcaaggcg ggtgacagga 
tcaaagctta atactttgtt attgattgtt 
accag 



ggaaaatgtg accttgaatt cagatggtac 840 
aagtatcaag ttgtatttta accttgaatc 900 
cagcctctgt cacatcttgg tcacgtgagt 960 
gtctcatggg caccctgagt ccatcctggc 1020 
cagcctcagc tttctcagct atcaaaagag 1080 
ggatttaata caataacata catagtgttg 1140 
gctattgtta tcagtataga tactatttaa 1200 

1205 



<210> 11582 
<211> 2682 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (229). . (1746) 
<400> 11582 

ttgagcaaca ataagaaatt gagtgaaaat 
gtagttcatg gtagacgttt tcatcatgct 
gccoaaagca gtctggaccg aaaagaaagg 
gaaattaatc otgtaaggtt aagtcggctc 
gaagagtccg aatcacaagt ggagcctgaa 
tgtagtacct atoagootac tcctcotcta 
ttagaggatt tgcaaagaaa ttgcagacaa 
ttattaagaa cgtcaattca tcagaattct 
acaaccaaga agttttatgg caacaatgtg 
tgtgatgaca gtaaacgcac ttatttacag 
aaaataccca aaatcacaaa cttgaaagaa 
ccaatcattt tgtccagtga tgatgatgat 
atatctcctc agcctgctga ttcagcatgt 
gaagcagcgc taaatgaaaa tacttgcaga 
gactcagagt taaataoagt tacattgcoa 
aattctatta tcaacacacc tctgaaacgt 
gctttagctt taagctgcca aagttccttt 
ogagtaggaa cactcttccg gctgttaata 
aagatacagc tagaogaacc agaccatgat 
ctaactaaat gtgaatggtg taatgtccga 
ocagcagttt atcaaaagct gagcatccaa 
aatgattgta aaggagtaaa taaattaaca 
tttcaaaatg gccttgatcc tccggcaaat 
ggtataaaga ataacatcto caattttttt 
agacttgttg cctgtacaag aacctatgaa 
gaaaacaaaa ttaaaactgt atcatttgaa 
tttcagtttt ttgatgaaga agaagaaact 
gtagaaaagt tgatagtata tocacoacct 



acgcaaaata cgtcattatg ttctggaact 60 
catgcacaga taccagtagt aaaaacagca 120 
aaagaatacc cacctoatgt coaaaaagtt 180 
caaggtgttg aacgtataat gaagaaaaca 240 
attaagagga aagtacaaca gaaacggcac 300 
tctcctgctt caaaaaaatg tttaaoccat 360 
gctattaott tgaatgagtc tactggacca 420 
ggaggacaga agtcacaaaa cacaggatta 480 
gaaaaggttc caattgatat tattgtgaat 540 
actaatggaa aagtcatttt acotggggca 600 
aggaaaacaa gtttgtcaga cotaaatgat 660 
gaoaacgaca gaactaacag aagagaaagc 720 
tcttcccctg caccatccac tggaaaagta 780 
gcagagcgtg aactacgaag cattccagaa 840 
agaaaagcaa gaatgaaaga ccagtttggc 900 
cgtaaagtgt tttctcaaga acctccagat 960 
gacagtgtca ttttaaactg tcgaagtata 1020 
gagcctgtaa ttttttgttt agattttatc 1080 
cctgtagaga ttatattaaa tacctctgat 1140 
aaattacctg tagtgtttct tcaagcaatt 1200 
ctgcaaatga ataaggagga taaagtttgg 1260 
aatttagaag aacaatatat aattttaatt 1320 
atggtatttg aaagtatcat taatgaaatt 1380 
gcgaaaattc cctttgaaga agctaatggc 1440 
gagagcatca aaggaagttg tgggcaaaag 1500 
tctaaaatac aacttagaag caaacaagaa 1560 
ggagaaaacc acaccatctt cattggccca 1620 
coagotaaag gaggcatotc tgttaccaat 1680 
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gaggacctgc actgtctaaa tgaaggagaa tttttaaatg atgttattat agacttttat 1740 
ttgaagtaag ttaattttcc actgatcttt tattaaatct ttaacattcc gtcatatctt 1800 
atgtctttgt tttccagagt caggcttttt gagttttaaa ttccatctct gccacttact 1860 
gtgtgacatt tggggagtta ttttttctgt ttctgtcttt gcacatttta aaaatgagaa 1920 
ttctatctaa aaagttgtga aaattgggcc agggagatat ctggcttatg tctataatcc 1980 
tgacactttg ggaggtcaag gtgggaggat cgcttgagcc caagagttca cgaccagcct 2040 
gggaaacaaa gtgagacctt gtctccacaa aaaatttaaa attagccagt catataccta 2100 
tagtcccagc cacttgggag gctcagacag gaagattacc tgagcccatg agttcgaagt 2160 
tgcactgagc catgatggcg ccactgcact ccagcctggt caacaaagca aaactctacc 2220 
cccacaccca cccccgaaaa caggagttgt gagaattaaa tgagatcgta catatcaagt 2280 
agtaggaaaa atgcctagta cagtgttaga agtttatggt cttgtaggaa gcacaaatac 2340 
agaattaaag caatgataga agcattaaca tggttcagtc ctagcagatg agagaatgct 2400 
tcattatctt tggaggttgg gagatatgag ggaccaggaa gctttcctgg aagagcttac 2460 
attatgaccc aatatacatt atgacccaac ataacacatg tatacaccta tgtgcaatgt 2520 
gtttatacat ttatcaattt gtatgttttt actggtttgt gatataaaat ggacatgtat 2580 
atgaaataaa acagaactta gcatcagtat gcatagttct ctgtaatatt ttctagtttc 2640 
ttatactgtg tttcattaaa caaaacaaaa cttttaaaaa tt 2682 



<210> 11583 
<211> 506 
<212> PRT 

<213> Homo sapiens 



<400> 11583 



Met 


Lys Lys 


Thr 


Glu 


Glu 


Ser 


Glu 


Ser 


Gin 


Va 1 Glu Pro Glu Me Lys 


1 






5 










10 


15 


Arg 


Lys Val 


Gin 


Gin 


Lys 


Arg 


His 


Cys 


Ser 


Thr Tyr Gin Pro Thr Pro 






20 










25 




30 


Pro 


Leu Ser 


Pro 


Ala 


Ser 


Lys 


Lys 


Cys 


Leu 


Thr His Leu Glu Asp Leu 




35 










40 






45 


Gin 


Arg Asn 


Cys 


Arg 


Gin 


Ala 


1 le 


Thr 


Leu 


Asn Glu Ser Thr Gly Pro 




50 








55 








60 


Leu 


Leu Arg 


Thr 


Ser 


1 le 


His 


Gin 


Asn 


Ser 


Gly Gly Gin Lys Ser Gin 


65 








70 










75 80 


Asn 


Thr Gly 


Leu 


Thr 


Thr 


Lys 


Lys 


Phe 


Tyr 


Gly Asn Asn Val Glu Lys 








85 










90 


95 


Val 


Pro 1 le 


Asp 


1 le 


1 le 


Val 


Asn 


Cys 


Asp 


Asp Ser Lys Arg Thr Tyr 






100 










105 




110 


Leu 


Gin Thr 


Asn 


Gly 


Lys 


Val 


1 le 


Leu 


Pro 


Gly Ala Lys Me Pro Lys 




115 










120 






125 


1 le 


Thr Asn 


Leu 


Lys 


Glu 


Arg 


Lys 


Thr 


Ser 


Leu Ser Asp Leu Asn Asp 




130 








135 








140 


Pro 


Me Me 


Leu 


Ser 


Ser 


Asp 


Asp 


Asp 


Asp 


Asp Asn Asp Arg Thr Asn 


145 








150 










155 160 


Arg 


Arg Glu 


Ser 


1 le 


Ser 


Pro 


Gin 


Pro 


Ala 


Asp Ser Ala Cys Ser Ser 








165 










170 


175 


Pro 


Ala Pro 


Ser 


Thr 


Gly 


Lys 


Val 


Glu 


Ala 


Ala Leu Asn Glu Asn Thr 
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Cys 


Arg Ala 


U 1 u 


Arg Glu Leu 


Arg 






1 








ZOU 


Asn 


1 nr 


va 1 


1 nr 


Leu 


Pro Arg 


Lys 




210 








215 




Asn 


Ser 


1 le 


1 1 e 


Asn 


Thr Pro 


Leu 


Z2b 










230 




1 . . 
u 1 u 


Pro 


Pro 


Asp 


Ala 


Leu Ala 


Leu 










245 






Va 1 


1 le 


Leu 


Asn 


Cys Arg Ser 


1 1 e 








OCA 

260 








Leu 


1 le 


Glu 


Pro 


Val 


Me Phe 


Cys 






275 








O OA 

280 


Asp 


Glu 


Pro 


Asp 


His Asp Pro 


Va 1 




290 








295 




Leu 


Thr Lys 


Cys 


Glu 


Trp Cys 


A AM. 

Asn 


305 










310 




Leu 


Gin 


Ala 


1 1 e 


Pro 


Ala Val 


Tyr 










325 






Met 


Asn 


Lys 


G 1 u 


Asp 


Lys Val 


Trp 








340 








Leu 


Thr 


Asn 


1 ... 
Leu 


Glu 


Glu Gin 


Tyr 






355 








360 


Leu 


Asp 


Pro 


Pro 


Ala 


Asn Met 


Val 




370 








375 




G ly 


1 le 


Lys 


Asn 


Asn 


Me Ser 


Asn 


one 

385 










390 




Glu 


Ala 


Asn 


Gly 


Arg 


Leu Val 


A 1 — . 

Ala 










405 






1 1 e 


Lys 


Gly 


oer 


Cys Gly Gin 


Lys 








420 








Phe 


Glu 


Ser 


Lys 


1 le 


Gin Leu 


Arg 






435 








440 


Asp 


Glu 


Glu 


Glu 


Glu 


Thr Gly 


Glu 




450 








455 




Val 


Glu 


Lys 


Leu 


1 le 


Val Tyr 


Pro 


465 










470 




Ser 


Val 


Thr 


Asn 


Glu 


Asp Leu 


His 










485 






Asn 


Asp Val 


1 le 


1 1 e Asp Phe 


Tyr 



500 



<210> 11584 
<211> 1270 
<212> DNA 

<213> Homo sapiens 



1 oo 








1 on 






oer 


1 1 e 


Pro 


Glu Asp 


oer 


Glu 


Leu 








205 








A 1 A 

A 1 a 


Arg 


Met Lys Asp 


u 1 n 


Phe 


Gly 








220 








Lys 


Arg 


Arg Lys Val 


rne 


Ser 


Gin 






235 








240 


ber 


Cys 


Gin 


Ser Ser 


rne 


Asp Ser 




OCA 

ZoU 








255 




Arg 


\#A 1 

va 1 


Gly Thr Leu 


rne 


Arg 


Leu 


Zoo 








z /u 






Leu 


A AM 

Asp 


Phe 


1 1 e Lys 


I 1 e 


Gin 


Leu 








285 








G 1 u 


1 le 


1 le 


Leu Asn 


1 hr 


Ser Asp 








300 








Va 1 


Arg 


Lys 


Leu Pro 


Va 1 


Val 


Phe 






315 








320 


Ci 1 n 


Lys 


Leu 


Ser lie 


A 1 M 

u 1 n 


Leu 


Gin 




oo A 
OOV 








335 




Asn 


Asp 


Cys 


Lys Gly 


Va 1 


Asn 


Lys 


o4b 








OCA 






1 le 


1 1 

1 1 e 


Leu 


1 le Phe 


A 1 » 

G 1 n 


Asn Gly 








365 








Phe 


A 1 . . 

G 1 u 


Ser 


Me lie 


Asn 


Glu 


1 le 








380 








Phe 


Phe 


Ala 


Lys 1 1 e 


Pro 


Phe 


Glu 






395 








400 


Cys 


Thr 


Arg Thr Tyr 


All! 

Glu 


Glu 


Ser 




41 0 








415 




G lu 


A — « 

Asn 


Lys 


1 le Lys 


1 hr 


Val 


Ser 


4Zo 








A OA 






Ser 


Lys 


Gin 


Glu Phe 


Gin 


Phe 


Phe 








445 








Asn 


His 


Thr 


1 le Phe 


1 le 


Gly Pro 








460 








Pro 


Pro 


Pro 


Ala Lys 


Gly 


Gly 


1 le 






475 








480 


Cys 


Leu 


Asn 


Glu Gly 


Glu 


Phe 


Leu 




490 








495 




Leu 


Lys 












505 
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<220> 

<221> CDS 

<222> (30) . . (443) 

<400> 11584 

gtgaaactct gaaagtccct cccaaaaaga tggaagattt aactaatgta tcaagtctac 60 
tgaatatgga aagggcacga gacaaagcta atgaagaagg tctggcatta ctacaggaag 120 
aaatagataa aatggtagag accacagagt taatgactgg gaatattcag agcctaaaga 180 
acaaaattca gattctggca agtgaggtgg aagaagaaga ggagagagta aaacagatgc 240 
atcaaataaa tagtagtgga gtactctctc ttccggaact ttctcagaaa actctcaaag 300 
cacccacact tcagaaagaa attttggcgc taattccaaa ccagaatgct cttctaaagg 360 
acttggatat tcttcataat tcatcacaga tgaagagcat gtcaaccttc attgaagaag 420 
cctataagaa actggatgca tcttaaagag tgtttttttt ttagattgtt ccatattaat 480 
ttaatgttcg tgaatttgta aaactgttaa cctatgatta tatgtacaga ggctaaggct 540 
tctgcaggat ttattatctc ctgatatgca ctttaaaatt agtctttgta gttctatcat 600 
tagcatctaa tgtagttctg aagactgttt ttagcagttg ccaaatctag gaaactaaca 660 
tttatattgc tgtatctata agtatttgcc taaaaccata aaataggaat tgccttaagg 720 
atctaatagt ttataatgcc tgaatggaac tcatttattg gttaacagct catatcagga 780 
gctgtgataa gtaagtgttt acatacactg tctagtgcat aaaaacctta gtgtttgcta 840 
tcattcattc tgtagccaat ggcttacagt ttctgtctgg tcatctggaa cttgaaaaat 900 
cctcaaatgc cttcactctt ttacctaact ccctagtctt tttgggaagt agttaagata 960 
tgcctgctat ctttaacttt ggaggtagta tcaaaatttt acttctttgg ttgtttagtg 1020 
aattaatgtt gaatattttc tactgtcatc aaaacatatt cccaaaaagt attaaaaagg 1080 
aaccttagca catttatttt attaaaacaa gaaaacccaa aatatataaa ccttttctta 1140 
ttatgataat aagcttatat atgtgaataa gttataacct agtgtataaa aaattatttc 1200 
taacaaacta cagtatactg tcttgggttt tttttttttt tttagtctgt aaaataaaat 1260 
gactgcaatt 1 270 



<210> 11585 
<211> 138 
<212> PRT 

<213> Homo sapiens 



<400> 11585 



Met Glu 


Asp 


Leu 


Thr 


Asn 


Val 


Ser 


Ser 


Leu 


Leu 


Asn 


Met 


Glu Arg 


Ala 


1 






5 










10 








15 




Arg Asp 


Lys 


Ala 


Asn 


Glu 


Glu 


Gly 


Leu 


Ala 


Leu 


Leu 


Gin 


Glu Glu 


1 le 






20 










25 










30 




Asp Lys 


Met 


Val 


Glu 


Thr 


Thr 


Glu 


Leu 


Met 


Thr 


Gly 


Asn 


1 le Gin 


Ser 




35 










40 










45 






Leu Lys 


Asn 


Lys 


1 le 


Gin 


1 le 


Leu 


Ala 


Ser 


Glu 


Val 


Glu 


Glu Glu 


Glu 


50 










55 










60 








Glu Arg Val 


Lys 


Gin 


Met 


His 


Gin 


1 le 


Asn 


Ser 


Ser 


Gly 


Val Leu 


Ser 


65 








70 










75 








80 


Leu Pro 


Glu 


Leu 


Ser 


Gin 


Lys 


Thr 


Leu 


Lys Ala 


Pro 


Thr 


Leu Gin 


Lys 








85 










90 








95 




Glu 1 le 


Leu 


Ala 


Leu 


1 le 


Pro 


Asn 


Gin 


Asn 


Ala 


Leu 


Leu 


Lys Asp 


Leu 
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100 105 110 

Asp I le Leu His Asn Ser Ser Gin Met Lys Ser Met Ser Thr Phe 

115 120 125 

Glu Glu Ala Tyr Lys Lys Leu Asp Ala Ser 
130 135 



I le 



<210> 11586 
<211> 2417 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (208). . (717) 

<400> 11586 

aatagaaaac gatccagatc agagagtgac agtgagaaag ttcagccact tccaatttct 60 
accattatcc gaggcccaac actgggggca tctgctcctg tgacagtgaa acgggagagc 120 
aaaatttotc ttcaaoctat agcaactgtt cccaatggag gcacaacacc taaaatcagc 180 
aaaactgtac ttttatctao taaaagcatg aaaaagggtc atgaaoatgg atccaagaaa 240 
tctcactcta aaaccaagcc aggtattctt aaaaaagaca aagcagtaaa ggaaaagatt 300 
Gctagtcatc attttatgcc aggaagtcot accaagactg tgtacaaaaa acccoaggaa 360 
aagaaagggt gtaaatgtgg gcgtgctact caaaatccaa gtgttcttao atgccgaggc 420 
caacgctgcc cttgctactc taaccgcaaa gcctgcttag attgtatatg tcgtggctgc 480 
caaaactcct atatggccaa tggggagaag aagctggagg catttgccgt gccagaaaag 540 
gccttggagc agaccaggot cactttgggc attaacgtga ctagcattgc tgtgcgtaac 600 
gctagtacca gcaccagtgt aataaatgtc acagggtccc cagtaacgac gtttttagct 660 
gccagtacac atgatgataa aagtttggat gaagctatag acatgagatt cgactgttaa 720 
atcagtgggt cttttaaaco tactcctggt agggaaatag ctacagtttt acggoagcta 780 
tggttctgtt ggtttaactt gccggagctc ctgcatatag atcacttgta tcaagtgttt 840 
tcattgctaa gttatatgtg ttagtgtcgg ggaaatagtt tgcagataat ggaggagtaa 900 
ccctacaact atatgtcctt agttcttaca gaacctcata gtttgagaac aaagotgatg 960 
caactgattt atacaaaatg aactttggca agaaaaataa cattaaootc attgtttatg 1020 
gccatgcttt gtgcataatc aaagtttatg attaaatgta aggaagtggt atctagtcag 1080 
tccataaaga ttgtgctaat ttttttgtgg aaaagtagcc attagttcag gaaactcagt 1140 
gctgccttca gatgtcattg atgtttctcc tgttggaaag ctgatgtgtc cagctcaacc 1200 
tttgtgctga caccatacca tttctgatca tgaaatattg gctactggtg tatgtagcag 1260 
ttcttaaatc agcagtatta tgaaaaaaaa ttccccctca ttagaatgtt taagaaatct 1320 
ttttaaaaag taaaattctg tcagaotaca aatgtttagc tgttactcat ttctagggaa 1380 
gaaattctaa atccctcctt cactttgagc agtgttctaa ttggataaat gaaggagagt 1440 
agttttattc tgaaggtaat taaatttaga ctatgtagta tgtgacagaa tttttttaaa 1500 
attataaaaa gattttattt agtaattggg atttacttaa aataattttg gaataatgot 1560 
cccagacttg cccagatttg tgtattgtac ttattgccac tggccgccac tttgacttat 1620 
tttctctaat agtttatttg ccacagtctt tattttgaat atgctcctag ttttttttta 1680 
gggtgotgtt cattatgaag gcttctttat agaggcctaa taagaatgcc tttttataaa 1740 
gcctgtgcat ttaggtaggt tgaagctagg aggattttct ttagaatgot cttttgcatg 1800 
taaagcacaa agtatgtttc agtttaaatg cacttcttcc ggttaatttt tatggggaag 1860 
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acaagtgagt cacaaacatt ctgttgaagg 
gcccaaataa aacaaggact gactaggtgt 
ctgcagcttt gacagtgctt atttaaagaa 
tacgttcacc atctctagta agatctgaca 
cagcatgttc aatgatggtt actcgcctag 
cagagcagat gacacctcct tctgttttgt 
tggtcaggta gagttgtttt tgttgttgtt 
tctcttttgg tggggtgggg gtgggctaaa 
tatgtactat tttgtttttg ttttgcaaga 
aatggtggaa aatgctt 



gaaatctagt cagttgcttg aaagagcaca 1920 
aatgaaataa cctgtgattt aaaagaagag 1980 
aaatactgct ggaaaatttc caatttctac 2040 
tatgctgaag ttatgttttg atttggcaca 2100 
tacaagacat ggagaagaaa cctttggaca 2160 
agtgtatcct ggtgtcattt tctgtgaatg 2220 
gttgggcttt tttttctttt ttttttttgg 2280 
gccataggaa gaaaaatgtg atgtgtccag 2340 
agagttgaac tatttttgat aacaagagta 2400 

2417 



<210> 11587 
<211> 170 
<212> PRT 

<213> Homo sapiens 



<400> 11587 



Met 


Lys Lys 


Gly 


His 


Glu 


His 


Gly 


1 






5 








Lys 


Pro Gly 


1 le 


Leu 


Lys 


Lys 


Asp 






20 










Ser 


His His 


Phe 


Met 


Pro 


Gly 


Ser 




35 










40 


Pro 


Gin Glu 


Lys 


Lys 


Gly 


Cys 


Lys 




50 








55 




Ser 


Val Leu 


Thr 


Cys 


Arg 


Gly 


Gin 


65 








70 






Lys 


Ala Cys 


Leu 


Asp 


Cys 


1 le 


Cys 








85 








Ala 


Asn Gly 


Glu 


Lys 


Lys 


Leu 


Glu 






100 










Leu 


Glu Gin 


Thr 


Arg 


Leu 


Thr 


Leu 




115 










120 


Val 


Arg Asn 


Ala 


Ser 


Thr 


Ser 


Thr 




130 








135 




Pro 


Val Thr 


Thr 


Phe 


Leu 


Ala 


Ala 


145 








150 






Asp 


Glu Ala 


1 le 


Asp 


Met 


Arg 


Phe 



165 



Ser 


Lys 


Lys 


Ser 


His 


Ser 


Lys 


Thr 




10 










15 




Lys 


Ala 


Val 


Lys 


Glu 


Lys 


1 le 


Pro 


25 










30 






Pro 


Thr 


Lys 


Thr 


Val 


Tyr 


Lys 


Lys 










45 








Cys 


Gly 


Arg 


Ala 


Thr 


Gin 


Asn 


Pro 








60 










Arg 


Cys 


Pro 


Cys 


Tyr 


Ser 


Asn 


Arg 






75 










80 


Arg 


Gly 


Cys 


Gin 


Asn 


Ser 


Tyr 


Met 




90 










95 




Ala 


Phe 


Ala 


Val 


Pro 


Glu 


Lys 


Ala 


105 










110 






Gly 


1 le 


Asn 


Val 


Thr 


Ser 


1 le 


Ala 










125 








Ser 


Val 


1 le 


Asn 


Val 


Thr 


Gly 


Ser 








140 










Ser 


Thr 


His 


Asp 


Asp 


Lys 


Ser 


Leu 



155 160 



Asp Cys 
170 



<210> 11588 
<211> 2017 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (12). . (1409) 

<400> 11588 

agttggcgcc catggagcca gagctgctgg 
tccggggctt cttggtccga cgccagttcc 
tacgagaggt cgagggcgac ctgggcacgc 
cgcgattcct cccagagaag gcaaaatccc 
caaatccaga gcaggggctg tggaaccact 
cctgggagga gatggtgctg aagaagtcag 
gcagagatca cagctcctgg cttcagatga 
ccagagacac gacaaggatg gagaatccag 
aacctcagct tcaagagctt cagtaccacc 
tgcaacaggc catcaatagc cgtaaggagt 
cagaggcggg ctcgatcaga gaggaacccc 
gtgagaggga ccagtcacaa ccaagcgcac 
ccactggaga gctagaacag gaggatgact 
ccccaggaag tttggccact acacaaaaaa 
gctacagcaa gtctggacca ccgtcgtcta 
ggctcaccaa agggccagac gatggaagac 
tgaaaatcct ggaggaccag acccccagag 
agtccaggac acagctgtct gcactctatg 
gaaaactaga ccacaaagag cctgactgcc 
cagaggacca catcatctgg gatggtacct 
tctggaggac taaaccaccc aaaggccagg 
cctccaatga gcctagtcat gaaggacaga 
agtcacctga gattctgtct tctacaaagg 
gcaggccatg gaaaacagaa ccacctggct 
tccaaagggg aatgctatga aagggcagtg 
gctctggctt ctgctcctgc ccctggccat 
gcagagagct ggcatgagta tagggaagga 
agctcaatcc aaatttgtgg ataaggggcc 
cactttggga ggccaaggtg agtggatcac 
caacatggtg aaatgaaacc ccatctcaac 
gtgcatgcct gtagtcccgg ttactcggga 
gagatggaga ttgcagtagg ccaagatgat 
gagacacggt ctcaaaaaac taatgtgtgg 
gaggtctgtt gggaataaag gtttttctta 



ttcggaaggt gtctgcattg caggcctgcg 60 
agagcctgcg agctgagtat gaggcgattg 120 
ttcagtggac cgagggccgc attcccaggc 180 
atcagacctg gaaagcagga gacagggtag 240 
tcccatgtga agagtctgag ggagaggcca 300 
gagagagctc agcaaatcaa ggaagcctct 360 
agcagaacag gaaacccagc caagagaaga 420 
aagccacaga tcaaagactg ccccacagcc 480 
gcagccactt ggccatggaa ttgctgtggc 540 
acctacttct taaacaaaca ctgagatccc 600 
gcgtgttcct agaacatggg gaacaggcct 660 
cactggagga ccagtcctac agagacagga 720 
cctgtcacag ggtcaaatca ccccacagat 780 
acattgctgg ggctaagtgc agagaaccat 840 
taccatcaaa cagccaggcc ttgggggaca 900 
agacctttgg agggacctgc ctgctgcaga 960 
gtttaaaacc taggaaccat tgtcccagga 1020 
aggactcaaa tattaaggag atgtctccca 1080 
gaacagtcag gacacaagag ttgggcctct 1140 
tgggggggcc agagcatagt gtcctcgatc 1200 
cccccactga tagaagctcc agagatggaa 1260 
aaaagcagag gactatacca tggagatcaa 1320 
caggctgtac aggagaggaa cagtggaggg 1380 
agaccctagg aagccaggag aggatcaggt 1440 
agacaagacc tcatcctacc tccctgacca 1500 
tggtgactag tggggccaag agaagctgga 1560 
ggaaggacac attttcaatc ctctgcctgt 1620 
gggtgcagtg gctcacacct gtaatcccag 1680 
ctgaggtcag aagtttgaga ccagcctgac 1740 
taaaaatata aaaattagcc aggcgtggtg 1800 
ggctgagaca ggagaatcgc ttgaacccag 1860 
gccactgcac tccagcctgg gctacagagc 1920 
ctaaggagtt acctggggga agtagaatga 1980 
gattctg 2017 



<210> 11589 
<211> 466 
<212> PRT 

<213> Homo sapiens 
<400> 11589 

Met Glu Pro Glu Leu Leu Val Arg Lys Val Ser Ala Leu Gin Ala Cys 
15 10 15 
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Val 


Arg 


Gly 


Phe 








on 


Tyr 


U 1 u 


A 1 o 

A 1 a 


I 1 e 






OO 




Irp 


1 nr 


u 1 U 


u 1 y 




DU 






Lys 


oer 


H 1 S 


G 1 n 


bo 








b 1 n 


G I y 


Leu 


Trp 


Thr 


Trp 


Glu 


Glu 








lUU 


u 1 n 


(a 1 y 


Caw 

ber 


Leu 






lib 




Asn 


Arg 


Lys 


Pro 




130 






Asn 


Pro 


G 1 u 


A 1 A 

Ala 


i4o 








{j 1 n 


U 1 U 


Leu 


Gin 


Leu 


Gin 


Gin 


Ala 








180 


Thr 


Leu 


Arg 


Ser 






1 9b 




Phe 


Leu 


G 1 u 


His 




210 






Ser 


Ala 


Pro 


Leu 










Leu 


ulu 


G 1 n 


G 1 u 


Ser 


Pro 


Gly 


Ser 








OCA 

zoO 


Cys 


Arg 


G 1 U 


Pro 






Z/b 




Ser 


A An 

Asn 


Ser 


G 1 n 










u 1 y 


A ^ _ 

Arg 


u 1 n 


Tin fa- 

1 nr 


oUO 








Glu 


Asp 


Gin 


Thr 


Lys 


Ser 


Arg 


Thr 








340 


Glu 


Met 


Ser 


Pro 






355 




Val 


Arg 


Thr 


Gin 




370 






Gly 


Thr 


Leu 


Gly 



1 Ml ■ 
Leu 


Va 1 


Arg 


Arg 


Val 


Arg 


Glu 


Val 








4U 


Arg 


1 1 e 


Pro 


Arg 






bb 




1 nr 


Trp 


Lys 


A 1 A 

Ala 




"7A 
/U 






A AM 

Asn 


LI I ^ 

H 1 S 


rhe 


Pro 


ob 








Met 


Va 1 


Leu 


Lys 


Cys 


Arg 


Asp 


His 








i OA 

1 20 


Ser 


G 1 n 


G 1 u 


Lys 






13b 




Thr 


Asp 


G 1 n 


A 

Arg 




1 CA 

IbO 






Tyr 


His 


A ^ ^ 

Arg 


Ser 


1 bb 








1 1 — 
1 le 


Asn 


Ser 


A » . 

Arg 


Pro 


Glu 


Ala 


Gly 








OA A 

200 


Gly 


A 1 . . 

G 1 u 


A 1 ^ 

G 1 n 


A 1 ^ 

Ala 






215 




Glu 


Asp 


G 1 n 


Ser 




230 






Asp 


Asp 


Ser 


Cys 


z4b 








Leu 


A 1 — 

Ala 


Thr 


Thr 


Cys 


Tyr 


Ser 


Lys 








OOA 

zoO 


A 1 A 

Ala 


1 A. ■ 
Leu 


A 1 

Gly 


A AM 

Asp 






z9b 




Phe 


A 1 . . 

G 1 y 


A * . . 

Gly 


Thr 




01 A 

olO 






Pro 


Arg 


Gly 


Leu 


325 








Gin 


Leu 


Ser 


Ala 


Arg 


Lys 


Leu 


Asp 








360 


Glu 


Leu 


Gly 


Leu 






375 




Gly 


Pro 


Glu 


His 




390 







A 1 M 

u i n 


rne 


A 1 n 

u 1 n 


ber 


zo 








A 1 » 1 
U 1 U 


A 1 \t 

u 1 y 


Asp 


Leu 


Pro 


Arg 


Phe 


Leu 










A 1 

G 1 y 


Asp 


Arg 


Va 1 






/b 




Cys 


A 1 1 1 
U 1 U 


A 1 1 1 

G 1 U 


ber 




OA 

yo 






Lys 


ber 


A 1 «< 

G 1 y 


All. 

G 1 U 


1 Ub 








fa- 
be r 


ber 


Trp 


1 ■ 

Leu 


Thr 


Arg 


Asp 


Thr 








1 VIA 
1 4U 


1 Ml ■ 
Leu 


Pro 


u ; ^ 
H 1 S 


Cm fa- 

Ser 






1 bb 




His 


1 A. . 
Leu 


A 1 A 

Ala 


Met 




1 "7A 
1 /O 






Lys 


A 1 . . 

G 1 u 


Tyr 


Leu 


1 ob 








Ser 


1 1 e 


A 

Arg 


01.. 
G 1 u 


Cys 


Glu 


Arg 


Asp 








OOA 

zzO 


Tyr 


Arg 


A _ _ 

Asp 


Arg 






0 0 IT 

23b 




H 1 s 


A ^ » 

Arg 


Va 1 


Lys 




OCA 

ZbO 






A 1 » 

G In 


Lys 


A A • 

Asn 


1 1 e 


zbb 








Ser 


A 1 

G i y 


Pro 


Pro 


Arg 


Leu 


Thr 


Lys 








0 AA 

oOO 


Cys 


Leu 


Leu 


A 1 

G 1 n 






ol b 




Lys 


Pro 


A ^ — 

Arg 


A ^ ^ 

Asn 




330 






Leu 


Tyr 


Glu 


Asp 


345 








His 


Lys 


Glu 


Pro 


Ser 


Glu 


Asp 


His 








380 


Ser 


Val 


Leu 


Asp 






395 





Leu 


A fa-#v 

Arg 


A 1 A 

Ala 


Alii 
U 1 U 




OA 

oO 






A 1 m< 

G 1 y 


I hr 


Leu 


A 1 n 

G 1 n 


4b 








Pro 


A 1 . • 

G 1 U 


Lys 


A 1 A 

A 1 a 


Ala 


Asn 


Pro 


Glu 








OA 

oO 


All. 

G 1 u 


A 1 

G 1 y 


A 1 . . 

G 1 u 


A 1 A 

A 1 a 






AC 

yb 




Ser 


0>n^fa- 

Ser 


A 1 A 

Ala 


A _ „ 

Asn 




i 1 A 
110 






A 1 ^ 

G 1 n 


Met 


Lys 


A 1 M 

G 1 n 


i Oil 

1 2b 








-7- 1_ „ 
Thr 


A 

Arg 


Met 


Glu 


Gin 


Pro 


Gin 


Leu 








1 CA 

loO 


Glu 


Leu 


Leu 


Trp 






1 75 




Leu 


1 ... 
Leu 


Lys 


G 1 n 




1 90 






Glu 


Pro 


Arg 


Val 


205 








A 1 — 

Gin 


Ser 


A 1 — 

G 1 n 


Pro 


Thr 


Thr 


Gly 


Glu 








240 


Ser 


Pro 


H 1 s 


A 

Arg 






Zbb 




A 1 — 

Ala 


Gly 


A 1 — . 

Ala 


Lys 




OTA 
2/0 






Ser 


Ser 


1 le 


Pro 


00c 
Zob 








A 1 . . 

G 1 y 


Pro 


Asp 


A AH 

Asp 


Met 


Lys 


1 le 


Leu 








OOA 

ozU 


His 


Cys 


Pro 


Arg 






335 




Ser 


Asn 


1 le 


Lys 




350 






Asp 


Cys 


Arg 


Thr 


365 








1 le 


1 le 


Trp 


Asp 


Leu 


Trp 


Arg 


Thr 



400 
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Lys Pro Pro Lys Gly Gin Ala Pro 
405 

Thr Ser Asn Glu Pro Ser His Glu 
420 

Pro Trp Arg Ser Lys Ser Pro Glu 
435 440 
Cys Thr Gly Glu Glu Gin Trp Arg 

450 455 
Pro Gly 
465 



<210> 11590 
<211> 1087 
<212> DNA 

<213> Homo sapiens 



Thr Asp Arg Ser Ser Arg Asp Gly 

410 415 
Gly Gin Lys Lys G I n Arg Thr I I e 
425 430 
I le Leu Ser Ser Thr Lys Ala Gly 
445 

Gly Arg Pro Trp Lys Thr Glu Pro 
460 



<220> 

<221> CDS 

<222> (40) . . (627) 



<400> 11590 

aaaaaaaaaa aaaaaaaaaa aaaaaaaagg 
gtgtccggct gtgggcggct tctccgtggg 
tctcggcttc cagctcgcgg gttcagggaa 
ataattgaag gccgtatcao agcgactccc 
ggccagtgcc ccatctgccg ttggaacctg 
ctgcttagcc agttcatccg gcctcatgga 
tgccaggaag aacaccgcaa gatcgaggag 
ttacoaaatc acaggcctog gcttcctgaa 
aaccggtacc tgacgcgctg ggctcctggc 
cgctggaaca gggtgogcat gcccgtgggg 
tcaagaacac cttggaagct gtatcactga 
cacctgtgct ggggagtagg aggcccactc 
cccaccccac cacgatggcc tggtccctcc 
acttoagtac cottggcctg cacagtagca 
tgggtccctt gccagctgct atggggctta 
tgcGcaacgc agtgtcataa actgggttca 
cttgggaagt gcagggggto ctgggoaoat 
gatctcttgt gatggggcca atgagtcaat 
cttcatg 



tttttgaaga tggcggocct caaggctctg 60 
ctactagcgg gcccggcagc gaccagctgg 120 
gtggtggaga cccaagaagg gaagacaact 180 
aaggagagtc caaatcctcc taacccctct 240 
aagcacaagt ataactatga cgatgttctg 300 
ggcatgctgc cccgaaagat cacaggccta 360 
tgtgtgaaga tggcccaccg agcaggtcta 420 
ggagttgttc cgaagagcaa accccaactc 480 
tccgtcaagc ccatctacaa aaaaggcccc 540 
tcaccccttc tgagggacaa tgtotgctac 600 
cagagagoag tgcttccaga gttcctcctg 660 
acaagccott ggocacaact atactcctgt 720 
aacatgcatg gacaggggac agtgggacta 780 
atgctgggag ctagaggcag gcagggcagt 840 
ggccatgctc agtgctgggg acaggagttt 900 
tgggcttacc cattgggtgt gcgctcactg 960 
tgccagctgg gtgctgagca ttgagtcact 1020 
tgaattcatg ggccaaacag gtcccatoct 1080 

1087 



<210> 11591 
<211> 196 
<212> PRT 

<213> Homo sapiens 
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<210> 11592 
<211> 2414 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (38). . (2215) 

<400> 11592 

gaaatctgta cgaactattc aggctgcttt tagaggcatg aaagttagac aaaaattgaa 60 

aaatgtatca gaggaaaaga tggcagccat tgttaaccaa tctgcactct gctgttacag 120 

aagcaaaact cagtatgaag ctgttcaaag tgaaggtgtt atgattcaag agtggtataa 180 

agcttctggc cttgcttgtt cacaggaagc agagtatcat tctcaaagta gggctgcagt 240 

aacaattcaa aaagcttttt gtagaatggt cacaagaaaa ctggaaacac agaaatgtgc 300 

tgccctacgg attcagttct tccttcagat ggctgtgtat cggagaagat ttgttcagca 360 

gaaaagagot gctatoaott taoagcatta ttttaggacg tggcaaacoa gaaaacagtt 420 

tttactatat agaaaagcag cagtggtttt acaaaatcac tacagagoat ttctgtctgc 480 

aaaacatcaa agacaagtct atttacagat cagaagcagt gttatcatta ttcaagctag 540 
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aagtaaagga tttatacaga aacggaagtt 
tcaggctatg tggaggagat atagagccaa 
caagattcaa gcctggtata gatgttggag 
agctgttaaa attattcaag gttgcttcta 
tgtgagagca tcagcaatta tcattcagag 
agctcatgaa cacttcttaa tgataaaaag 
ttatagagga tataaaggaa ggcaggtctc 
acaaaaatat atacgagcca gggaggctgg 
taaaaaatct acagttatcc tacaagcact 
tttagaacag agagccaaaa ttcgacttct 
gaatgctgtt agaattcaaa gagcctataa 
gcaggttaat tcagtcatct gtattcagag 
atttattcag aaatatcata gcatcaaaaa 
ccagcgaaat agggctgcat cagtaataca 
aaagcaggaa aaattcacta gtggaatcat 
ttggaggaag aaaaatgatt gtacaaaaat 
taatagggag attcgagaag aaaacaaact 
ccttttgaca tataagcacc tttctgccat 
tactagattg tctccacttt gttgtgagaa 
atttgttttg atccgaagtt gtaatcgcag 
tgtgcaagtc ttgcttaatg tatctaagta 
agaaaattgt atagatatac tattggagct 
taaagttgca gacaaaggcg gaagcatttt 
actgaagaca acaaatagag cctctgatgt 
ttacagtctc tacaaactta cagctcataa 
caagcaaaag aagaattctt ctataagcat 
cagaatagtt tcaagactta agccagattg 
cacaaatccc ctgcaagcta ttcaaatggt 
aatgtaaaca ttttcagtat gtatagtgta 
aaagtgattt ttgctctctg tgtacaactt 
aaactgttca ttacattctt catttttatc 
tatgtcataa gatg 



tcaggaaatt aaaaatagca ccataaaaat 600 
gaaatattta tgtaaagtga aagctgcctg 660 
agcacacaaa gaatatctag ctgtattaaa 720 
taccaaacta gagagaacac ggtttttgaa 780 
aaaatggaga gctatacttc ctgcaaagat 840 
acatcgagct gcttgtttga tccaagcaca 900 
tcttcggcag aaatctgctg ctttgatcat 960 
aaagcatgaa aggataaaat atattgaatt 1020 
ggtgcgtggt tggctagtac gaaaaagatt 1080 
tcacttcact gcagctgcat attatcacct 1140 
actttacctg gctgtgaaga atgctaacaa 1200 
atggtttcga gcaagattac aagaaaagag 1260 
gattgagcat gaaggtcaag aatgtctgag 1320 
gaaagcagtg cgccattttc tcctccgtaa 1380 
taaaattcag gcattatgga gaggctattc 1440 
taaagctata cgactaagtc ttcaagttgt 1500 
ctacaaaaga actgcacttg cacttcatta 1560 
tcttgaggcc ttaaaacacc tagaggtagt 1620 
catggcccag agtggagcaa tttctaaaat 1680 
tattccttgt atggaagtca tcagatatgc 1740 
tgagaaaact acttcagcag tttatgatgt 1800 
tttgcagata taccgagaaa agcctggtaa 1860 
tacaaaaact tgttgtttgt tggctatttt 1920 
acgaagtagg tccaaagttg ttgaccgtat 1980 
acataaaatg aatactgaaa gaatacttta 2040 
tccttttatc ccagaaacac ctgtaaggac 2100 
ggttttgaga agagataaca tggaagaaat 2160 
gatggatacg cttggcattc cttattagta 2220 
aagaaatatt aaagccaatc atgagtacgt 2280 
ttaaaatctg actttgtttt aaaaaaacat 2340 
atttatagtt ttatgcatgt aataaactaa 2400 

2414 



<210> 11593 
<211> 726 
<212> PRT 

<213> Homo sapiens 
<400> 11593 

Met Lys Val Arg Gin Lys Leu Lys 

1 5 
Ala Me Val Asn Gin Ser Ala Leu 
20 

Tyr Glu Ala Val Gin Ser Glu Gly 
35 40 
Ala Ser Gly Leu Ala Cys Ser Gin 
50 55 



Asn Val Ser Glu Glu Lys Met Ala 

10 15 
Cys Cys Tyr Arg Ser Lys Thr Gin 

25 30 
Val Met I le Gin Glu Trp Tyr Lys 
45 

Glu Ala Glu Tyr His Ser Gin Ser 
60 
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<210> 11594 
<211> 2146 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (70). . (1668) 



<400> 11594 
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atggtgttca ccccacttca tcagcgtaca 
tatgccataa tgcaacaagc tttagaacta 
agtgcccgac agagacctcc taaaaggaaa 
caaaaacttt atgacttgta tattgaagaa 
agaagaaatg tgaacttgtt agagaagctt 
gtcaatctat acccaggaaa tgagggatat 
gattccgaga ccattcgact gccctatgaa 
gaagaattac ctcctatttt ggttgatctc 
tgcggatgtg tcatagcaga aatacgtgac 
ggttaccaaa gtcggcacat tctcttacgt 
cattcaataa caagtgataa ccacaaatgg 
cagctcatcc tagctacagc tgaaccactc 
actgcaaaca gactgctcta taacaagcaa 
ttcaagaggt attccagatc ctctctgaat 
cctcctcagc tgaggttact tgatttctta 
cattatgacc tcaaaatttc taaggcagga 
tgtaatttgg ccataccttc tgaagtagat 
atcaaatctg atgactcaca gccaacagtc 
gtatttgaat gtgaagctgg tactcagtat 
cttggagatc cactttacta tggtaaaata 
agccagatgt ctccatcaca ctcgtccaca 
tcaaagaccg atgctgagag ggtagtcaat 
aaatgtccgg tcaagatgtc acacagctcc 
ccagggaaag aaacagatca aactgaaacc 
ggtgtaaaac atcgaccccc accaatcaaa 
ggtaactatt ttacaccaca acagacaagc 
tcttctaagc catcaagtat tcctcggaaa 
ctttctccag ctgccctatc acctgccagc 
ttcattaaat cttcataagc ttttgcatta 
tgaagtagtg atatctgaat gtactgtgta 
ggcagagctc ttgttgattg tatgtattat 
tatctgtgta tgcattctgc gtgtaccttt 
aaaaaaataa cctggtagtt acatgtggca 
gtaccctagg atcattttgc atatttatgt 
ataagagttg ttgctgcagg tcctatcttt 
ggtggtgata caataaactg aaaaacaata 



taagttatct cttcttttgg acccttattt 60 
gctttggatc gtgcagagta tgtcattgaa 120 
tacctatcaa gtggaagaaa atctgtattt 180 
tgtgaaaaag aacctgaagt taagaaatta 240 
gttatgcaag agactttgtc atgtttagtg 300 
tctctgatgc tcaggggaaa aaacggatca 360 
gaaggagagt tgcttgaata tttggatgca 420 
ctagaaaaat ctcaggttaa tatttttcat 480 
tacaggcagt ccagtaacat gaaatctcct 540 
ccaacaatgc agactttaat ttgtgatgta 600 
acccaggaag acaaactttt gcttgagagc 660 
tgtcttgatc cttctatagc agtcacctgc 720 
aagatgaaca ctcgcccaat gaaacggtgt 780 
cggcagcaag atctatctca ttgtccacct 840 
caaaaaagaa aggaaagaaa agcaggtcag 900 
aattgtgtag atatgtggaa acggagtccc 960 
gtggagaaat atgctaaagt ggaaaagtct 1020 
tggccagccc atgatgtaaa agatgattat 1080 
cagaaaacaa agctgaccat cttgcagtcg 1140 
cagccatgta aagcagatga agaaagtgac 1200 
gatgatcatt caaattggtt cattattgga 1260 
cagtaccaag aattagtcca gaatgaagcc 1320 
agtggctcag ccagtctgag tcaggtttct 1380 
gtgtcagttc agtcttcggt attggggaag 1440 
cttccctcaa gctcaggaaa tagttcctca 1500 
agctttctca aatctccaac tcctcctcct 1560 
tcatctgtgg atctcaatca agttagcatg 1620 
tcatcacaaa gtgagtcata acttaaattc 1680 
gtgtttctca agacagcttt tttcaacctg 1740 
cccaaaatgt ataagttgct agaagcttca 1800 
gtctctattg taattgtact tgtttttctg 1860 
cttataggct tacaacctac acatctcctt 1920 
ataagatttc aaaatatttt ttattccagt 1980 
aaattgtgtg gctgatatga aaaaaatgtc 2040 
gtgtatatgt aagaagtcaa ctagttccaa 2100 
tttcaaaaac actcct 2146 



<210> 11595 
<211> 533 
<212> PRT 

<213> Homo sapiens 
<400> 11595 

Met Gin Gin Ala Leu Glu Leu Ala Leu Asp Arg Ala Glu Tyr Val I le 

15 10 15 

Glu Ser Ala Arg Gin Arg Pro Pro Lys Arg Lys Tyr Leu Ser Ser Gly 
20 25 30 
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rtrg 
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Lys 




Va 1 
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Lys 


u 1 U 


rro 










1 1 1 
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1 
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oer 




91 n 






Asn 


Lys 


u 1 n 
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ZZD 








Tyr 
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Pro 


Pro 
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Gin 








ZDU 


Arg 


Lys 


A t o 

A 1 a 


u 1 y 






Z /O 




oys 


Ufa 1 

va 1 


Asp 


ivie L 




9Qn 
zyu 






u 1 U 


va 1 


Asp 


\/o 1 

va 1 


ouo 








Asp 


Asp 


ocr 


u 1 n 


Tyr 


Val 


Phe 


Glu 








340 


Thr 


1 le 


Leu 


Gin 






355 




Pro 


Cys 


Lys 


Ala 




370 






Ser 


Ser 


Thr 


Asp 


385 








Asp 


Ala 


Glu 


Arg 



Phe 


Gin 


Lys 


Leu 










^ 1 1 1 
u 1 U 


Uo 1 
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1 I/O 
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1 1 1 
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Asn 


1 1 e 
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\ OO 
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u 1 n 
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1 DO 








1 nr 


oer 
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Asn 
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1 le 
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1 1 e 


A 1 a 


va 1 


\ nr 






91 1^ 
Z 1 o 




ivie L 


Asn 


1 nr 


Arg 




ZoU 






oer 


Leu 


Asn 


Arg 


Z40 








Leu 


Arg 


Leu 


Leu 


Gin 


His 


Tyr 


Asp 








9pn 

ZoU 


1 rp 


Lys 


Arg 


oer 






ZaO 




u 1 U 


Lys 


Tyr 


A 1 'a 

A 1 a 




O 1 u 






rro 


1 nr 


Uo 1 

va 1 


1 rp 


oZo 








Cys 


Glu 


Ala 


Gly 


Ser 


Leu 


Gly 


Asp 








360 


Asp 


Glu 


Glu 


Ser 






375 




Asp 


His 


Ser 


Asn 




390 






Val 


Val 


Asn 


Gin 



Tyr 


Asp 


Leu 


Tyr 


Leu 


Arg 


Arg 


Asn 










Leu 


oer 


uys 


Leu 






I o 
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fwex 


Leu 


Arg 




on 






rro 


Tyr 


u 1 u 


U 1 u 


1 0R 
1 uo 








rro 


rro 


1 1 £X 

\ \ e 


Leu 


His 


Cys 
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Cys 








1 AC\ 
\ 4U 


Asn 


wiex 


Lys 


oer 






1 oo 




1 nr 


iviex 


u 1 n 


\ nr 




1 /u 






n 1 s 


Lys 
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1 nr 


1 oo 








Leu 


A 1 ^ 

A 1 a 


1 nr 


A 1 a 
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Thr 


Ala 


Asn 








99n 
ZZU 


rro 


wiex 


Lys 
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Zoo 




u 1 n 


b 1 n 
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Leu 




9Kn 
ZDU 
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Leu 


u 1 n 


9CK 

Zoo 
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Lys 


\ \ e 


oer 
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Cys 


Asn 


Leu 








oUU 
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va 1 


U 1 u 


Lys 






'51 R 

o 1 O 




rro 


A 1 4 

A 1 a 


n 1 S 
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ooU 






1 nr 


u 1 n 


Tyr 


li 1 n 


345 
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Leu 


Tyr 


Tyr 


Asp 


Ser 


Gin 


Met 








380 


Trp 


Phe 


1 le 


1 le 






395 




Tyr 


Gin 


Glu 


Leu 




410 







1 1 A 

1 1 e 


1 1 1 

u 1 U 


Glu Cys 
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va 1 


Aon 


Leu 


Leu 


Val 


Val 


Asn 


Leu 








80 


u I y 


Lys 
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u 1 y 


u 1 U 
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1 1 n 
1 1 \j 
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1 1 e 
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Tyr Gin 
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Lys 
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U 1 u 
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Leu Cys 


9nR 
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Leu 
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Tyr 


Cys 


Phe 


Lys 


Arg 








240 


oer 


n 1 S 


Cys 


Pro 






255 




Lys 


Arg 


Lys 


Glu 




97n 
z /u 






Lys 


A t o 

A 1 a 


Gly 


Asn 


zoo 








A 1 ^ 

A 1 a 


1 1 e 


Pro 


Ser 


Ser 


1 le 


Lys 


Ser 








320 


va 1 


Lys 


Asp Asp 






335 




Lys 


1 nr 


Lys 


Leu 




350 






Gly 


Lys 


1 le 


Gin 


365 








Ser 


Pro 


Ser 


His 


Gly 


Ser 


Lys 


Thr 








400 


Val 


Gin 


Asn 


Glu 






415 
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A 1 a 


Lys 


oys 


rro 
420 


va 1 


Lys 


wiex 


oer nis 
425 


oer 


O 

oer 
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u 1 y 


O A 

oer 
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A 1 o 
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oer 


Leu 


oer 


u 1 n 
435 


va 1 


oer 


rro 


u 1 y 


Lys 13 1 u 
440 


1 nr 


Asp 


u 1 n 


1 nr 
445 


din 

\J \ u 


1 nr 


va 1 


O k» 

oer 


va 1 
450 


u 1 n 


O «^ 

oer 


oer 


va 1 


Leu 
455 


b 1 y Lys 


u 1 y 


va 1 


Lys 
460 


n 1 s 


Arg 


rro 


rro 


Pro 


1 1 e 


Lys 


Leu 


Pro 


Ser 


Ser 


Ser Gly 


Asn 


Ser 


Ser 


Ser 


Gly 


Asn 


Tyr 


465 










470 








475 










480 


Phe 


Thr 


Pro 


Gin 


Gin 
485 


Thr 


Ser 


Ser Phe 


Leu 
490 


Lys 


Ser 


Pro 


Thr 


Pro 
495 


Pro 


Pro 


Ser 


Ser 


Lys 
500 


Pro 


Ser 


Ser 


1 le Pro 
505 


Arg 


Lys 


Ser 


Ser 


Val 
510 


Asp 


Leu 


Asn 


Gin 


Val 
515 


Ser 


Met 


Leu 


Ser 


Pro Ala 
520 


Ala 


Leu 


Ser 


Pro 

525 


Ala 


Ser 


Ser 


Ser 


Gin 
530 


Ser 


Glu 


Ser 























<210> 11596 
<211> 2370 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (261). . (1271) 



<400> 11596 

aaaagaagoa gcacotgttg agagaagtga 
ttgagccaga tctccatatt gaggacctga 
aggtgtcttc ttctctctcc cagagcaagg 
acaatgtctg gcacctccto totgotgagg 
ttgtgcggca gacacgctcc atgcggaggc 
attggcgcca tgagctggcc agtgcgcagg 
ccctggaaga tatgogoaag aacotggaga 
cggccatgcg gaaaggccac aacctgctga 
agtcctctct ttgggaagag gcctcagatg 
aggcagtaac cttcgaoctc agtgacatgg 
tttccGcgcc tcaccgtgag tggtggcggc 
cctcccgcaa gatccacggg cttagccact 
gtgtcctcag catcctggac agcctoaacc 
tgccagocca gotccctccc cgggacccta 
ccctggccag gttctcagcc ttatoatctg 
attcagggca ggggcccagg ctcccctcct 
tggagaagtg gcgcaagtat tttccatctg 
cgctggagag caggctgggt tacatgtctg 
cccattcgca agtccotgag gogggcagca 
ggaggtggct ggaacgtgtc aagaatgacc 



cagttgagga aaataatgct tocccacatt 60 
ggaaatccct tggaacaaac cagaccaaag 120 
aggacttata cttggacagc ctgtcctccc 180 
gggtagccct ocgtagtgcc aaggagttcc 240 
ggcagacagc tctgaaagct gcccagcagc 300 
aggtggccaa agacccacca ggcatcaagg 360 
aggagaccag gcacctggat gagatgaagt 420 
agaagaaaga ggagaagctg aatcagttgg 480 
agggcactct gggaggatcc cccaccaaga 540 
acagoctgag cagtgaaagt tctgaatctt 600 
agcagaggat cgactcaacc ocgagtctca 660 
ccctccggca gatcagcagc cagctgagca 720 
otcagtcgcc gccgccgctc ctcgcctcoa 780 
agagcacccc cacccccacc tactatggct 840 
ctacacccac gtccacccaa tgggcctggg 900 
otgtggctca aacggtggac gacttcctgt 960 
goatcccgct gctcagcaac agCGCcaccc 1020 
Gcagtgagca gctccggctc ctacagcact 1080 
ccacctttca gggcataatt gaggcoaacc 1140 
ccaggttacc tctcttctct tcaacaccca 1200 
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agccaaaagc tactttgagc ctcctgcagc 
tgtatcgctt ctgaggccct gagcaggggc 
accaagtgcc tgaggagctg cctgccttct 
ttgacttgca ggagccacca gggaccaggg 
tgtgactata taacctatct cgggctaaaa 
acatggcaag ctgatggcgt gcggtggctg 
ggaagggagg cgttagagga gctgccttcg 
gtttccttgg ccctgcagcg cactgctcgg 
taattcatca ggacaaagac ccccagcatg 
ccacatctat ctccaatacc tcagcctcag 
cttaattttt aaatgcctct tttcttgagc 
ctgggcttag ctgtccagag ccctgccgga 
tgtgttttcc tcaggggctg tcctcagaac 
agccatttca gctggagtct caggtctcaa 
ctgggttggc ttctggtcct catgacggct 
catgggcatt gtttccatct gtcttttcta 
tgcctcaggc aggcaggcga ggagctaggc 
tgtgcagttg gagatgctgc cgttgtggca 
ggctctgggg tgggggcttt gcaggggatg 
aaatgcactt atttttgttt ttttttttgc 



tgggccttga tgagcacaac agagtgaagg 1260 
ttggggcagc ccagcctctc ctccacccag 1320 
tccatctgag aaagcaccct ccttccccct 1380 
ggttgagtgg aacagtaaag ccacacattc 1440 
tgtgtggact tgtacgagct cttgtcattg 1500 
cggggtatca gggccgggag ccctttggga 1560 
gaggctcagg gagtcccttt ggagctggtt 1620 
ggctcccaag gaggttgtgt gtatggttct 1680 
tgtgtaccct gggacccgat ttctctgggc 1740 
atcagaccct ttcttttttg tctttcttct 1800 
attccatctc tctttttgac cctctcagga 1860 
gggtgctggg ggctgtccct ctgcaggcac 1920 
acccctcctg ctccctgggg ctcctcaggg 1980 
aaacaacttc tccaggaggc caaaaaaaga 2040 
tttatcctcc tgggacactt tgggtatatt 2100 
cctgtgccac ccctgccctg attccacggc 2160 
cggtgcccgg ccctggcagc aaggggtctt 2220 
gagcgtcctg cagccccgct tccatcagca 2280 
ctctctgatg tttgttccgt tgtttaaata 2340 

2370 



<210> 11597 
<211> 337 
<212> PRT 

<213> Homo sapiens 



<400> 11597 
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40 






45 


Leu 


Asp Glu 


Met 


Lys 


Ser 


Ala 


Met 


Arg 


Lys Gly 


His Asn Leu Leu Lys 




50 








55 








60 


Lys 
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Leu 


Asn 


Gin 


Leu 
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Ser Leu Trp Glu Glu 
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Ser Asp 
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Gly Ser Pro 


Thr Lys Lys Ala Val 
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Ser 
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Met 
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Ser 


Leu Ser 


Ser Glu Ser Ser Glu 
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Glu 
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Trp Arg 


Gin Gin Arg 1 1 e Asp 
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Thr Pro 
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1 le 
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Ser 


Gin 


Leu 


Ser 


Ser Val 


Leu Ser 1 1 e Leu Asp 


145 








150 
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160 
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Ser 


1 PI 1 


noi 1 


Pro 


G 1 n 
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1 PI 1 
I— CU 
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r 1 L# 
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1 1 II 
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1 yr 
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1 yr 


Gl V 

u 1 y 


5%pr 


1 PI 1 
195 


Ala 
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Phe 


Spr 


Ala 
200 


Leu 


Ser 


Spr A 1 ^ 


Thr 
1 1 II 

205 


Prn 

1 1 w 


Thr 
1 1 II 


Spr 


Thr 

1 Ml 


G 1 n 


Trn 


A 1 » 

r\ 1 a 


Trn 


A Qn 
nop 


^pr 
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Prn 

r r u 
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215 








220 










V;) 1 

V a 1 
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U 1 1 1 
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1 1 If 
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Acn 
nop 


Phe 
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1 P( 1 


Gill 1 
u 1 u 1— yo 


Trn 
1 r p 
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1 \/Q 


T\/r 
1 yr 






























240 


Php 


Prn 


<?pr 


G 1 V 
VJ 1 y 


1 1 P 
1 1 C 

245 


Prn 

1 1 u 


1 PI 1 


Leu 


Ser 


Acn 
no! 1 

250 


^pr Prn 

OCf 1 1 u 


Thr 
1 1 If 


Prn 

ri U 


1 Pi 1 

255 


Gill 

Vj I u 


oer 


Arg 


Leu 


vi 1 y 

260 


Tyr 


ffie L 


oer 


Ala 


Ser 
265 


ft 1 II 

u 1 U 


ft 1 n 1 ai 1 

u 1 n Leu 


Arg 


Leu 
270 


Leu 


ft 1 n 


His 


Ser 


His 
275 


Ser 


Gin 


Val 


Pro 


Glu 
280 


Ala 


Gly 


Ser Thr 


Thr 

285 


Phe 


Gin 


Gly 


1 le 


1 le 


Glu 


Ala 


Asn 


Arg 


Arg 


Trp Leu 


Glu 


Arg Val 


Lys 


Asn 


Asp 


Pro 




290 










295 








300 










Arg 


Leu 


Pro 


Leu 


Phe 


Ser 


Ser 


Thr 


Pro 


Lys 


Pro Lys 


Ala 


Thr 


Leu 


Ser 


305 










310 










315 








320 


Leu 


Leu 


Gin 


Leu 


Gly 
325 


Leu 


Asp 


Glu 


His 


Asn 
330 


Arg Val 


Lys 


Val 


Tyr 
335 


Arg 



<210> 11598 
<211> 2130 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (186). . (1262) 
<400> 11598 

aagcgcgttc ccggcagctg cgggctccga 
cagctgtggc cggagagcac aaagaatgaa 
ggctgactgc tggtgaagaa aatgctttat 
tagaaatgat ggctggctgt ggtgaaattg 
ggaaagcgaa ogagtcctgt tctaatactg 
tttgtctgca aacatgtgtt catccagtca 
tatgtgtaaa aggagcttca tggcttggaa 
ccgaggattt ccttgacaag ccaaccttgt 
gaggaaatgg tgaatatgca tggtattatg 
agcgcactag tagagagctg gaagatgctt 
taattgctgg ctttctgtat gtcgctgatc 
aacatggacg tcgcaggaag attaagogag 



ggccagagag aaaagactgc gaggtggccg 60 
ccagcagtgg aagagaaaat actgtaagct 120 
ttttgtggca ggcatctgtg ggatctgtaa 180 
atcattcaat aaacatgctt ootacaaaca 240 
caccttcttt aacogtcoot gaatgtgcca 300 
gtctgocctg taagcacgtt ttctgctato 360 
agcggtgtgc tctttgtcga caagaaattc 420 
tgtcaccaga agaactcaag gcagcaagta 480 
aaggaagaaa tgggtggtgg cagtacgatg 540 
tttccaaagg taaaaagaac actgaaatgt 600 
ttgaaaaoat ggttcaatat aggagaaatg 660 
atataataga tataccaaag aagggagtag 720 
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ctggacttag gctagactgt gatgctaata 
acggagcgga cagtgtatca gcacagagtg 
taaggcccct aacatcagta gatggtcagt 
caagcacttc tctggaagac tcttttgctc 
aaaggagtca taggggagaa ggagaagaag 
cagcaccaga cacctccatt gaagaaactg 
tatctgcagt tgttgcacag cactccttga 
accagacagt acccgatcga tcagatcgat 
gaacagtgag tgtcagtgtc agatctagaa 
tttaaataaa aatgtcttca gctccatgct 
gcccacataa cattatactc atccctagta 
tatgggaagg atagactcat aattaaaatg 
aatgtaagga acttgggtgt taatagttga 
aggtctgttt actttatact ttttaaaaac 
attatctgtg cattaatggt cctcatctga 
gattggcata agaccattac taaaatttgg 
gaaacataat ttaatgtatg aatagatgtg 
actattttat agtaaagtta ttgaaatgga 
aatgtttgta acacacttca tggtgttccc 
aggttttttt ggtctgcatt tttctttttg 
gagtttatca aaaacagttt gtctcttgtt 
acatttgtga ccaaaggtca cttaaaaagt 
tcacctgctc agaaaagttt gatttttttc 
agtgtgtata taataaacat gtatggaaat 



ccgtaaacct agcaagagag agctctgctg 780 
gagcttctgt tcagccccta gtgtcttctg 840 
taacaagccc tgcaacacca tcccctgatg 900 
atttacaact cagtggagac aacacagctg 960 
atcatgaatc accatcttca ggcagggtac 1020 
aatcagatgc cagtagtgat agtgaggatg 1080 
cccaacagag acttttggtt tctaatgcaa 1140 
cgggaactga tcgatcagta gcagggggtg 1200 
ggcctgatgg acagtgcaca gtaactgaag 1260 
caaggttgaa agggttacct gtaaatttct 1320 
gtgcattttg ggagttgggg tgggaagggg 1380 
tctaacatgt ctctgttgag aaatttattt 1440 
gagctgttta gtaataaccc agttttcttg 1500 
ttctgtagtt cttttggcca gtgtgtttgt 1560 
ctcctgcatt gtgtcttatt tttctgcatg 1620 
cacctgtgag atgtttgata ttatgaacag 1680 
aatttgggat ttcaaaatag atgaataaca 1740 
aatgaaaaca gccagtaact tatgtttcag 1800 
ataggctttg ctgtctagtc ttatagtttg 1860 
attacaaaat ttataattta ataaatacta 1920 
tgagggtgga aagggtgtgg aaacattttg 1980 
ggtggtttta attggttgtt ttcagcttaa 2040 
ttagagatta tttaaacaga atctataggc 2100 

2130 



<210> 11599 
<211> 359 
<212> PRT 

<213> Homo sapiens 



<400> 11599 



Met 


Met 


Ala 


Gly 


Cys 


Gly 


Glu 


1 le 


Asp His Ser 1 le Asn 


Met Leu 


Pro 


1 








5 








10 


15 




Thr 


Asn 


Arg 


Lys 


Ala 


Asn 


Glu 


Ser 


Cys Ser Asn Thr Ala 


Pro Ser 


Leu 








20 










25 


30 




Thr 


Val 


Pro 


Glu 


Cys 


Ala 


1 le 


Cys 


Leu Gin Thr Cys Val 


His Pro 


Val 






35 










40 


45 






Ser 


Leu 


Pro 


Cys 


Lys 


His 


Val 


Phe 


Cys Tyr Leu Cys Val 


Lys Gly 


Ala 




50 










55 




60 






Ser 


Trp 


Leu 


Gly 


Lys 


Arg 


Cys 


Ala 


Leu Cys Arg Gin Glu 


Me Pro 


Glu 


65 










70 






75 




80 


Asp 


Phe 


Leu 


Asp 


Lys 


Pro 


Thr 


Leu 


Leu Ser Pro Glu Glu 


Leu Lys 


Ala 










85 








90 


95 




Ala 


Ser 


Arg 


Gly 


Asn 


Gly 


Glu 


Tyr 


Ala Trp Tyr Tyr Glu 


Gly Arg Asn 








100 










105 


110 




Gly 


Trp 


Trp 


Gin 


Tyr 


Asp 


Glu 


Arg 


Thr Ser Arg Glu Leu 


Glu Asp 


Ala 






115 










120 


125 
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rilc 


130 


Lys 


ft 1 V 

u 1 y 


Lys 


Lys 


Aon 

135 


Thr 
1 lit 


ft 1 1 1 


wie L 


1 01 1 

i_eu 


1 ip 

1 1 e 

140 


A 1 » 

A 1 a 


ft 1 \f 

u 1 y 


Php 
r I ic 


1 01 1 

Leu 




1 yr 


\/o t 
Vd 1 


A 1 ^ 
A 1 a 


A on 
ASp 


Leu 


ft 1 1 1 

u 1 U 


A 0 rt 

Asn 


ifie L 


Wa 1 
va 1 


ft 1 n 

13 1 II 


1 yr 


Arg 


Arg 


Aon 
Aol 1 


ft 1 II 


H i 0 
n 1 0 














1 OKJ 




















1 fin 




u 1 y 


A K* or 


Al g 


A or 
Arg 


Lys 

1 DO 


1 1 A 

1 1 e 


Lys 


A K" or 
Alg 


Aon 
Aop 


1 1 ^ 

1 1 e 

1 7n 

1 / yj 


1 1 A 

1 1 e 


Aon 
Aop 


1 1 P 

1 1 e 


Pr-n 
rr 0 


1 vo 

Lyo 

1 7R 
1 / \j 


Lyb 




u 1 y 


Va 1 


A I ck 

A i a 


ft 1 \/ 

u 1 y 
1 ftft 

1 OKJ 


Leu 


Arg 


Leu 


Asp 


r*\#o 
Lrys 

1 ft^ 


Asp 


A 1 0 
A 1 a 


Aon 
Aon 


1 nr 


Wo 1 
V a 1 

1 Qft 


Aon 
Aoll 


1 01 1 

Leu 




A 1 m 
A 1 a 


A vn* 
Arg 


n 1 1 1 

u 1 U 

195 


oer 


oer 


A 1 £1 
A 1 a 


Aon 
ASp 


ft 1 \/ 
u 1 y 

200 


A 1 0 
A 1 a 


Aon 
ASp 


oer 


Wa 1 
va 1 


oer 
205 


A 1 0 
A 1 a 


ft 1 n 
u 1 n 


oer 




u 1 y 


A 1 ck 
Z 1 u 




Met 1 

va 1 


ft 1 n 

u 1 n 


rro 


Leu 

91 R 
Z 1 o 


Wo 1 

va 1 


oer 


oer 


Wo 1 
va 1 


Arg 

990 
zzw 


Prn 

rro 


Leu 


Thr 
1 1 ir 


oer 




va 1 


Asp 


u 1 y 


ft 1 n 


Leu 


1 nr 


oer 


rro 


A 1 0 
A 1 a 


Thr 

1 nr 


rro 


oer 


Pr-n 

rro 


Aon 
Aop 


A 1 0 
A 1 a 


oer 




zzo 










ZOU 










zoo 










9 AO 


. ^-^ 
%^ 


1 nr 


oer 


Leu 


ft 1 1 1 


Asp 


oer 


rne 


A 1 0 
A I a 


M i 0 

n ! s 


Leu 


ft 1 n 

u 1 n 


Leu 


oer 


ft 1 \/ 

u 1 y 


Asp 


Asn 










Z'+O 










9^n 

ZOU 










9^^ 
zoo 




y £ 


1 nr 


A 1 o 

A 1 a 


ft 1 1 1 
u 1 u 


Arg 


oer 


n 1 s 


Arg 


ft 1 \/ 
u 1 y 


ft 1 1 1 
u 1 u 


ft 1 \/ 
u 1 y 


ft 1 1 1 
u 1 U 


ft 1 1 1 
u 1 u 


Asp 


l-l i 0 

n 1 s 


ft 1 1 1 
u 1 U 


oer 










260 










265 










270 








rrO 


oer 


oer 
275 


ft 1 \/ 
u 1 y 


Arg 


Wo 1 
va 1 


rro 


A 1 0 

A 1 a 
280 


rro 


Asp 


1 nr 


oer 


1 1 0 
1 1 e 

285 


ft 1 1 1 

U 1 u 


ft 1 1 1 
u 1 U 


Thi^ 

1 nr 


RJ s 


u 1 U 


ber 


Asp 


A 1 <k 

A 1 a 


oer 


oer 


Asp 


oer 


u 1 U 


Asp 


va 1 


oer 


A 1 <k 

A 1 a 


va 1 


va i 


A 1 0 
A 1 a 


%4 




290 










295 










300 










i5 


Gin 


His 


Ser 


Leu 


Thr 


Gin 


Gin 


Arg 


Leu 


Leu 


Val 


Ser 


Asn 


Ala 


Asn 


Gin 




305 










310 










315 










320 


^ £ 


Thr 


Val 


Pro 


Asp 


Arg 


Ser 


Asp 


Arg 


Ser 


Gly 


Thr 


Asp 


Arg 


Ser 


Val 


Ala 










325 










330 










335 






Gly 


Gly 


Gly 


Thr 
340 


Val 


Ser 


Val 


Ser 


Val 
345 


Arg 


Ser 


Arg 


Arg 


Pro 
350 


Asp 


Gly 




Gin 


Cys 


Thr 

355 


Val 


Thr 


Glu 


Val 





















<210> 11600 
<211> 1199 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (37). . (717) 

<400> 11600 

ctcttttagc ggcggcggct tcttccgtgg gaoaatatgt tcaagagaat ggocgaattt 60 

gggcctgact ccggcgggag agtaaagggt gttactatcg ttaaaccaat agtttacggt 120 

aatgttgctc ggtattttgg aaagaaaaga gaagaagatg ggcacaotca tcagtggaca 180 

gtatatgtga aaccatatag aaatgaggat atgtcagcat atgtgaagaa aatccagttt 240 

aaattacatg aaagctatgg caatccttta agagttgtta ctaaaoctcc atatgaaatt 300 

actgaaacag gatggggtga attcgaaata atcatcaaaa tatttttcat tgaccctaat 360 
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gaaagacctg taaccctgta tcatttgcta aagctgtttc aatcagacac caatgcaatg 420 
ctggggaaaa agacagtggt ttcagagttc tatgatgaaa tgatatttca agacccaaca 480 
gcaatgatgc aacaattatt gacaacatct cgtcagctaa cattaggagc ctataagcat 540 
gaaacagaat ttgcagagct tgaagtgaaa accagagaaa aattagaagc tgctaagaaa 600 
aaaacaagct ttgagattgc agagcttaag gagagattaa aagcaagtcg tgaaactata 660 
aattgtttaa aaaatgaaat cagaaaactt gaagaagatg accaagcaaa agacatataa 720 
acagttctca tgagaacttg gtagtaagct aaactgaaaa taaggtgggc ttcactggag 780 
aaatggactt actgcaaatg ctgtgatgtt tcttagagga acttcatata cagctgttga 840 
ccatgaattt cttagcaata ggaatttgta ctatttaagc aatctttagt ggaaaatatg 900 
tgtgtaagaa tggatgctat ataggtattt taccaaccca ttttaagaaa attctatgat 960 
attaagcaca gtttttaaaa atgtttattg tagtatatgt atagcttatt acccttttga 1020 
caggcatcaa aatttcatta taaagtatta cttgtacaaa ttttgtactt ctttagtggc 1080 
tagaattagt gaagaaactt aatgtgtata tttaatttct tcaagttctt acctgccccc 1140 
atcctttttt gtatatgatg tgtccagtaa gtattcaata aatgtagttt acagatcct 1199 



<210> 11601 
<211> 227 
<212> PRT 

<213> Homo sapiens 
<400> 11601 
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195 200 205 
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Asn Cys Leu Lys Asn Glu Me Arg Lys Leu Glu Glu Asp Asp Gin Ala 

210 215 220 

Lys Asp I le 
225 



<210> 11602 
<211> 2342 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (54). . (1388) 

<400> 11602 

gctccggcgg cttcgctgct agctcgcggc gacgtcgggc cgattttcco aggatgacag 60 

agctgaggca gagggtggcc catgagccgg ttgcgccacc cgaggacaag gagtcagagt 120 

cagaagcaaa ggtagatgga gagactgcat cggacagtga gagccgggca gaatccgcac 180 

ccctgccagt ctctgcagat gataccccgg aggtcctcaa tagggccctt tccaacttgt 240 

cttcaagatg gaagaactgg tgggtgagag gcatcctgac tttggocatg attgcatttt 300 

tcttcatcat catttacctg ggaccaatgg ttttgatgat aatcgtgatg tgcgttcaga 360 

ttaagtgttt coatgagata atcactattg gctacaacgt ctaccactca tatgatctgc 420 

cctggttcag gacgctcagc tggtaotttc tcctgtgtgt aaaotatttc ttctatggtg 480 

agacagtgac ggattacttc ttcaccctgg tccagagaga agagcctttg cggattctca 540 

gtaaatacca ccggttcatt tcctttactc tctatctaat aggattctgc atgtttgtac 600 

tgagtctggc caagaagcat tatcgactgc agttctacat gtttggctgg acccatgtga 660 

oattgctgat tgttgtaaca cagtcaoatc ttgttatcca caacctattt gaaggaatga 720 

tctggttcat tgtccccata tcttgtgtga tctgtaatga catcatggcc tatatgtttg 780 

gctttttctt tggtcggacc ccactcatca agctgtcccc gaagaagacc tgggaaggct 840 

tcattggggg cttctttgct actgtggtgt ttggccttct gctgtcctat gtgacgtccg 900 

ggtacagatg ctttgtctgc cctgtggagt acaacaatga caccaacagc ttcactgtgg 960 

actgtgagcG otcggacctg tttogcctgc aggagtacaa cattcctggg gtgatccagt 1020 

oagtcattgg ctggaaaacg gtccggatgt acccottcca gattcacagc atcgctctct 1080 

ccacctttgc ctcgctcatt ggcccctttg gaggattctt cgcaagtgga ttcaaacgag 1140 

cctttaaaat caaagacttt gccaatacca ttcctggcca tggaggcatc atggatcgct 1200 

ttgactgcca gtatctgatg gccacctttg tcaatgtata catcgccagt tttatcagag 1260 

gccctaaccc aagcaaactg attcagcagt tcctgacttt acggccagat cagcagctcc 1320 

acatcttcaa cacgctgcgg tctcatctga tcgacaaagg gatgctgaca tccaccacag 1380 

aggacgagta ggggccaccc agggccagga gaacaggaac agaactgagc aggggcaggt 1440 

otccaaggca agcccagctg gtgtgactta gacaatgacg aggcttcaac tcactgtctt 1500 

tttttttttt tttggagggt attttttatt tgtgggttca aaaaatctgt atatacagtc 1560 

tatgtgttta gaatttgtgt tgtaagtaaa ctaoagcttt gagttggaaa gaagtcacgg 1620 

gttgtaaaac catttggatt tttttaaaac aaaagtatta ataatctgga agacagtgtt 1680 

gcccaggtca ggagtgtttt cttggtggtt ccagccccca tcaattgaac tgtttctggg 1740 

ctcagtcaga cacagaoatt catctgtgtc tgacoaaatc aggggactto cccacctgtg 1800 

gtgggaggca cagcttagat gttttgtaca cctggtcttt tctagaaatc cctgcttgga 1860 

gctgcagaag ggttgccttc tgtaggtcgg aggaatggag gcttactaac caggtaagcc 1920 
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ttctatgcat ccacaccaaa atcctgcaga 
ttcaccttca tcgcagactg aaagtttcag 
tatttataat agtctggaga aaaaacacac 
tactgtaact gagccctttc ccacatgtct 
actgtgtgtt ttcagggaca atgccatcca 
tcctttctgg ggactttctc atcgggcagg 
tgcctgaaca cccatgtagc tgctgtgttg 
at 



atgtaagtaa gctctgcttt ataagatggg 1980 
tttttatttt tttcagaaag cacgaaaaat 2040 
tgtaatattt caagtgtatg cagtagaatg 2100 
aggctccaat gtctcctgta ggtccaccta 2160 
tgtttgtgct gtagacttgc tgctgctgaa 2220 
gagcagaggg cttctcgttc atgcaccctt 2280 
tgtatatatt actcttaaga ggaaaaaaaa 2340 

2342 



<210> 11603 
<211> 445 
<212> PRT 

<213> Homo sapiens 
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<210> 11604 
<211> 1208 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (146). . (886) 

<400> 11604 

gtgcgcccgc cccctctggg gcggagagac 
gactgaccgt tccctgggga tccgacgggc 
actcgtggcc tttgggctag aagccatgga 
gggccgggac cgactcttca gagccactca 
agagccoaaa gctggcaaag agaaggtggt 
gagoaotggt cgtaaatggt toagactagg 
gcagagcatt catgccactg acctggtacc 
ccgtgtgatt tatttcatct gtgaoaccat 
tggcatcaac aaagagaaat ggcgaaogag 
gctgagcctg gtcagggatc tgtatgaaat 
cagggcaaag aaagagaaat cagcatccca 
ggaaacagaa tggctooaat octttctact 



tcagcccctg cccctcagcg gataacctgg 60 
cccagaggac ccacgcctga gccccgtgcg 120 
cgccttcacc ogcttcacca accagaccoa 180 
gtacacatgo atgttgctta gatatttgtt 240 
aatgaagctc aagaaactgg agtcoagtgt 300 
oaatgtggta catgctatac aggcaactga 360 
tcgcttatgc ttaacattag ccaacctgaa 420 
cGtctgggtg aggagcgtag gtctcacctc 480 
ggotgotcac cactactact attctcttct 540 
ctccctgcag atgaaacgag ttacatgtga 600 
ggatcctctt tggttcagcg tggctgagga 660 
tottttattc cgatotctga agcagcatco 720 
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tcccttgctc ctggacacag tgaagaacct 
ggggatctat aaatccaatc ctggcatcat 
aggcatgatc actgtggcat atcctcagat 
gcttggaact agtacctact ttaaaagatg 
tcacaggcca tgtcatactg tgcttaagtt 
atgtgggcag agatgaggcc aagaacggag 
tggagtgctg gagtgacttg tgaatttctg 
acatctctta tgtgcatagt gggagcttag 
aaaaattt 



ttgtgatatc ctgaaccctt tggaccagct 780 
tggacttgga ggtcttgtgt cctctatagc 840 
gaagctgaag acccgttagg gtgtttttag 900 
gcctcttggt gggacagaca tttgtataag 960 
cttgttcatg tgagcattta acaacctgtg 1020 
aagggaggag catgaagagt tgtatgtttt 1080 
aatattttcc cttcatctaa cattgattga 1140 
tatttgctga atgaataaaa attgaaagga 1200 

1208 



<210> 11605 
<211> 247 
<212> PRT 

<213> Homo sapiens 



<400> 11605 



Met 


Asp 


Ala 


Phe 


Thr 


Arg 


Phe 


Thr 


1 








5 








Leu 


Phe 


Arg 


Ala 


Thr 


Gin 


Tyr 


Thr 








20 










G 1 U 


Pro 


Lys 


A 1 a 


G 1 y 


Lys 


u 1 u 


Lys 






35 










40 


Glu 


Ser 


Ser 


Val 


Ser 


Thr 


Gly 


Arg 




50 










55 




Val 


His 


Ala 


1 le 


Gin 


Ala 


Thr 


Glu 


65 










70 






Val 


Pro 


Arg 


Leu 


Gys 


Leu 


Thr 


Leu 










85 








Phe 


1 le 


Gys 


Asp 


Thr 


1 le 


Leu 


Trp 








100 










Gly 


1 le 


Asn 


Lys 


Glu 


Lys 


Trp 


Arg 






115 










120 


Tyr 


Ser 


Leu 


Leu 


Leu 


Ser 


Leu 


Val 




130 










135 




Gin 


Met 


Lys 


Arg 


Val 


Thr 


Gys 


Asp 


145 










150 






Ser 


Gin 


Asp 


Pro 


Leu 


Trp 


Phe 


Ser 










165 








Leu 


Gin 


Ser 


Phe 


Leu 


Leu 


Leu 


Leu 








180 










Pro 


Leu 


Leu 


Leu 


Asp 


Thr 


Val 


Lys 






195 










200 


Leu 


Asp 


Gin 


Leu 


Gly 


Me 


Tyr 


Lys 




210 










215 




Gly 


Gly 


Leu 


Val 


Ser 


Ser 


1 le 


Ala 


225 










230 






Gin 


Met 


Lys 


Leu 


Lys 


Thr 


Arg 





Asn 


Gin 


Thr 


Gin 


Gly 


Arg 


Asp 


Arg 




10 










15 




Gys 


Met 


Leu 


Leu 


Arg 


Tyr 


Leu 


Leu 


25 










30 






Val 


Val 


Met 


Lys 


Leu 


Lys 


Lys 


Leu 










45 








Lys 


Trp 


Phe 


Arg 


Leu 


Gly 


Asn 


Val 








60 










Gin 


Ser 


1 le 


His 


Ala 


Thr 


Asp 


Leu 






75 










80 


Ala 


Asn 


Leu 


Asn 


Arg 


Val 


1 le 


Tyr 




90 










95 




Val 


Arg 


Ser 


Val 


Gly 


Leu 


Thr 


Ser 


105 










110 






Thr 


Arg 


Ala 


Ala 


His 


His 


Tyr 


Tyr 










125 








Arg 


Asp 


Leu 


Tyr 


Glu 


1 le 


Ser 


Leu 








140 










Arg 


Ala 


Lys 


Lys 


Glu 


Lys 


Ser 


Ala 






155 










160 


Val 


Ala 


Glu 


Glu 


Glu 


Thr 


Glu 


Trp 




170 










175 




Phe 


Arg 


Ser 


Leu 


Lys 


Gin 


His 


Pro 


185 










190 






Asn 


Leu 


Gys 


Asp 


1 le 


Leu 


Asn 


Pro 










205 








Ser 


Asn 


Pro 


Gly 


1 le 


1 le 


Gly 


Leu 








220 










Gly 


Met 


1 le 


Thr 


Val 


Ala 


Tyr 


Pro 






235 










240 



-5105/13211- 



245 



<210> 11606 
<211> 1128 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (95).. (1018) 

<400> 11606 

atcgctgcgg ttgcgagcgc tgtagggagc 
agccgcggag cagtagccgc cgtgggaggg 
ggacgcaaag acaagggaga agctgtgttt 
tgcggagatc aagaacctct tcactaagac 
cctccgcctg gaccccaagg gcaagtccct 
cgtgggcaco acggccaoac tgtacttccg 
ggtcttccta acagagtacg cggggcccct 
gcccttcatc tatggccgca aatatgactt 
cgcctgcatc tgtcactcat tccactacat 
ccgcttctcc oatggcacta tgcctttgcg 
gggcttogcc gcgtggatgg cctattacat 
cggagctcag caggtgaaac tggcgctcgc 
ctocatccac atggccctgc gggacctgcg 
ataccccacc aagaacccct tcacgtggct 
ctacgaggtg gggtcctgga tcggtttcgc 
gttctccctg gtgggcttca cccagatgac 
cctgaaggag ttccgggact acccgcocct 
agcgctcacc cctgctgagg ctcagcccct 
ggcccacagc tctccagcac ccggaataaa 



ctgtgctgtg ccgcgcagtt aggcagcagc 60 
agocatgaag cattacgagg tggagattct 120 
cttggacaag gtggagcoco acgccaccat 180 
ocatoogcag tggtaccccg cccgccagtc 240 
gaaggatgag gatgttctgc agaagctgcc 300 
ggacotgggg gcooagatca gctgggtgac 360 
tttcatctac ctgctcttct acttccgagt 420 
tacgtccagt cggcatacag tggtgcacct 480 
caagcgcctg ctggagacgc tcttcgtgca 540 
caaoatcttc aagaactgca cctactactg 600 
caatcaccct ctctacactc cccctaccta 660 
catctttgtg atctgccagc tcggcaactt 720 
gcccgotggg tccaagacgc ggaagatcco 780 
cttcctgctg gtgtcctgcc ccaactacac 840 
catcatgacg cagtgtctco cagtggccct 900 
catctgggcc aagggcaagc accgcagcta 960 
gcgcatgccc atcatcccct tcotgctctg 1020 
caaoccggtg gcattctggg ggaggagtgg 1080 
gcccgcctgc cccagtcg 1128 



<210> 11607 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 11607 

Met Lys His Tyr Giu Val Glu I le 

1 5 
Leu Cys Phe Leu Asp Lys Val Glu 
20 

Lys Asn Leu Phe Thr Lys Thr His 
35 40 
Ser Leu Arg Leu Asp Pro Lys Gly 
50 55 



Leu Asp Ala Lys Thr Arg Glu Lys 

10 15 
Pro His Ala Thr I le Ala Glu I le 

25 30 
Pro Gin Trp Tyr Pro Ala Arg Gin 
45 

Lys Ser Leu Lys Asp Glu Asp Val 
60 
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Lys 
285 


His 


Arg 


Ser 




Tyr 


Leu 


Lys 


Glu 


Phe 


Arg Asp 


Tyr Pro 


Pro 


Leu 


Arg 


Met 


Pro 


1 le 


1 le 
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<210> 11608 
<211> 2213 
<212> DNA 
<213> Homo sapiens 

<400> 11608 

aaggaacttt aaattcttat atttactttt 
caaaagattg gcatttgtta agtgttctat 
atagtcataa aatggtottc acacagoagt 
aaattatggc aattttattt caaactaaag 
tttgtaattt gggacttgga ttatttatct 
atactgcgct gccatcatgg tgactgtcat 
tctaatgttg catgtttcag tgggttggaa 
tgtcataaaa taaaatgctg tttactggat 



ctctcagtaa attgttaaat tttcactcag 60 
atttagtact aaaatcacag tcatgaaato 120 
catccgtgtc atttatcatt ttgtaatatt 180 
tttgaacacc ggaaagtcat tactcagtga 240 
agagatgttt gtatattttg tcagtaacta 300 
ggttctacag aaatgccctc catgtgtccc 360 
gttttgtata tttattgtat taacacagag 420 
gtttgtttgt ataattttga acaotataat 480 
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agcaattcag agacagacat tgttaaaggt ttgatgtata tagaaattcc atgtttgatt 540 
ttttaaaata tgtgtataag tctgtcatgt gctaaacaaa ataatatgaa agacctagtt 600 
aaaaattcta accaatgtaa aatgaccatt tttctgttgc attagacctt tacaggtaat 660 
ggaacatgag cttcacccat attaaatatt ttggcccctt taaggtcaaa atacagatca 720 
tctagaagtt agattcaaaa tggaaaacct attcatggct cagatttttc attgtgggtt 780 
aaaaatgggt gtctctgtac tagtattgta tttattcaat tgaacttgta ttctgatttc 840 
taaccttgct acctattgct gttttatgta ctgatgaaag tacctatttg tgtatattgg 900 
atttttcact tggttagcta aagaagatgt aaaaatatct aaaataatgt tcatggtgaa 960 
tcttattttg agaaatacat gttaaaaaag gaacagtatt ctttattttc tgggtgttat 1020 
atttaaaaaa gcaagtttgg atttttacac ctaatttact aggaaaatat tttattctgt 1080 
aattcatgtt aagattatgt atggtttgca ttttaagggg atttatgtta ggttaattag 1140 
ttgtttctgt aaatcatttg taatagcata gtgcttttta ctcattgctg tatctttttc 1200 
tgaaaacact gttgttaaca tctaattcag tatccttatt ggtacaaatc tgtgtttggc 1260 
atgactgttt atatacagaa tttgttacat tttgagcatt ttttcccctg cttatgtata 1320 
ccttagagtt accatggctg tcatatacca tttcactata tctcctttca gtttttcctt 1380 
aaggaaaatg tttagaggaa tttgttcatt tcatgtgatt aagcccttta gagatgaaat 1440 
aagattggtt aattttaaaa aaattgagga tggttaaaaa atagaaaaca ccttactttg 1500 
atacatttta aagtacaata gtatacattt atttagagta gactaatgtg ttttaaacat 1560 
gagttgtttt aaatactttt ttattgagct aaaaagtttt atctcacata ttaagtatta 1620 
cagaaagtga agtattttgg ctagaatttt agggcatatt ttataaagca gcatgcctgt 1680 
aatattggtg ggtattttta aactttagga ctttatcaca gtatgtagag agctagaaat 1740 
aaatctagaa actttctaag ccaggtattg ccactaacct gtcttatata agcagatacc 1800 
tcttatttga agattgtagg aaaatagaga aagactgttc tccagttttc tcacccccgc 1860 
tgtgggtttt atatttacaa tttaactttg gggtttgggt aagacaaaca tttaatgtat 1920 
aggattttgg ccaggtgtgg tggctcacgc ctgtaatccc agcactttgg gaggccaagg 1980 
tgggcggatc acgaggtcag gagatcgaaa ccatcctggc taacatggtg aaaccccatc 2040 
tctactaaaa atacaaaaaa aaaattagct gagcatggtg gcgggcgcct gtagtcccag 2100 
ctacttggga ggctgaggca ggagaatgac gtgaacctgg gaggcggagc ttgcagtgag 2160 
ccgagatctc tccactgcac tcctgcctgg gcgacagagc gagactccat etc 2213 



<210> 11609 
<211> 2193 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (26). . (2191) 



<400> 11609 

ctcggttcct ctttcctcgc tcaagatggc 
ggCGgcggcg gctgctttcg aaaagcgccg 
ctctgttagc ggctcaggtc cgcagtggag 
tcgagcctac cagcagattc cagagtcatt 
aggcaattca ggacagttct tagatgctgc 
aaagaggaca tgttggcatg gtcatgcagg 
gttaaaagat gttgatactc ggaaaatcat 



gctgctcgcg atgcattctt ggcgctgggc 60 
gcactccgcg attctgatcc ggcctttagt 120 
gccacatcaa ctcggcgcct tgggaaccgc 180 
aaaaagtato acatggcaga gattgggaaa 240 
aaaggctctc caggtatggc cactgataga 300 
aggaggactc cacacagacc caaaagaagg 360 
aaaagcaatg ctttcttatg tgtggcccaa 420 
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agacaggcca gatctacgag ctagagttgc 
ggccatgaat attgtggttc ccttcatgtt 
gtcgggaaac atgctgaacc tgagtgatgc 
agttctgatt ggctatggtg tatcaagagc 
tgcagtattt ggcaaggtag cccagaattc 
ccatcttcac aacctggatc tgggttttca 
ggctattgac agaggaacaa ggggtatcag 
tcttcccatc atgtttgaag tgatgcttgt 
ccagtttgct ttggtaaccc ttggaacact 
cacacggtgg agaactagat ttagaataga 
tgctgctata gactcactgc tgaattatga 
tgaagcacag agatatgatg gatttttgaa 
ctctactctg gctatgctga actttggtca 
tataatggtg ctcgccagtc agggaattgt 
aatggtgaat ggactgcttt ttcagctttc 
tagagagact agacaagcac tcatagatat 
cacccaaatt aaagacaaag tgacggcatc 
cgtggccttt gataatgtgc attttgaata 
atcctttgaa gtccctgcag gaaagaaagt 
aagcacaata gtgaggctat tatttcgctt 
tgctggtcaa aatatacaag atgtgagcct 
acctcaggat gctgtcctct tccataatac 
cagtgcttca cctgaggaag tgtatgcagt 
tcttcgaatg ccacatggat atgacaccca 
aggagaaaag caaagagtag caattgcaag 
ctatgatgaa gctacttcat cgttagattc 
gaaggatgtg gtcaaacaca gaacttctat 
tgatgcagat gaaatcattg tcttggatca 
tggtttgctt gctaaccctc atagtatcta 
tgtgcagaac catgataacc ccaaatggga 



catttcgctg ggatttttgg gtggtgcaaa 480 
taaatatgct gtagacagcc tcaaccagat 540 
accaaataca gttgcaacca tggcaacagc 600 
tggagctgct ttttttaacg aagttcgaaa 660 
aatccgaaga atagccaaaa atgtctttct 720 
cctgagcaga cagacgggag ctttatctaa 780 
ttttgtcctg agtgctttgg tatttaatct 840 
cagtggtgtt ttgtattaca aatgcggtgc 900 
tggtacatac acagcattca cagttgcagt 960 
aatgaacaaa gcagataatg atgcaggtaa 1020 
aactgtgaag tattttaata atgaaagata 1080 
gacgtatgag actgcttcat tgaaaagtac 1140 
aagtgctatt ttcagtgtcg gtttaacagc 1200 
ggcaggtacc cttactgttg gagatctagt 1260 
attacccctg aactttctgg gaactgtata 1320 
gaacaccttg tttactctac tcaaggtaga 1 380 
tccccttcag atcacaccac agacagctac 1440 
cattgagggc cagaaagtcc ttagtggaat 1500 
ggccattgta ggaggtagtg ggtcagggaa 1560 
ctatgagcct caaaagggta gcatttatct 1620 
ggaaagcctt cggagggcag tgggagtggt 1680 
tatttattac aacctcttat atggaaacat 1740 
ggcaaaatta gctggacttc atgatgcaat 1800 
agtaggggaa cgaggactca agctttcagg 1860 
agccattttg aaggaccccc cagtcatact 1920 
gattactgaa gagactattc ttggtgccat 1980 
tttcattgca cacagattgt caacagtggt 2040 
gggtaaggta gccgaacgtg gtacccacca 2100 
ttcagaaatg tggcatacac agagcagccg 2160 
age 2193 



<210> 11610 
<211> 722 
<212> PRT 

<213> Homo sapiens 
<400> 11610 

Met Ala Leu Leu Ala Met His Ser Trp Arg Trp Ala Ala Ala Ala Ala 

15 10 15 

Ala Phe Glu Lys Arg Arg His Ser Ala Me Leu I le Arg Pro Leu Val 

20 25 30 

Ser Val Ser Gly Ser Gly Pro Gin Trp Arg Pro His Gin Leu Gly Ala 

35 40 45 

Leu Gly Thr Ala Arg Ala Tyr Gin Gin I le Pro Glu Ser Leu Lys Ser 

50 55 60 

Me Thr Trp Gin Arg Leu Gly Lys Gly Asn Ser Gly Gin Phe Leu Asp 
65 70 75 80 
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Leu 


Lys 
0 / u 


oer 


1 nr 


oer 


1 nr 


Leu 

97(^ 

0/0 


Ala 


Met 


Leu 


Asn 


rne 

9Qn 
ooU 


Va 1 y 


fi 1 w\ 

la 1 n 


oer Ala 




1 I e 


rne 


oer 


va 1 


(a 1 y 


Leu 


1 nr 


Ala 


1 le 


Met 


Va 1 


1 At • 

Leu 


A 1 a 


Caw 

Ser 


Gin Gly 




385 










390 










395 








400 




lie 


Val 


Ala 


Gly 


Thr 
405 


Leu 


Thr 


Val 


Gly 


Asp 
410 


Leu 


Val 


Met 


Val 


Asn Gly 
415 




Leu 


Leu 


Phe 


Gin 
420 


Leu 


Ser 


Leu 


Pro 


Leu 
425 


Asn 


Phe 


Leu 


Gly 


Thr 
430 


Val Tyr 




Arg 


Glu 


Thr 


Arg 


Gin 


Ala 


Leu 


1 1 e Asp 


Met 


Asn 


Thr 


Leu 


Phe 


Thr Leu 








435 










440 










445 








Leu 


Lys 


Val 


Asp 


Thr 


Gin 


t le 


Lys Asp 


Lys 


Val 


Thr 


Ala 


Ser 


Pro Leu 






450 










455 










460 
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u 1 n 


1 1 A 

1 1 e 


\ nr 


rro 


b 1 n 


1 nr 


A 1 a 


1 nr 












A ~ir\ 
. 4/U 






b 1 u 


Tyr 


1 1 e 


Pill 

b 1 U 


b 1 y 


r» 1 rx 

b 1 n 


Lys 


Va 1 










4oO 








Pro 


A 1 a 


u 1 y 


Lys 


Lys 


Va 1 


A 1 n 

A 1 a 


1 le 


















Ser 


1 nr 


1 1 e 


Va 1 


Arg 


Leu 


Leu 


rhe 






o1 o 










bZU 


Ser 


1 1 e 


Tyr 


Leu 


A 1 r\ 

A 1 a 


b 1 y 


b 1 n 


Asn 




con 










bob 




Leu 


Arg 


Arg 


A 1 ^ 

A 1 a 


va 1 


b 1 y 


Va 1 


Va 1 


o4o 










boO 






Asn 


Ihr 


1 1 e 


Tyr 


Tyr 


A AH 

Asn 


1 Ai 1 
Leu 


1 Ai • 
Leu 










boo 








Ci 1 u 


G 1 u 


Va 1 


Tyr 


A 1 ^ 

Ala 


Va 1 


A 1 

Ala 


Lys 


















Leu 


Arg 


Met 


Pro 


H 1 S 


Gly 


Tyr 


A A M 

Asp 
















OUO 


Lys 


Leu 


Ser 


G ly 


b 1 y 


G 1 u 


Lys 


G 1 n 




D 10 










o lb 




Leu 


Lys 


A AM 

Asp 


Pro 


Pro 


Va 1 


1 1 — 
1 le 


Leu 


o2b 










630 






Asp 


Ser 


1 le 


Thr 


Glu 


Glu 


Thr 


1 le 










645 








Lys 


His 


Arg 


Thr 


Ser 


1 le 


Phe 


1 le 








660 










Asp 


Ala 


Asp 


Glu 


1 le 


1 le 


Val 


Leu 






675 










680 


Gly 


Thr 


His 


His 


Gly 


Leu 


Leu 


Ala 




690 










695 




Met 


Trp 


His 


Thr 


Gin 


Ser 


Ser 


Arg 


705 










710 







Trp Glu 



Val 


Ala 


Phe Asp 


Asn 


Va 1 


n 1 s 


Phe 






475 










A Qt\ 

480 


Leu 


Ser 
490 


Gly 


1 le 


Ser 


Phe 


G 1 U 
49b 


Va 1 


Val 


Gly 


Gly 


Ser 


Gly 


Ser 


biy 


Lys 


505 










b 10 






Arg Phe 


Tyr Glu 


Pro 


/^ 1 

G 1 n 


Lys 


Gly 










525 








1 le 


Gin 


Asp 


Val 
540 


Ser 


Leu 


G 1 u 


Ser 


Pro 


Gin 


Asp Ala 


Va 1 


Leu 


Phe 


His 






555 










560 


Tyr Gly 


Asn 


1 le 


Ser 


Ala 


Ser 


Pro 




570 










575 




Leu 


Ala 


Gly 


Leu 


His 


Asp 


Ala 


1 le 


585 










590 






Thr 


Gin 


Val 


Gly 


Glu 
605 


Arg 


Gly 


Leu 


Arg Val 


Ala 


1 le 


Ala 


Arg 


Ala 


1 le 








620 










Tyr 


Asp 


Glu 
635 


Ala 


Thr 


Ser 


Ser 


Leu 
640 


Leu 


Gly 
650 


Ala 


Met 


Lys 


Asp 


Val 

655 


Val 


Ala 


His 


Arg 


Leu 


Ser 


Thr 


Val 


Val 


665 










670 






Asp 


Gin 


Gly 


Lys 


Val 
685 


Ala 


Glu 


Arg 


Asn 


Pro 


His 


Ser 
700 


1 le 


Tyr 


Ser 


Glu 


Val 


Gin 


Asn 
715 


His 


Asp 


Asn 


Pro 


Lys 
720 



<210> 11611 
<211> 2608 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (204). . (1040) 
<400> 11611 

tgtgotoggt ggcooaggtg ttoatootgg gcttgoccto oogcatcgcc toagtgtggt 60 
ttgggcccaa agaggtgtcc acagcttgtg ccaccgccgt gctgggcaat cagcttggaa 120 
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ctgcagttgg 
tcctggcttg 
ttattttaac 
cagctcttca 
ttaaaaacat 
attcagtctc 
atgctggaag 
gcttatggct 
cttttattgg 
ttgttactgg 
ttgctgttga 
ctgcacagat 
gtcctaaggc 
cattaatcaa 
ttaaagctat 
agcagtcaga 
acaatgtgat 
ggaataaaca 
gcttaattgt 
ctactgttta 
cttgacgttt 
atacttttta 
gtttatatat 
ttttcactgt 
acacttctca 
ttcccattta 
aaaactattc 
ggagcctggt 
gataaatgct 
tgcctttttt 
agataatttc 
tttgccttga 
cccatttagt 
ttctcctttg 
ttcttttctt 
ggtagggaaa 
tgaaagttta 
taatgacatt 
tcaggtaatg 
tccttgcatt 
agcactttgg 
gccaacatgg 



ctttttgcta 
taatatcagc 
agcaattgcc 
agacagtccc 
tccttttgtc 
aacgttatta 
gattgggcta 
ggattatact 
aatggttatc 
aggggtgctt 
aatcacttac 
atttggaatt 
agggaacatt 
gtctgatctg 
accagctgac 
atcagcaatt 
catcGttgga 
cacttacttg 
taaattaagg 
tctaattagt 
actttttaaa 
aagtgataat 
taaagtatcc 
gctgaccagc 
cccacaaagg 
ttgtactctt 
tgtgtacaga 
tacaggttca 
aacgctgtat 
ttcttttaaa 
atcatgtatg 
agattcctga 
ggagacctct 
aggaatacta 
cactgcagag 
ataggaccaa 
aatattgttg 
tgatcagcca 
aatacccttg 
gctataaaga 
gaggctgaag 
taaaacccca 



ccaccagttt 
accatgtttt 
ttcaaagaaa 
cctgaagagt 
cttctgttga 
aatcaaatga 
acgctagtag 
aaaacataca 
tttactttca 
ggcttcttca 
cctgaatctg 
ttgttcacat 
tttctctgtg 
cgaagacaca 
agtcccacag 
tgaagagaaa 
gagagatgtg 
aaaattacca 
gaaattttct 
atccggtttt 
agtcgatgtt 
atggggtgtt 
agtggaacta 
tgttcaagcc 
acagcattgg 
gttacaaagt 
ttctacccag 
ttctgtcttg 
tttttcactc 
ctctcttttt 
ttactggcta 
aataaggaaa 
tgaatgctat 
tgcccaggta 
tcatcacact 
atatatttcc 
atgtcctgac 
taaaatttac 
aagtgaatag 
aatatttagg 
cgtgtggatc 
tctctact 



tagtacccaa 
atggaacatc 
aacctcggta 
actcctataa 
tcacttatgg 
tattgacata 
tagctggaat 
aacagactac 
cattggacct 
tgactggtta 
aaggtacttc 
tggctcaagg 
tctggatgtt 
acataaatat 
accaagaacc 
ggcaaagtta 
agcaccaagg 
tatgaactct 
taaaattctt 
tagtctcata 
tttctttttt 
cagtccccat 
aatgtacaat 
acttcagttt 
gatcaggctt 
actttttaac 
actttggtct 
agttcttttc 
caacttgaga 
ttttttttcc 
tttcatgatt 
tctataataa 
ttgaattctg 
catgctctat 
gttagaatag 
acagtgccta 
tctgtgagct 
attatgttca 
caattttgat 
ctgggcgtgg 
acctgaggtc 



cacacagaat 
agctgttgcc 
tccaccaagt 
gaaatcaata 
tatcatgact 
ttatgaggga 
ggtgggctct 
tctgatagtt 
tagatatatt 
cctccctttg 
atctggtctt 
aaagctcaca 
tataggcatc 
aggaattaca 
aaaaacggtt 
ctgtcctgta 
ctgggtttgt 
aaatgcataa 
ctgtttacat 
ttgtatctga 
gtagaaaatg 
aagatataat 
atattcctaa 
gagtacaaca 
tcagatgacc 
acatgcagtc 
tagaattatg 
tgtgctgcct 
tagagtagtt 
tgatgtgtaa 
tcatgtatca 
cttcagatag 
cagtatcatt 
cagtgtgccg 
tctgctcttt 
ccactgtgtc 
catagggagt 
tatgcaccca 
ttaggcagtg 
tggctcacgc 
aggagttcaa 



<210> 11612 
<211> 279 
<212> PRT 

<213> Homo sapiens 



gacacaaatc 180 
acacttttat 240 
caggctcaag 300 
agaaacctgt 360 
ggtgcctttt 420 
gaagaagtca 480 
attctttgtg 540 
tatattttgt 600 
atcatcgtgt 660 
ggttttgaat 720 
cttaatgctt 780 
tcagaotatg 840 
atattaacag 900 
aatgttgatg 960 
atgttgtcca 1020 
gtaattgggg 1080 
atgtggtggg 1140 
ttattatttt 1200 
catgttaaca 1260 
aagtaagctt 1320 
gaagcttaga 1380 
agttcatgca 1440 
ttggotgcct 1500 
taccaacatg 1560 
tctaagattt 1620 
aatggctata 1680 
ttctaattaa 1740 
ttctatcatg 1800 
ttgtacccat 1860 
otttctagta 1920 
catcgtatat 1980 
cctaoatgtc 2040 
tttatgacca 2100 
ggagagtgga 2160 
tacatgctca 2220 
atgtttacag 2280 
atcttcatag 2340 
aaaaagctag 2400 
tgttaggcca 2460 
ctgtaatccc 2520 
gaccagcctg 2580 
2608 
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<400> 11612 




























Me L 


rhe 


Tyr 


13 1 y 


1 nr 


oer 


A 1 rk 

A 1 a 


\i<% 1 

va 1 


A 1 A 

A 1 a 


1 nr 


Leu 


Leu 


rhe 


1 1 A 

1 1 e 


Leu 


Thr 


1 








c 

o 










1 0 










15 




A 1 a 


1 1 A 

1 1 e 


A 1 A 

Ala 


Phe 

OA 


Lys 


Glu 


Lys 


Pro 


Arg 

zb 


Tyr 


Pro 


Pro 


Ser 


Gin 
30 


Ala 


Gin 


Ala 


A 1 A 

Ala 


Leu 


u 1 n 


Asp 


ber 


Pro 


Pro 


b 1 U 


A 1 . ■ 

b 1 U 


Tyr 


Ser 


Tyr 


Lys 


Lys Ser 






35 










40 










45 








1 le 


Arg 
bO 


Asn 


Leu 


Phe 


Lys 


Asn 
bb 


1 le 


Pro 


Phe 


Val 


Leu 
60 


Leu 


Leu 


1 le 


Thr 


Tyr 


Gly 


1 le 


flfiet 


\ nr 


b 1 y 


A t A 

A 1 a 


rhe 


Tyr 


Ser 


Va! 


Ser 


1 hr 


Leu 


Leu 


Asn 


65 










/O 










75 










80 


G 1 n 


Met 


1 le 


Leu 


Thr 


Tyr 


Tyr 


Glu 


Gly 


Glu 


Glu 


Val 


Asn 


Ala 


Gly Arg 










ob 










90 










95 




1 1 — 
1 le 


G 1 y 


Leu 


1 nr 
100 


Leu 


Va 1 


Va 1 


A 1 

Ala 


G ly 
105 


Met 


Val 


Gly 


A^ ^ 

Ser 


1 1 _ 

1 le 
110 


Leu 


Cys 


G 1 y 


Leu 


T 

Trp 


Leu 


Asp 


Tyr 


Thr 


Lys 


Thr 


Tyr 


Lys Gin 


Thr 


Thr 


Leu 


1 ie 






115 










120 










125 








Va 1 


Tyr 
130 


1 le 


Leu 


Ser 


Phe 


1 le 

135 


Gly 


Met 


Val 


1 le 


Phe 
140 


Thr 


Phe 


Thr 


Leu 


Asp 


Leu 


Arg 


Tyr 


1 1 e 


1 1 e 


1 1 — . 
1 le 


Va 1 


Phe 


va 1 


Thr Gly 


Gly 


Val 


Leu 


Gly 


145 










150 










155 










160 


Phe 


Phe 


Met 


Thr 


Gly 
lob 


Tyr 


Leu 


Pro 


Leu 


Gly 

-* —tf\ 

1 70 


Phe 


Glu 


Phe 


Ala 


Val 

175 


Glu 


1 le 


Thr 


Tyr 


Pro 


Glu 


Ser 


Glu 


Gly 


Thr 


Ser 


Ser Gly 


Leu 


Leu 


Asn 


Ala 








180 










185 










190 






Ser 


Ala 


Gin 
195 


1 le 


Phe 


Gly 


1 le 


Leu 
200 


Phe 


Thr 


Leu 


Ala 


Gin 
205 


Gly 


Lys 


Leu 


Thr 


Ser 
210 


Asp 


Tyr 


Gly 


Pro 


Lys 
215 


Ala 


Gly 


Asn 


1 le 


Phe 
220 


Leu 


Cys 


Val 


Trp 


Met 


Phe 


1 le 


Gly 


1 le 


1 le 


Leu 


Thr 


Ala 


Leu 


1 le 


Lys 


Ser 


Asp 


Leu Arg 


225 










230 










235 










240 


Arg 


His 


Asn 


Me 


Asn 
245 


1 le 


Gly 


1 le 


Thr 


Asn 
250 


Val 


Asp 


Val 


Lys 


Ala 
255 


1 le 


Pro 


Ala 


Asp 


Ser 
260 


Pro 


Thr 


Asp 


Gin 


Glu 
265 


Pro 


Lys 


Thr 


Val 


Met 
270 


Leu 


Ser 


Lys 


Gin 


Ser 
275 


Glu 


Ser 


Ala 


1 le 





















<210> 11613 
<211> 1626 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (26) . . (877) 
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<400> 11613 

aactgagtgt gacgtcagaa tcaccatggc cagctatcct taccggcagg gctgcccagg 60 
agctgcagga caagcaccag gagcccctcc gggtagctac taccctggac cccccaatag 120 
tggagggcag tatggtagtg ggctaccccc tggtggtggt tatgggggtc ctgcccctgg 180 
agggccttat ggaccaccag ctggtggagg gccctatgga caccccaatc ctgggatgtt 240 
cccctctgga actccaggag gaccatatgg cggtgcagct cccgggggcc cctatggtca 300 
gccacctcca agttcctacg gtgcccagca gcctgggctt tatggacagg gtggcgcccc 360 
tcccaatgtg gatcctgagg cctactcctg gttccagtcg gtggactcag atcacagtgg 420 
ctatatctcc atgaaggagc taaagcaggc cctggtcaac tgcaattggt cttcattcaa 480 
tgatgagacc tgcctcatga tgataaacat gtttgacaag accaagtcag gccgcatcga 540 
tgtctacggc ttctcagccc tgtggaaatt catccagcag tggaagaacc tcttccagca 600 
gtatgaccgg gaccgctcgg gctccattag ctacacagag ctgcagcaag ctctgtccca 660 
aatgggctac aacctgagcc cccagttcac ccagcttctg gtctcccgct actgcccacg 720 
ctctgccaat cctgccatgc agcttgaccg cttcatccag gtgtgcaccc agctgcaggt 780 
gctgacagag gccttccggg agaaggacac agctgtacaa ggcaacattc ggctcagctt 840 
cgaggacttc gtcaccatga cagcttctcg gatgctatga cccaaccatc tgtggagagt 900 
ggagtgcacc agggaccttt cctggcttct tagagtgaga gaagtatgtg gacatctctt 960 
cttttcctgt ccctctagaa gaacattctc ccttgcttga tgcaacactg ttccaaaaga 1020 
gggtggagag tcctgcatca tagccaccaa atagtgagga ccggggctga ggccacacag 1080 
ataggggcct gatggaggag aggatagaag ttgaatgtcc tgatggccat gagcagttga 1140 
gtggcacagc ctggcaccag gagcaggtcc ttgtaatgga gttagtgtcc agtcagctga 1200 
gctccaccct gatgccagtg gtgagtgttc atcggcctgt taccgttagt acctgtgttc 1260 
cctcaccagg ccatcctgtc aaacgagccc attttctcca aagtggaatc tgaccaagca 1320 
tgagagagat ctgtctatgg gaccagtggc ttggattctg ccacacccat aaatccttgt 1380 
gtgttaactt ctagctgcct ggggctggcc ctgctcagac aaatctgctc cctgggcatc 1440 
tttggccagg cttctgccct ctgcagctgg gacccctcac ttgcctgcca tgctctgctc 1500 
ggcttcagtc gccaggagac agtggtcacc tctccctgcc aatacttttt ttaatttgca 1560 
ttttttttca tttggggcca aaagtccagt gaaattgtaa gcttcaataa aaggatgaaa 1620 
ctctgg 1 626 



<210> 11614 
<211> 284 
<212> PRT 

<213> Homo sapiens 
<400> 11614 

Met Ala Ser Tyr Pro Tyr Arg Gin Gly Cys Pro Gly Ala Ala Gly Gin 

15 10 15 

Ala Pro Gly Ala Pro Pro Gly Ser Tyr Tyr Pro Gly Pro Pro Asn Ser 

20 25 30 

Gly Gly Gin Tyr Gly Ser Gly Leu Pro Pro Gly Gly Gly Tyr Gly Gly 

35 40 45 

Pro Ala Pro Gly Gly Pro Tyr Gly Pro Pro Ala Gly Gly Gly Pro Tyr 

50 55 60 

Gly His Pro Asn Pro Gly Met Phe Pro Ser Gly Thr Pro Gly Gly Pro 
65 70 75 80 



-5114/13211- 



Tyr 


Gly 


Gly 


Ala 


Ala 


Pro Gly Gly Pro Tyr 


Gly 


Gin 


Pro 


Pro 


Pro 


Ser 










85 




90 










95 




Ser 


Tyr 


Gly 


Ala 


Gin 


Gin 


Pro Gly Leu Tyr 


Gly Gin 


Gly 


Gly 


Ala 


Pro 








100 






105 








110 






Pro 


Asn 


Val 


Asp 


Pro 


Glu 


Ala Tyr Ser Trp 


Phe 


Gin 


Ser 


Val 


Asp 


Ser 






115 








120 






125 








Asp 


His 


Ser 


Gly 


Tyr 


1 le 


Ser Met Lys Glu 


Leu 


Lys 


Gin 


Ala 


Leu 


Val 




130 










135 




140 










Asn 


Cys 


Asn 


Trp 


Ser 


Ser Phe Asn Asp Glu 


Thr Cys 


Leu 


Met 


Met 


1 le 


145 










150 




155 










160 


Asn 


Met 


Phe 


Asp 


Lys 


Thr 


Lys Ser Gly Arg 


1 le 


Asp 


Val 


Tyr 


Gly 


Phe 










165 




170 










175 




Ser 


Ala 


Leu 


Trp 


Lys 


Phe 


Me Gin Gin Trp 


Lys 


Asn 


Leu 


Phe 


Gin 


Gin 








180 






185 








190 






Tyr 


Asp 


Arg 


Asp 


Arg 


Ser 


Gly Ser 1 le Ser 


Tyr 


Thr 


Glu 


Leu 


Gin 


Gin 






195 








200 






205 








Ala 


Leu 


Ser 


Gin 


Met 


Gly 


Tyr Asn Leu Ser 


Pro 


Gin 


Phe 


Thr 


Gin 


Leu 




210 










215 




220 










Leu 


Val 


Ser 


Arg 


Tyr 


Cys 


Pro Arg Ser Ala 


Asn 


Pro 


Ala 


Met 


Gin 


Leu 


225 










230 




235 










240 


Asp 


Arg 


Phe 


1 le 


Gin 


Val 


Cys Thr Gin Leu 


Gin 


Val 


Leu 


Thr 


Glu 


Ala 










245 




250 










255 




Phe 


Arg 


Glu 


Lys 


Asp 


Thr 


Ala Val Gin Gly 


Asn 


1 le 


Arg 


Leu 


Ser 


Phe 








260 






265 








270 






Glu 


Asp 


Phe 


Val 


Thr 


Met 


Thr Ala Ser Arg 


Met 


Leu 











275 280 



<210> 11615 
<211> 2506 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (107). . (1054) 
<400> 11615 

agatggcgcg gagcgggagg cggccctgga 
ccagctgtac tacgagtgct actcggacgt 
cgtccgcacc gatgcctacc gcotgggtat 
gacggtactg gacgtgggcg cgggcaccgg 
ggcccggcgc gtgtacgcgg tagaggccag 
goggttcaac gggctggagg aocgggtgca 
gttgcoggaa caggtggatg coatcgtgag 
gtccatgctg agctccgtcc tccacgcgcg 
cctgccggcc tccgccgagc tottcatagc 
cctgggcttc tggagocagg tgaagcagca 



gcgaccccgg aggactaagc gggaacggga 60 
ttcggtccac gaggagatga tcgcggacog 120 
ccttcggaac tgggcagcac tgcgaggcaa 180 
cattctgagc atcttctgtg cccaggccgg 240 
cgccatctgg caacaggccc gggaggtggt 300 
Ggtcctgccg ggaocagtgg agactgtaga 360 
cgagtggatg ggctacggac tcctgcacga 420 
aaccaagtgg ctgaaggagg gcggtcttct 480 
cocoatcagc gaccagatgc tggaatggcg 540 
ctatggtgtg gacatgagct gcctggaggg 600 
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cttcgccacg cgctgtctca tgggccactc 
ggacgtgctg gcccggccgc agcgctttgc 
gcaggagctg gaggccggag tgggcgggcg 
catgcatggc tttgccatct ggttccaggt 
cctggtgctg tccacctcgc cttttcaccc 
cctgaacgag ccggtgcaag tggagcaaga 
gccctcccgg gacaaccccc gtcgcctgcg 
ggaggagaag accaaagact ttgccatgga 
ctcccaaagc agcctgacct gcgtgggaga 
tcccacgtgc aagtaggggg aatatctccc 
agtgacttca ttctccattt gaagagattc 
ccctcaacaa cggatacagc gtgcttatta 
ccaagcactt gtatttccgt atattttgtt 
tgaaaatgtc agtttttgaa gggtccatgc 
tctgaagctg gggagaaagg ggttcattta 
atctctccag agccatattt tctcagtccg 
gctatggtac ttcttcctca ttgttttcta 
aggatatgag gaagcagttt aaatagccct 
gggtgctaaa gttgatgaac acattaatcc 
gcatacctaa gaaactcaga aggtgcattt 
tttttaaaaa ttcttgtctc tactattata 
aaatatttgt gtaattctta tgaaacaggc 
gggcttattc atcaccatgg gtaaattatt 
ccagctagaa aagtatactc attctcattt 
ttggcctact tacaagtagt gaaagttccc 
ttctctttca ctcagccaaa tgtgaaagtt 
tgtgaatctt gttatcaaat ttatttctct 
aaaacattga cattctcacg ttttatagat 
taatgctttt gcctttttaa tattattagt 
acttcaggac aattcaaact atgcttaatg 
aataggtgtg aaaaactggt gttctgaaat 
ctgccctttt attcattgca tattaaagta 



ggagatcgtt gtgcagggat tgtccggcga 660 
tcagctagag ctctcccgcg ccggcttgga 720 
cttccgctgc agctgctatg gctcggcgcc 780 
gaccttccct ggaggggagt cggagaaacc 840 
ggccactcac tggaaacagg cgctcctcta 900 
cacggacgtt tcaggagaga tcacgctgct 960 
cgtgctgctg cgctacaaag tgggagacca 1020 
ggactgagcg ttgccttttc tcccagctac 1080 
ggcgtagcga ggtcggaggg gaaagggaga 1140 
ccttttccct catagcctct agggagggag 1200 
ttctggtgat gtttacttaa aaagtgatcc 1260 
ttgggcattt agcctcaaaa gcatgtagta 1320 
tcgcggggga gtgaggggga agaacacgga 1380 
acatccctga cacctcacac cttatctaag 1440 
gacttcatac atttccagta cgactttagt 1500 
aattaattcc ccctccctag gtgcctgtag 1560 
ggtaaacttc actactggta attaagggga 1620 
gttctcatta ctctgaccac atacatcata 1680 
gttaagtaaa atggactttg taattgtaca 1740 
aagagagaga cctgaaagaa atagtatgga 1800 
accaaaaaat atttcttgta tgtcccataa 1860 
tggtagagga ggtttctgag cctagcccaa 1920 
taaactcact taattaagga aaatattttc 1980 
aaactctctc atttggaggg atcatgtgag 2040 
ttttcagttt tgttttgttt tgttttgttt 2100 
gtgaatttag gaaaatcact tgtaatgaag 2160 
gatgtttcct tccttatcct tgtagccaat 2220 
gaggtaaaaa gtcttgtgtg ctgtgagtta 2280 
tcttaagtgt tacagcccct tcagaatata 2340 
tatgattttc gagcttctgt atgctaagaa 2400 
agcctaacat ttattgtaat tctgaatttt 2460 
ttagagtata aaaact 2506 



<210> 11616 
<211> 316 
<212> PRT 

<213> Homo sapiens 
<400> 11616 

Met Me Ala Asp Arg Val Arg Thr Asp Ala Tyr Arg Leu Gly Me Leu 

15 10 15 

Arg Asn Trp Ala Ala Leu Arg Gly Lys Thr Val Leu Asp Val Gly Ala 

20 25 30 

Gly Thr Gly I le Leu Ser I le Phe Cys Ala Gin Ala Gly Ala Arg Arg 

35 40 45 

Val Tyr Ala Val Glu Ala Ser Ala Me Trp Gin Gin Ala Arg Glu Val 
50 55 60 
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n 1 S 
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1 nr 
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Lys Glu Gly 


G 1 y 
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1 A. ■ 
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Pro 


A 1 A 
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1 zo 






1 zb 
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A 1 M 

A 1 a 


u 1 U 
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1 1 ^ 
1 1 e 


A 1 A 

A 1 a 


Pro 1 le Ser 


A AM 
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G 1 n 


Met 


Leu 


All! 

G 1 u 


Trp 




1 Qf* 
1 oU 










1 

1 OO 






1 4U 










Arg 


Leu 


u 1 y 


rhe 


Trp 


oer 


G 1 n 


Va 1 Lys G 1 n 


LI : A 
n 1 s 


Tyr 


G 1 y 
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A AM 
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Met 












1 50 
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i CA 

160 




Cys 


Leu 


u lu 


G 1 y 


rhe 


A 1 A 

Ala 


Thr Arg Cys 


Leu 


Met 


Gly 


His 


Ser 


At.. 

Glu 
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1/0 
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i le 


Va 1 
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G 1 n 


G 1 y 
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Ol.. /^I.. 

Gly Glu Asp 


Va 1 


Leu 


Ala 


Arg 
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1 oO 
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•i AA 
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Arg 


rhe 


A 1 A 

Ala 


G 1 n 


1 • 
Leu 


G 1 u 


Leu 


Ser Arg Ala 
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G 1 u 


G 1 n 
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1 — . . . 
Leu 






1 9o 
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Ci 1 u 


A 1 ^ 

A 1 a 


G 1 y 


Va 1 


G 1 y 


G 1 y 


Arg 
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Cys 


Tyr 


G 1 y 
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A t ^ 
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o -I n 
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Pro 


Met 


LI : A 

Hi s 


G 1 y 


Phe 


A 1 a 


1 1 e 


Trp Phe G 1 n 


Va 1 


Thr 


Phe 


Pro 


Gly 


Gly 


zZo 
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o o c 

235 










240 


Glu 


Ser 


Glu 


Lys 


Pro 


Leu 


Val 


Leu Ser Thr 


Ser 


Pro 


Phe 


His 


Pro 


Ala 










245 






250 










255 




Thr 


His 


Trp 


Lys 


Gin 


Ala 


Leu 


Leu Tyr Leu 


Asn 


Glu 


Pro 


Val 


Gin 


Val 








260 








265 








270 






Glu 


Gin 


Asp 


Thr 


Asp 


Val 


Ser 


Gly Glu 1 ie 


Thr 


Leu 


Leu 


Pro 


Ser 


Arg 






275 










280 






285 








Asp 


Asn 


Pro 


Arg 


Arg 


Leu 


Arg 


Val Leu Leu 


Arg 


Tyr 


Lys 


Val 


Gly 


Asp 




290 










295 






300 










Gin 


Glu 


Glu 


Lys 


Thr 


Lys 


Asp 


Phe Ala Met 


Glu 


Asp 










305 










310 






315 













<210> 11617 
<211> 2415 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (105). . (1775) 
<400> 11617 

aaaagacgcc gggogcggcg gcgogcggag 
ggtatgcaaa gaagcotttt caccctgatg 
ttctcctotg ggtgaaagca gaacccttta 
ccaagtttag tcttcactat ctcaggaaga 



aagtgcggcg gagcggcgcc tgcattagoa 60 
tccttagaga taatatggat cagtccagag 120 
tagtgggtgc cttgcaggtc ccccctccat 180 
tatccaccta tgtgcaaatc cgggccacag 240 
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aaggagctta cccgcgcctc tactggtcta catggaggca catcgcttgt gggaagctgc 300 
agttggccaa ggacctggcg tggctttact tcgaaatatt tgatagtctt tcaatgaaga 360 
cacctgagga gcgcctggaa tggtctgagg ttctgtccaa ctgcatgtct gaggaggaag 420 
ttgaaaagca gagaaatcag ctttcagtgg acacgctaca gtttctgctc ttcttataca 480 
ttcaacagtt gaacaaggtc tccctaagga catctttgat tggcgaagag tggcccagtc 540 
ccagaaacaa atctcagtct cctgacctga ctgaaaaatc taattgtcat aataagaact 600 
ggaatgatta cagtcaccaa gcttttgtct atgatcatct gtctgatctc ctcgagctgc 660 
ttttagatcc aaaacaactc actgcatcat ttcattcaac ccatagtagt ctagtgtctc 720 
gagaagctgt tgtggcgctc agcttcctta ttgaaggtac aataagtaga gccaggaaga 780 
tctatccact tcatgaactt gcactgtggc aaccactgca tgcagatagt ggcttctcaa 840 
agatctctaa gactttctct ttctacaaac tggaaacctg gttgaggtcc tgtttgactg 900 
ggaatccatt tggtacatca gcttgcetca agtctggaaa gaaattggct tgggctcatc 960 
aagttgaagg gaccaccaaa agagctaaga ttgcttgtaa tactcatgtg gcccctagga 1020 
tgcaccgact ggtagtgatg agccaggttt acaagcagac actggctaag agctcagaca 1080 
ctctggcggg ggcacatgta aagattcatc gttgcaacga atcttttata tatctgctct 1140 
ctcccttacg atctgtgaca attgagaagt gcaggaatag catctttgtc ttgggccctg 1200 
tagggactac acttcacctc cacagttgtg acaatgttaa agtcattgct gtttgccatc 1260 
gtttgtccat ctcttctaca acaggttgca tctttcacgt tcttacgcct acacgcccac 1320 
ttattctctc tgggaaccag acagtaactt ttgccccttt tcatacacat tacccaatgc 1380 
tagaggacca tatggccagg actggccttg ctacagtgcc taactattgg gataatccaa 1440 
tggttgtgtg cagagagaac agcgacacaa gagtcttcca gcttttacca ccttgtgaat 1500 
tctatgtatt tattattccc tttgaaatgg aaggggacac aacagagata cccgggggtc 1560 
ttccatctgt atatcagaaa gcactgggtc aaagagaaca gaagatacag atctggcaga 1620 
aaactgtgaa ggaggctcat ttgacaaagg atcaaaggaa gcagttccag gtactggtag 1680 
agaacaagtt ttatgaatgg ttgattaata caggacatcg ccaacagctg gacagccttg 1740 
taccccctgc agcaggctcc aaacaagcag ctggataagg atcttacatg cagacactgg 1800 
gccctggaaa tacaaggata aatggaggat ggtgctcatc ttgaaacttg aaactaaatt 1860 
gggaaggtgc tattgctgct taagagacat tgggactttt ctgtcttttt tttttttttt 1920 
tttttgaggc agagtcttgt tctgtcgccc aggctggcgt gcagtggcgc gatctcggct 1980 
cactgcaagc tctgcctccc gggttcacgc cattctcctg cctcagcctc ctgagtagct 2040 
gggactacag gcgcccgcca ccacgcccgg ccaatttttt ttgtattttt agtagagacg 2100 
gggtttcacc gtgttagtca ggatggtctc gatctcctga cctcgtgatc cgcccatctc 2160 
ggcctcccaa agtgctggga ttacaggcgt gagccaccgt gcccagcctt ctgttctatt 2220 
taagaacttt gatttccatt ccattttcat ttattactgt ttaggccgaa ttttcgctaa 2280 
acttctgact ttcatataaa catattgctt atagaacatc agaagactca tctttgtgat 2340 
gcccaaatga aaaagttggt gaaggtagta ccattgtatg tatgttaata ttaaagcaac 2400 
tgagtgtaga tttgc 2415 



<210> 11618 
<211> 557 
<212> PRT 

<213> Homo sapiens 
<400> 11618 

Met Asp G I n Ser Arg Va I Leu Leu Trp Va I Lys Ala G I u Pro Phe I I e 

15 10 15 

Val Gly Ala Leu Gin Val Pro Pro Pro Ser Lys Phe Ser Leu His Tyr 
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485 
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Arg 
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1 le 


Gin 


1 le Trp Gin Lys 
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Lys 
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505 
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Gin 


Arg 


Lys Gin Phe Gin 


Val Leu 


Val 


Glu Asn 


Lys 
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1 le 


Asn Thr Gly His 


Arg Gin 


Gin 


Leu Asp 
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Leu 
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Pro 
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Gly Ser Lys Gin 


Ala Ala 


Gly 






545 










550 




555 









<210> 11619 
<211> 1665 
<212> DNA 

<213> Homo sapiens 
<400> 11619 

tacaaatcat tcatgaaact gaagctoagt ctcccagggg taagtcctgg gccacgtgca 60 
aacaatggca aatccagctc ttccatgata gagaaggcaa acacacccac cttcatcctg 120 
agcctaaaag gccacctctg agcacttggg cagccactcc tctgggcctc agagggccat 180 
gagcttggcc aggtaggcac agcggcgggg aagtcacagc tgtcaggtac cggccatggt 240 
gcaggtggga ataggagatg ccagagctgc tttagotgag gaaagcaaac agtcagcagt 300 
gctcaaagga gcaaaacttc gaatgtgcac attgacccct gacacctgca agcataacac 360 
agatcctaag actagagtga agtaggaaga agaattagaa aatccagtgg atgtcctgag 420 
tatagggaac cagggocgtt gaaaatcagt aaaggttgat tacctggggo gagaccgggt 480 
gactgtggca gtgcaggtga aggtaccctg gaccttctca gttcgctggc acataaggct 540 
ccgccaataa agcgtggttc tctctgtcat acacacacac acacacacac acacacacac 600 
acacacaatg attggagggc tatatgatcc agcattagct tcctggtgtg ccaagcatgc 660 
ttgatcggga attttttttt attattatta ttttttagot gtacctgaag goatttctcg 720 
gatgtggaga ggagaatgga aatcgcagaa coaaatcagt ttgccctgoc atatttggct 780 
gtggtctgtc attgggcatt tctgatgtgc ttttctggat tcaggaagag ctgattgtcc 840 
tccgagggtt gaaaaaaaaa aacagtttca gaaacctgaa tccagggcct tatagttctc 900 
ctcattatct atcttcttct cccttccctc gcccaaggga gtgggggaaa cacttttcat 960 
tgoagagttt gctttaaagt tttoccatct tgcgtgcatt atcccttgat attaaaatta 1020 
ttttctcagt ttaatccaac tcctgctgag aagotgtgtg agatttaggc tgtggggttt 1080 
ttttcttgta ctcttttgga tggtgttgca tttttcactc ttaacccgag ggtgtgtttc 1140 
agcttatgtt cgttctgttt oatgoaggtt tatagcacgg tagagtagaa ggcggcttct 1200 
ggtttttagg gtatttttag aattcattcc tgagtgaggg gttcagacac ccagtctoct 1260 
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cggaacaggg gtgaggggtc gactgagctt 
gggtctccat gttatattgt gtgtttactg 
gtccatcgtc ctgtgtatct gctttccaga 
ccacatggct gcctcacata gctgttttgc 
aacatctcct gtagaagtac aagttttgca 
tcgaattttc tgttagccta ttgctcaagc 
tcctctcacc ccagaatatc ctaataaaca 



tgttgagaag cctccagtta ggcttcgggc 1320 
agcttcccac tggtagaaga tgacacattt 1380 
ggacaccgga gcattctcct ggggtcactc 1440 
aacagccttt attgccaaca cccttggaag 1500 
atatggactt tggaagtggt tttgtgatgt 1560 
actacagaat gtacatagtc cctttggcca 1620 
ttgttttctt ttttt 1665 



<210> 11620 

<211> 2304 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (14). . (868) 

<400> 11620 

cttccttttc tccatggcta cactgttgag 
tcgggcgcta ccagatgaag cagctttcat 
ggtgccccag ggccagcgac caccgcctcg 
tgtgaaactg aaatactgtt acacatgcaa 
cagcatotgt gacaactgtg tggagcgctt 
tgttggaaag aggaactacc gctacttcta 
aatctatgtc ttcgccttca acatcgtcta 
cttggagaca ttgaaagaaa otoctggaac 
actctggtcc gtcgtgggac tgactggatt 
aaccaatgaa gacatcaaag gatcatggac 
ccatggcaat attgtgaaga actgctgtga 
gctggatcga aggggtattt tgooactgga 
agagaccagt agcagcctct tgccacagag 
tgagatgccg gaggacagca gcactcccga 
accacaggag gcagctgaag ctgagaagta 
tttaattagg gctatgagag atttcaggtg 
agctgtocct tttaactgtt tttctttggt 
tcttgctgoa agcttttttt aaatttctga 
cctctgataa ctggaaaaat gggtctcttg 
ccacagggtc cccttggacc ccctctctto 
cactggtctc attctggggc taaaagtttt 
gcacgtgctg agtccagagg cagtcacaga 
cttggggtct tcaggactga agaggaggga 
aagtgccagc attgcccaca aatcctttta 
atttattagt gtagcttcto ctttgtctcc 
ttcccattag atatatgtaa gtagttgtag 
tacccagaaa cttttttaat acctgtgcca 
gcatagccct tcacactctc tgtotoatct 
tgtttttcct tttgactcct gctcccatta 



gaocagcttc agtgaccctg gagtgattcc 60 
agaaatggag atagaagcta ccaatggtgc 120 
tatcaagaat ttccagataa acaaccagat 180 
gatcttccgg cctccocggg cotcccattg 240 
ogaccatcac tgcccctggg tggggaattg 300 
cctcttcatc ctttctctct ccctcctcac 360 
tgtggccctc aaatctttga aaattggott 420 
tgttctagaa gtcctcattt gcttctttac 480 
tcatactttc ctcgtggctc tcaaccagac 540 
agggaagaat cgcgtccaga atccctacag 600 
agtgctgtgt ggccccttgc cccccagtgt 660 
ggaaagtgga agtcgacctc ccagtactca 720 
cccagccccc acagaacacc tgaactcaaa 780 
agagatgcca cctccagago ccccagagcc 840 
gcctatotat ggaagagact tttgtttgtg 900 
agaagttaaa cctgagacag agagoaagta 960 
ctttagtcac ccagttgcac actggcattt 1020 
actcaaggca gtggcagaag atgtcagtca 1080 
ggccctggca ctggttctcc atggcctcag 1140 
octccagatc ccagccctcc tgcttggggt 1200 
tgagactggc tcaaatcctc ccaagctgct 1260 
gacctctggc caggggatcc taactgggtt 1320 
gagtggggtc agaagattot cctggccacc 1380 
ggaatgggac aggtaccttc cacttgttgt 1440 
catccactct gacacctaag ccccactctt 1500 
tagagataat aattgacatt tctcgtagac 1560 
ttctoaataa gaatttatga gatgccagcg 1620 
ctcotocttt ctcattagcc ccttttaatt 1680 
ggagcaggaa tggcagtaat aaaagtctgc 1740 
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actttggtca tttcttttcc tcagaggaag 
agactccctg tgtgaggcct gcagaggccc 
agaggctctc ctctcctctc ctctcccccg 
ccagttcttc cattaagcct cggctgagtg 
gtaactcacc ctaaggcctc ggcccacctc 
ccaagccccg ctcttccagc acttccaccg 
gtgggctgtg gcccccagtc agctctgctc 
tatgtattat atgtggctat atttcctaga 
gtcctgtctg gatgacttat gcggtggggg 
aggcgattaa actgtgtcta atgc 



cctgagtgct cacttaaaca ctatcccctc 1800 
tgaatgcaca aatgggaaac caaggcacag 1860 
atgtaccctc aaaaaaaaaa aaaatgctaa 1920 
agggaaagcc cagcactgct gccctctcgg 1980 
tggctatggt aaccacactg ggggcttcct 2040 
gcagagtccc agagccactt caccctgggg 2100 
aggacctgct ctatttcagg gaagaagatt 2160 
gcacctgtgt tttcctcttt ctaagccagg 2220 
agtgtaaacc ggaacttttc atctatttga 2280 

2304 



<210> 11621 










<211> 285 










<212> PRT 










<213> Homo ! 


sapiens 








<400> 11621 










Met Ala Thr 


Leu Leu 


A 

Arg 


T 1 

Thr 


Ser 


1 


5 








Arg Ala Leu 


Pro Asp 


Glu 


Ala 


Ala 




20 








Thr Asn Gly 


Ala Val 


Pro 


G 1 n 


Gly 


35 








40 


Asn Phe Gin 


1 le Asn 


Asn 


Gin 


1 le 


50 






55 




Cys Lys 1 1 e Phe Arg 


Pro 


Pro 


Arg 


65 




70 






Asn Cys Val 


Glu Arg 


Phe 


Asp 


His 




85 








Val Gly Lys 


Arg Asn 


Tyr 


Arg 


Tyr 




100 








Ser Leu Leu 


Thr Me 


Tyr 


Val 


Phe 


115 








120 


Leu Lys Ser 


Leu Lys 


1 le 


Gly 


Phe 


130 






135 




Gly Thr Val 


Leu Glu 


Val 


Leu 


1 le 


145 




150 






Val Gly Leu Thr Gly 


Phe 


His 


Thr 




165 








Thr Asn Glu 


Asp 1 1 e 


Lys 


Gly 


Ser 




180 








Asn Pro Tyr 


Ser His 


Gly 


Asn 


1 le 


195 








200 


Cys Gly Pro 


Leu Pro 


Pro 


Ser 


Val 


210 






215 




Leu Glu Glu 


Ser Gly 


Ser 


Arg 


Pro 


225 




230 







Phe 


Ser 


Asp Pro 


Gly 


Val Me 


Pro 




10 






15 




Phe 


1 le 


Glu Met 


Glu 


1 le Glu 


Ala 


25 








30 




Gin 


Arg 


Pro Pro 


Pro 


Arg 1 le 


Lys 








45 






Val 


Lys 


Leu Lys 


Tyr 


Cys Tyr 


Thr 






60 








Ala 


Ser 


His Cys 


Ser 


1 1 e Cys 


Asp 






75 






80 


His 


Cys 


Pro Trp 


Val 


Gly Asn 


Cys 




90 






95 




Phe 


Tyr 


Leu Phe 


1 le 


Leu Ser 


Leu 


105 








110 




Ala 


Phe 


Asn 1 1 e 


Val 


Tyr Val 


Ala 








125 






Leu 


Glu 


Thr Leu 


Lys 


Glu Thr 


Pro 






140 








Cys 


Phe 


Phe Thr 


Leu 


Trp Ser 


Val 






155 






160 


Phe 


Leu 


Val Ala 


Leu 


Asn Gin 


Thr 




170 






175 




Trp 


Thr 


Gly Lys 


Asn 


Arg Val 


Gin 


185 








190 




Val 


Lys 


Asn Cys 


Cys 


Glu Val 


Leu 








205 






Leu 


Asp 


Arg Arg 


Gly 


1 1 e Leu 


Pro 






220 








Pro 


Ser 


Thr Gin 


Glu 


Thr Ser 


Ser 






235 






240 
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Ser 


Leu 


Leu 


Pro 


Gin 
245 


Ser 


Pro 


Ala 


Pro 


Thr 
250 


Glu 


His 


Leu 


Asn 


Ser 
255 


Asn 


Glu 


Met 


Pro 


Glu 
260 


Asp. 


Ser 


Ser 


Thr 


Pro 
265 


Glu 


Glu 


Met 


Pro 


Pro 
270 


Pro 


Glu 


Pro 


Pro 


Glu 
275 


Pro 


Pro 


Gin 


Glu 


Ala 
280 


Ala 


Glu 


Ala 


Glu 


Lys 
285 









<210> 11622 
<211> 1749 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (396).. (1379) 
<400> 11622 

aggcctgcgc ttccgotcgc gagggggagg 
gaggccacga tacctgcgtg gctggggctg 
cggaggtggc gcctccgccg gcogcagctg 
aggacttgag caggcacgcg gggtcacogc 
gagaaaactc acctggtggc ggaggctccc 
gttcttctgc gggaagagag agtgcgcgcg 
cggagggcac gggcggccag cgctcagcct 
gggagccttt gtgtcctccg ttactgtgta 
ttcaggtgcc tcggatccag ocgcaaagtc 
aattacgott ctccgcaoaa gacttagttt 
ataaattgag taccacagaa cctgtgatta 
tggcaaaatc tccagagagc catggacatt 
attctttgga ggaaaggtta tttgtcaatg 
tcctgagctc tccattcaaa cagtctatgt 
aagttactga taataagatt caaattaatg 
agotacaagg aaaggaggaa agagtaaatg 
tagaacattg taacacccct acaactgatt 
aaatagatag ctttggttta gttacatgct 
tgatacttgg aaaatctcag caacctgagt 
aaagtgctac ttgttcaaat gaggaaaaag 
agaaagaaac agatggagat cacctatctt 
tacctggatt cgacagcata aaagaaacca 
aagatoatgt gaccaattgt gcattcagtt 
aattctatat aattttggac ttttaaatat 
gattctgtta actgttgtot taaaactaaa 
tttttttaaa aaaattgcaa ttttgattct 
tttttgcctc tggagtttaa agtttcctta 
atgtgtatgt tttctatttg agagttaaaa 
acaacctatg tatatatact tctgtgttaa 
atattcact 



cgggacccgc gaggagtcgc gcggaggacg 60 
cgggctccgg ggtcaooacc ctgggcgacc 120 
gagaggagcg tgtccccaag ccgggggagc 180 
cgggoagcgt ggaggagcca tctcctggag 240 
cttgtttgtc ctcccggagc ctggcgtggg 300 
gagatagcag tgtggaaaca cgcgaggagt 360 
gcgccatggg tggtccoggg accaagagcg 420 
atcaggacaa agaaaccttg actctgctca 480 
ttcaaggaga tttgaatccc ctctggtaca 540 
attccttctt tttgcaattt gctcoagaga 600 
gcatttcttc aaacaatgca gtgatagaac 660 
ggagagagtg gtattatggt gtaaacaacg 720 
aagaaaatgt taatgagttt cttgaagagg 780 
octtgaccco accattaatt gaagttcttc 840 
caaagttgca agaatgtagt aactctgatc 900 
aagaaagtca tctaactgaa aaggaatata 960 
ctgattcatc tatagcagtt aaagcactac 1020 
ttcaacaaga gtctcttgat gtttctcaaa 1080 
caaaaatgca atotgaattt ataaaagaaa 1140 
ataacttaaa cgagtoagta ataactgaag 1200 
oattactgaa caaaactacg gttcacaata 1260 
atatgcagga tggtagtgtg caggtcatta 1320 
ttcagaattc tttgctatat gatttggatt 1380 
taaggttaaa aaatacctgt atctaaaatt 1440 
ggtattaaag tataaaatta aaatttgcaa 1500 
catgggggaa attggagata attttttttt 1560 
tggagataag ttttgtgatt cctgtaatag 1620 
catttgagag ttaaaaoatt tagttttaat 1680 
attttgcttt gtcattaata aaatttaaaa 1740 

1749 
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<210> 11623 
<211> 328 
<212> PRT 

<213> Homo sapiens 



<400> 11623 






















Met 


Gly 


Gly 


Pro 


Gly Thr Lys 


Ser Gly 


Glu 


Pro 


Leu 


Cys 


Pro 


Pro Leu 


1 








5 






10 










15 


Leu 


Cys 


Asn 


Gin 


Asp 


Lys Glu 


Thr Leu 


Thr 


Leu 


Leu 


1 le 


Gin 


Val Pro 








20 






25 










30 




Arg 


1 le 


Gin 


Pro 


Gin 


Ser Leu 


Gin Gly 


Asp 


Leu 


Asn 


Pro 


Leu 


Trp Tyr 






35 








40 








45 






Lys 


Leu 


Arg 


Phe 


Ser 


Ala Gin 


Asp Leu 


Val 


Tyr 


Ser 


Phe 


Phe 


Leu Gin 




50 








55 








60 








Phe 


Ala 


Pro 


Glu 


Asn Lys Leu 


Ser Thr 


Thr 


Glu 


Pro 


Val 


1 le 


Ser 1 le 


65 










70 






75 








80 


Ser 


Ser 


Asn 


Asn 


Ala 


Va 1 Me 


Glu Leu 


Ala 


Lys 


Ser 


Pro 


Glu 


Ser His 










85 






90 










95 


Gly 


His 


Trp 


Arg 


Glu 


Trp Tyr 


Tyr Gly 


Val 


Asn 


Asn 


Asp 


Ser 


Leu Glu 








100 






105 










110 




Glu 


Arg 


Leu 


Phe 


Val 


Asn Glu 


Glu Asn 


Val 


Asn 


Glu 


Phe 


Leu 


Glu Glu 






115 








120 








125 






Val 


Leu 


Ser 


Ser 


Pro 


Phe Lys 


Gin Ser 


Met 


Ser 


Leu 


Thr 


Pro 


Pro Leu 




130 








135 








140 








1 le 


Glu 


Val 


Leu 


Gin 


Val Thr 


Asp Asn 


Lys 


1 le 


Gin 


1 le 


Asn 


Ala Lys 


145 










150 






155 








160 


Leu 


Gin 


Glu 


Cys 


Ser 


Asn Ser 


Asp Gin 


Leu 


Gin 


Gly 


Lys 


Glu 


Glu Arg 










165 






170 










175 


Val 


Asn 


Glu 


Glu 


Ser 


His Leu 


Thr Glu 


Lys 


Glu 


Tyr 


1 le 


Glu 


His Cys 








180 






185 










190 




Asn 


Thr 


Pro 


Thr 


Thr Asp Ser 


Asp Ser 


Ser 


1 le 


Ala 


Val 


Lys 


Ala Leu 






195 








200 








205 






Gin 


1 le 


Asp 


Ser 


Phe Gly Leu 


Val Thr 


Cys 


Phe 


Gin 


Gin 


Glu 


Ser Leu 




210 








215 








220 








Asp 


Val 


Ser 


Gin 


Met 


1 1 e Leu 


Gly Lys 


Ser 


Gin 


Gin 


Pro 


Glu 


Ser Lys 


225 










230 






235 








240 


Met 


Gin 


Ser 


Glu 


Phe 


1 1 e Lys 


Glu Lys 


Ser 


Ala 


Thr 


Cys 


Ser 


Asn Glu 










245 






250 










255 


Glu 


Lys 


Asp 


Asn 


Leu 


Asn Glu 


Ser Val 


1 le 


Thr 


Glu 


Glu 


Lys 


Glu Thr 








260 






265 










270 




Asp 


Gly 


Asp 


His 


Leu 


Ser Ser 


Leu Leu 


Asn 


Lys 


Thr 


Thr 


Val 


His Asn 






275 








280 








285 






1 le 


Pro 


Gly 


Phe 


Asp Ser 1 le 


Lys Glu 


Thr 


Asn 


Met 


Gin 


Asp 


Gly Ser 




290 








295 








300 








Val 


Gin 


Val 


1 le 


Lys Asp His 


Val Thr 


Asn 


Cys 


Ala 


Phe 


Ser 


Phe Gin 


305 










310 






315 








320 
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Asn Ser Leu Leu Tyr Asp Leu Asp 
325 



<210> 11624 
<211> 1185 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (32) . . (748) 



<400> 11624 

accgtottcc gccgcacgtg gattcagcgc 
ctccttaacc aaaactgcca agaaaggctt 
tcggaaatgt gtggacacot acaagtaoct 
cagcaagctg aaggacatoc ggaacgcctg 
caaggtgatg atggtggcct tgggtcggag 
ccaggtcagc aaaaggttga ggggtgaggt 
agaggtgaat gagtggttca cgaaatacac 
agoagctttc actgtgagcc tggatccagg 
gccaoagcto aggcagctgg gcctgcccac 
gtctgactac gaggtgtgca aggagggcga 
gaagcttttt gggtatgaga tggctgaatt 
aoagtcggga aggttccagc agatgggaga 
agaagagtoa gacttagaag atgatgactg 
agcttctggg tctcactgga ccatcaggac 
ttatttgtot gtagacaggg aacatgatgg 
gggccgggcg cggtggctca cgcctggaat 
atcataaggt caggagatta agaccatcot 
aaaatagaaa aaaaaactag ttgggcatag 
gaggctgagg caggagaatc acttgaaccc 
ggaccactgc tctccagcct gggcaacaga 



gatgcccaaa tccaagcgcg acaagaaagt 60 
ggaattgaaa caaaacctga tagaagagct 120 
tttcatcttc tctgtggcca acatgaggaa 180 
gaagcacago cggatgttct ttggcaaaaa 240 
cccatctgat gaatacaaag acaacctgca 300 
gggtctcctg ttcaccaacc gcacaaagga 360 
agaaatggac tacgcccgag ctggtaacaa 420 
gcccctggag cagttccccc actccatgga 480 
cgcoctcaag agaggtgtgg tgactctgct 540 
tgtgctgacc ccagagcagg ctcgcgtcct 600 
caaagtgacc atcaaataca tgtgggattc 660 
cgacttgoca gagagcgcat ctgagtccac 720 
aaagggaoto gggactgaag gtctcctgga 780 
tgctgcogcc cctotggaga gagcagcttt 840 
gcactgaoct cctgtaaaga ataaaactgt 900 
ccoagcactt tgggaagccg aggtgggcag 960 
ggctaacacg gtgaaacccc gtctotacta 1020 
tggcatgtgc ctgtagtccc agctactcag 1080 
gggaggtgga ggttgccgtg agttgagatt 1140 
gtaaaactct gtccc 1185 



<210> 11625 
<211> 239 
<212> PRT 

<213> Homo sapiens 
<400> 11625 

Met Pro Lys Ser Lys Arg Asp Lys Lys Val Ser Leu Thr Lys Thr Ala 

15 10 15 

Lys Lys Gly Leu Glu Leu Lys Gin Asn Leu Me Glu Glu Leu Arg Lys 

20 25 30 

Cys Val Asp Thr Tyr Lys Tyr Leu Phe Me Phe Ser Val Ala Asn Met 
35 40 45 
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Arg 


Asn 


Ser 


Lys 


Leu 


Lys 


Asp 


1 le 




50 










55 




Met 


Phe 


Phe 


Gly 


Lys 


Asn 


Lys 


Val 


65 










70 






Pro 


Ser 


Asp 


Glu 


Tyr 


Lys 


Asp 


Asn 










85 








Arg 


Gly 


Glu 


Val 


Gly 


Leu 


Leu 


Phe 








100 










Asn 


Glu 


Trp 


Phe 


Thr 


Lys 


Tyr 


Thr 






115 










120 


Asn 


Lys 


Ala 


Ala 


Phe 


Thr 


Val 


Ser 




130 










135 




Phe 


Pro 


His 


Ser 


Met 


Glu 


Pro 


Gin 


145 










150 






Ala 


Leu 


Lys 


Arg 


Gly 


Val 


Val 


Thr 










165 








Lys 


Glu 


Gly 


Asp 


Val 


Leu 


Thr 


Pro 








180 










Phe 


Gly 


Tyr 


Glu 


Met 


Ala 


Glu 


Phe 






195 










200 


Asp 


Ser 


Gin 


Ser 


Gly 


Arg 


Phe 


Gin 




210 










215 




Ser 


Ala 


Ser 


Glu 


Ser 


Thr 


Glu 


Glu 


225 










230 







Arg 


Asn 


Ala 


Trp 
60 


Lys 


His 


Ser 


Arg 


Met 


Met 


Val 

75 


Ala 


Leu 


Gly 


Arg 


Ser 
80 


Leu 


His 
90 


Gin 


Val 


Ser 


Lys 


Arg 
95 


Leu 


Thr 


Asn 


Arg 


Thr 


Lys 


Glu 


Glu 


Val 


105 










110 






Glu 


Met 


Asp 


Tyr 


Ala 
125 


Arg 


Ala 


Gly 


Leu 


Asp 


Pro 


Gly 
140 


Pro 


Leu 


Glu 


Gin 


Leu 


Arg 


Gin 
155 


Leu 


Gly 


Leu 


Pro 


Thr 
160 


Leu 


Leu 
170 


Ser 


Asp 


Tyr 


Glu 


Val 
175 


Cys 


Glu 


Gin 


Ala 


Arg 


Val 


Leu 


Lys 


Leu 


185 










190 






Lys 


Val 


Thr 


1 le 


Lys 
205 


Tyr 


Met 


Trp 


Gin 


Met 


Gly 


Asp 
220 


Asp 


Leu 


Pro 


Glu 


Ser 


Asp 


Leu 
235 


Glu 


Asp 


Asp 


Asp 





<210> 11626 
<211> 2512 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (67) . . (423) 

<400> 11626 

gataaaagcc taagagtttg ggaatgggat 
cccagtatgo actcaatgcc tgcagtgaot 
caatcaatgg acaaccaaat cttaattttt 
aaaaaaattt ttaagggcca tatggtagoa 
gacatgagtt atgtgatttc aggagatgga 
accacaaaac tctacagtcg atttaaagct 
catcctcatg aaacttctaa ggtcataaca 
gattaatgag attaatcctt aaactagctg 
atttaattat taaatgtato tgatgataac 
ccctttgttt aaaaaaagaa actgtaaatt 
ttttttataa atgttattta tacagaaagt 
ataattggca agoagtttga gtttatactc 



atccctgtgg atttoaagta catagcagaa 60 
ttgtctccaa atggaaaatg gctagcatgo 120 
ggagcacaga acagatttag attaaataag 180 
ggctatgctt gtcaggtgga cttttcacca 240 
aatggaaaat taaacatttg ggaotggaag 300 
catgataaag tgtgtatagg tgcagtgtgg 360 
tgtggttggg atggtctcat taaattgtgg 420 
ggatcatttt tgatccattg tcatatttat 480 
ttgatttaca gataatgttg atgacattga 540 
tgaoataatt tcatttgcaa cttcattttg 600 
ggctattgac tttctatttg acaagtagtt 660 
atgacatact gaaagcatct ctttggggtc 720 
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aagaaagaat ccctagtgga tttgggattc tagaggaggt gttataatta attattcaga 780 
aaaatgcatg tatttacctc ttcaaccaaa agggcagtaa agaataggga taatatattt 840 
taatgtaaat ttggaagaag gataaaatca cccacagtta ctctccctat tattttcact 900 
gggtcaagtt ttaatctttt ggcttcatga gttccactcc ctttgatgat atatgttgta 960 
tatttttagt tgtaaagcag taatctttaa ctgtagcatt cctctaatta taaacagtga 1020 
aaaatcaaaa tcagtccaga gttcttttgt tgacttaatt cctgatcagt atagacagga 1080 
Gtatatatat ttaatcagag aattacatta tatctgaaga tggagctcag gagaatgcac 1140 
caagactttg aattgtattt acattcactg tcagtaaaga cctggctacg ctttgagaaa 1200 
tcaggatctc ctaggtcatt gcttcgcagc tgtgattact gaaatcctcc tcataggaga 1260 
taaagtacga ggggtagagt ccaagatgtc aacttgtaat ttctttgaag tcatatgttt 1320 
tatctttaaa attattctta ttttacctgt gaatatatac aacagaactt tttaagatta 1380 
aaaaattttt aaacctctat gtctgaaaaa aaaaatgaca ctcctggaag atggctaggg 1440 
ttccccagtt tgagaagcag tggccatggt gaaaaatagt ttttgaaaac atcagattat 1500 
aaaatcaaga tagtccggac gcggtggcac atgcctgtaa tcccagcact ttgggaggct 1560 
gaggcaggtg aatcacctga ggtcaggagt tcaagaccag cctggccaac atagtgaaac 1620 
cccgtctcta ctaaaaacac aaaaattagc caggcttggt ggctggcgcc tgtaattcca 1680 
gctactcaga aggctgaggc agggagaatt gcttgaaccc aggagtggag gttgcagtga 1740 
gctgagatca tgccactgca ctccagcctg ggcgacagag cgagactcca cctcaaaaaa 1800 
taaaatcaag ataacctctt gaatgtaata gctcatagca ctttaatttg gcaagccatt 1860 
tttcctgttt tattataaat ctatattaga tgtttgaata tggtttgaaa tatttcacta 1920 
ccgtgctgaa aaaggttggt tgatagcagc ttggagtgct aactggaaga tcaaaatcat 1980 
gtctcttgct gataacctaa gagcattaag ctctgagtcc agtgaggtca tagcagtgta 2040 
tgctccttgc ccttacggag tgtctgtttt tagaaattta gattttaaaa ggcgtgggac 2100 
atacgaccag gccctatagc cacataaata taaatttcat agaaaaagaa taaaagcgga 2160 
gatatatttt ttgacacaga ggcacccaaa gaaatacaaa cattgcctag ctgctgccat 2220 
ttctgtaact gcccagaagg gtgacagatt tctgaagggg aaaggattca gatatgacct 2280 
tttctttagt cccaaccact agttttaaca aatgtgaatt attgaaatgt gaagggacaa 2340 
aaagaatcat acatttaaac tgtcttgttc agcataccaa tattgtatgt tacaaatcat 2400 
catttctaaa tctggattga ttctgttgtg tttttgactg tttctaaagt aagtgtgtat 2460 
aaaagtctcc tttttaaaaa gatcatattt ttaaataaag cattttttgt ag 2512 



<210> 11627 
<211> 119 
<212> PRT 

<213> Homo sapiens 



<400> 11627 



Met His Ser Met Pro 


Ala Val 


Thr 


Leu 


Ser Pro Asn Gly Lys Trp Leu 


1 5 








10 15 


Ala Cys Gin Ser Met 


Asp Asn 


Gin 


1 le 


Leu lie Phe Gly Ala Gin Asn 


20 






25 


30 


Arg Phe Arg Leu Asn 


Lys Lys 


Lys 


1 le 


Phe Lys Gly His Met Val Ala 


35 




40 




45 


Gly Tyr Ala Cys Gin 


Val Asp 


Phe 


Ser 


Pro Asp Met Ser Tyr Va 1 Me 


50 


55 






60 


Ser Gly Asp Gly Asn 


Gly Lys 


Leu 


Asn 


1 le Trp Asp Trp Lys Thr Thr 


65 


70 






75 80 
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Lys Leu Tyr Ser Arg Phe Lys Ala His Asp Lys Va I Cys Me G I y Ala 

85 90 95 

Val Trp His Pro His Glu Thr Ser Lys Val Me Thr Cys Gly Trp Asp 

100 105 110 

G I y Leu I I e Lys Leu Trp Asp 
115 



<210> 11628 
<211> 2355 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (583). . (1956) 



<400> 11628 

gggctccgtt tgaaacatgg cgcgggctgg 
tcgggcgaag agcggcttag ggcctcaccg 
tcctggaact taccaagaga agatcaccca 
tctgaaatct ttggatctct cgcgcaacto 
gactgcattg gagagtctca atctctacta 
cggctccacg ccttaaccga gctcgtggat 
gttgagcctg actaccgcct ttttgttgtg 
gatcgccccg tgagagcaag cgagcggaag 
tcactcgact ccaaagagag cgtcccagct 
agagccaagt gcaccgaggc cttggccaag 
gcagtcctga acctcattgo agagtgcgag 
agottcagcc agaaggggcg tgaggccgac 
ttgagoccgc agttggtaca gtaccagtgt 
aggaggagca gctgoagagg gtgctgtctg 
gagcttccgc cactgtacgg agcggagcca 
tacttoaccc cacaoocaga ctocatggat 
gatttgtcag gagaaatggt gcctggtccc 
agaatgcctg ttggaagatt ccagacgttt 
agaactcatg ggtcctocgt gcccaaggag 
aggaacggga ggaccttgtc tcagcctgag 
ggtgtgaccg acaccagaga gccgtctccc 
acggccctgc aggcggcgct cctggagacg 
ggctgcaggt ccctgcacag caacgaggca 
tctgttgaag aattcacagc agctcaggac 
tccctggctc tggagagtaa gtccctgcaa 
gcccgggaga tgagcgaggt gacggcggag 
ttgagacaac atttagataa atctttggaa 
agtatgaaaa aggaagtgaa gagtgcagac 
ggaottcaaa caagtgtgaa gaggctgtgt 
gagcactacg acaagatcca ggagctcacg 



ccctcggctg gtgctgagcg aggaggcggt 60 
cgacctggct gagcttcagt cattgtctat 120 
cctgggacat totctgatga gtttaacagg 180 
cttggttagt ctggagggca ttcagtaoct 240 
caactgcatc tcctcgttgg cgaagtgttt 300 
gtggacttcc ggctgaaccc cgtggtgaag 360 
cacctgctcc ccaagctcca gcagctggac 420 
gcttcccgac tgcattttgc atcagaggac 480 
tctttgaaag agggcagacc acaccacccc 540 
cagagcctgg tcatggatgo ggatgacgag 600 
tgggaoctcg gcaggcctcc cgggagoacg 660 
tctcgtggtt cccaagaatc cagacatctg 720 
ggggactctg ggaagcaggg ccgtgagacg 780 
gagaagatgc cttggagcca gctctgtgga 840 
gaggcctccc gtgcccccag gccacaoacg 900 
accgaggact cggcctcttc tcagaagttg 960 
ctgccagccc coggaaagtg caggaagcga 1020 
tcggaccagg agggtttggg ctgcccggag 1080 
agcctgagca gacaggacag ctoagaaagc 1140 
gcctcggaga otgaggagca gaggtotogg 1200 
gggtcacact cggctctacc cgggaagaag 1260 
ctcttggacc tggtggacag gagctggggc 1320 
ttccttgctc aggcaagaca oatcttgtca 1380 
agctctgcga tggtgggtga agatgtcggc 1440 
agccgccttg ctgagcagca gcagcagcac 1500 
ctgcaccaca cacacaagga gctggatgat 1560 
gagaacagta ggttaaaatc gcttttgttg 1620 
actgcagcca ogttaaattt gcagatcgct 1680 
gtcgagattg tggaactgaa gcagcacctg 1740 
cagatgctgc aggagagcca cagctccctg 1800 
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gtcagcacca atgaacacct gctgcaggag 
gaggtggagc agatgcactg gagctaccag 
cacagcagcg ccagccatgg aggctgccag 
accccttaag cttcctggta aagttacatt 
tactggctgg caagagttct ctcttctgtt 
caggacctgt agcttggttt tctaaagcac 
tctgcatgtt ttcagacaga acacattgac 
gtatccagta tcctgagatg aagtaaatgc 
tatgtatgat aattaaagaa aataattttc 
aaatacattg ttctg 



ctgagccagg tgcgggcgca gcacagagcc 1860 
gagctcaaga agaccatggc cctgtttcca 1 920 
gcctgctgac tcctgccgag aagctgggcc 1980 
gtctgcacct ttgtacttct ttattgagtg 2040 
ggtaattatt taggattttt ggaatgtatt 2100 
ctcgtaaaat gatatgatta ctccaagccc 2160 
atattttgag acaaactgac tattaatctt 2220 
agtgttctac tgcctgatgt gaaagagagc 2280 
tgtgtaacaa gcaatcttta tttaataaac 2340 

2355 



<210> 11629 
<211> 458 
<212> PRT 

<213> Homo sapiens 



<400> 11629 



Met 


Asp Ala Asp 


Asp 


Glu 


Ala 


Val 


Leu 


Asn 


Leu 1 1 e 


Ala 


Glu Cys 


Glu 


1 




5 










10 






15 




Trp 


Asp Leu Gly 


Arg 


Pro 


Pro 


Gly 


Ser 


Thr 


Ser Phe 


Ser 


Gin Lys 


Gly 




20 










25 








30 




Arg 


Giu Ala Asp 


Ser 


Arg 


Gly 


Ser 


Gin 


Glu 


Ser Arg 


His 


Leu Leu 


Ser 




35 








40 








45 






Pro 


Gin Leu Val 


Gin 


Tyr 


Gin 


Cys 


Gly 


Asp 


Ser Gly 


Lys 


Gin Gly 


Arg 




50 






55 








60 








Giu 


Thr Arg Arg 


Ser 


Ser 


Cys 


Arg 


Gly 


Cys 


Cys Leu 


Glu 


Lys Met 


Pro 


65 






70 










75 






80 


Trp 


Ser Gin Leu 


Cys 


Gly 


Glu 


Leu 


Pro 


Pro 


Leu Tyr 


Gly 


Ala Glu 


Pro 






85 










90 






95 




Glu 


Ala Ser Arg 


Ala 


Pro 


Arg 


Pro 


His 


Thr 


Tyr Phe 


Thr 


Pro His 


Pro 




100 










105 








110 




Asp 


Ser Met Asp 


Thr 


Glu 


Asp 


Ser 


Ala 


Ser 


Ser Gin 


Lys 


Leu Asp 


Leu 




115 








120 








125 






Ser 


Gly Glu Met 


Val 


Pro 


Gly 


Pro 


Leu 


Pro 


Ala Pro 


Gly 


Lys Cys 


Arg 




130 






135 








140 








Lys 


Arg Arg Met 


Pro 


Val 


Gly 


Arg 


Phe 


Gin 


Thr Phe 


Ser 


Asp Gin 


Glu 


145 






150 










155 






160 


Gly 


Leu Gly Cys 


Pro 


Glu 


Arg 


Thr 


His 


Gly 


Ser Ser 


Val 


Pro Lys 


Glu 






165 










170 






175 




Ser 


Leu Ser Arg 


Gin 


Asp 


Ser 


Ser 


Glu 


Ser 


Arg Asn 


Gly 


Arg Thr 


Leu 




180 










185 








190 




Ser 


Gin Pro Glu 


Ala 


Ser 


Glu 


Thr 


Glu 


Glu 


Gin Arg 


Ser 


Arg Gly 


Val 




195 








200 








205 






Thr 


Asp Thr Arg 


Glu 


Pro 


Ser 


Pro 


Gly 


Ser 


His Ser 


Ala 


Leu Pro 


Gly 




210 






215 








220 








Lys 


Lys Thr Ala 


Leu 


Gin 


Ala 


Ala 


Leu 


Leu 


Glu Thr 


Leu 


Leu Asp 


Leu 


225 






230 










235 






240 
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Val 


Asp 


Arg 


Ser 


Trp 
245 


Gly Gly 


Cys 


Phe 


Leu 


Ala 


Gin 
260 


Ala 


Arg His 


1 le 


Ala 


Ala 


Gin 

275 


Asp 


Ser 


Ser Ala 


Met 
280 


Ala 


Leu 
290 


Glu 


Ser 


Lys 


Ser Leu 
295 


Gin 


Gin 


His 


Ala 


Arg 


Glu 


Met Ser 


Glu 


305 










310 




His 


Lys 


Glu 


Leu 


Asp 

325 


Asp Leu 


Arg 


Glu 


Asn 


Ser 


Arg 
340 


Leu 


Lys Ser 


Leu 


Lys 


Ser 


Ala 

355 


Asp 


Thr 


Ala Ala 


Thr 
360 


Gin 


Thr 
370 


Ser 


Val 


Lys 


Arg Leu 
375 


Cys 


His 


Leu 


Glu 


His 


Tyr 


Asp Lys 


1 le 


385 










390 




Glu 


Ser 


His 


Ser 


Ser 
405 


Leu Val 


Ser 


Leu 


Ser 


Gin 


Val 
420 


Arg 


Ala Gin 


His 


Trp 


Ser 


Tyr 
435 


Gin 


Glu 


Leu Lys 


Lys 
440 


Ser 


Ala 
450 


Ser 


His 


Gly 


Gly Cys 
455 


Gin 



Arg 


Ser 


Leu 


His 


Ser 


Asn 


Glu 


Ala 




250 










255 




Leu 


Ser 


Ser 


Val 


Glu 


Glu 


Phe 


Thr 


265 










270 






Val 


Gly 


Glu 


Asp 


Val 


Gly 


Ser 


Leu 










285 








Ser 


Arg 


Leu 


Ala 


Glu 


Gin 


Gin 


Gin 








300 










Val 


Thr 


Ala 


Glu 


Leu 


His 


His 


Thr 






315 










320 


Gin 


His 


Leu 


Asp 


Lys 


Ser 


Leu 


Glu 




330 










335 




Leu 


Leu 


Ser 


Met 


Lys 


Lys 


Glu 


Val 


345 










350 






Leu 


Asn 


Leu 


Gin 


1 le 


Ala 


Gly 


Leu 










365 








Val 


Glu 


1 le 


Val 


Glu 


Leu 


Lys 


Gin 








380 










Gin 


Glu 


Leu 


Thr 


Gin 


Met 


Leu 


Gin 






395 










400 


Thr 


Asn 


Glu 


His 


Leu 


Leu 


Gin 


Glu 




410 










415 




Arg 


Ala 


Glu 


Val 


Glu 


Gin 


Met 


His 


425 










430 






Thr 


Met 


Ala 


Leu 


Phe 


Pro 


His 


Ser 



445 

Ala Cys 



<210> 11630 
<211> 2526 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (454) . . (894) 

<400> 11630 

ggccccaccc cggcggcgca gcccgcccgc 
gaggaagaca ggcaatccct ccggctgtcc 
tgggcttttg ctttctggcg gagggatctg 
gaggaagagg cagctacggc ggcggoggcg 
gccgccgccg ggtgatgcgg tgaccgctgc 
cctcagcGcg tcccgccgga cccgctttcc 
atcgccgagg cggcotcagg ctccctagcc 
cgccccgggg gcogccgcca cccgcctccc 



ccgcgcgtcc ctcggtccac ctgcagcagg 60 
gaocaagaga ggccggccga gcccgaggct 120 
cggcggttta ggaggcggcg ctgatcctgg 180 
gtggcggcta gggcggcggc gaataaaggg 240 
ggcaggccoa ggagctgagt gggccccggc 300 
tcaactctcc atcttctcct gccgaccgag 360 
cottccccgt cccttcccog cccccgtccc 420 
accatggctc tgaagagaat ccacaaggaa 480 
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ttgaatgatc tggcacggga ccctccagca 
atgttccatt ggcaagctac aataatgggg 
tttttcttga caattcattt cccaacagat 
acaacaagaa tttatcatcc aaatattaac 
cgatcacagt ggtctccagc actaactatt 
ttgtgtgatc ccaatccaga tgatccttta 
gatagagaaa agtacaacag aatagctcgg 
aagaaattat tggataacct ctacaaataa 
tttgatttcc atttgactgc tttctatgag 
ttacctgata cagcagtgct gcgtgttgta 
tacttctgta ccaacattgc ctcctagcag 
aggcattacc taggtgtgag actaaaagct 
aaggtgtgag gggggtggtg ggtatggtgt 
cacctatagg agattatttt taagtggaat 
aaggtgaaga acatgaagct gtgtctgtat 
gtgaaagtta tgaccaacca gattaaactc 
ttagctggtc aacatttaaa tggattggag 
ttcccaactc ttttacatct ccctacccct 
ctcttccata ttctttggtt tgtatgtggt 
atttttctta tgtttttaac cgcttaggtc 
atggaaatac ttgtgtatat ttaaagaccc 
aatgattaat ctgtgtaata aactggttac 
aggctttttc atttttaaga agtttgtcta 
tctgaaatgt tcatttatac tggttgcatt 
gtaaaaagga tatcttacga gtaattttat 
atttccatga aacaacacat gcagcattcc 
tttgctttat taatgaaact aagctgcatt 
cataggacat aaaacacaga ggcattgcta 
tataaaagag caacattgac caaacctggg 
tacataatta ctttgcacta acatttgcag 
tgtggctttt tgaagtcttc ccttgaccct 
ctgtgtttgc cagaaacatc attcatgtga 
tttcctaatt gtaaactagg ccaacctgaa 
ctttcaaatg catctttaca ctcttgcaca 
ggtttt 



cagtgttcag caggtcctgt tggagatgat 540 
ccaaatgaca gtccctatca gggtggagta 600 
taccccttca aaccacctaa ggttgcattt 660 
agtaatggca gcatttgtct tgatattcta 720 
tcaaaagtac tcttgtccat ctgttctctg 780 
gtgcctgaga ttgctcggat ctacaaaaca 840 
gaatggactc agaagtatgc gatgtaatta 900 
agatagggga actctgaaag agaaagtcct 960 
cccacgcctc atcttcccct gtgcacatgt 1020 
catacttgga acaacaaact agaaatactg 1080 
agaagtgtgt gtgtgacaag ccagttctac 1140 
tttcttattg acttaaattt ggataacagc 1200 
gtgcttggat gggaaagaaa aggctccact 1260 
ccatttaaac tcaaaacagt tatgaaaagc 1320 
tcattttatt ccgaaggagc tacgtcttag 1380 
tacccacatc ctgcatttta aggtctaagt 1440 
ctattagtac atcaagtgtg atgggctttg 1500 
tcaacctttg gcctttcagc ccttctttct 1560 
ttctcagtta atacatagct aatagctctt 1620 
tatttggatg taagggtgaa aattcatttg 1680 
aattgctcct ctggagcttg tactttcaag 1740 
tacagtcatt acatataatt ttgtgtgaat 1800 
gctgagatta gtggtggatt ttctcccact 1860 
ttaagatcat gaaacaattc cagttacatt 1920 
tgaacaagtt agaggcataa gcttaagagc 1980 
aggaacttga ttgttaaatt caataagaaa 2040 
tcatcaaaac cttgtgacat tcccttggta 2100 
tttggtaagt taagcttctg tgattgtaat 2160 
aaacaagagc acagtcttgt ttggagagtc 2220 
gatgttcaca caattttaaa ttgtactgta 2280 
agtaaaatat agcttgaaac ttgtaaacaa 2340 
actaggcaag ttaccttttt ccccccttct 2400 
agccatggct gatgctctag ccatcaggtt 2460 
aaagttaagg aataaatgtc cactgctttt 2520 

2526 



<210> 11631 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 11631 

Met Ala Leu Lys Arg Me His Lys Glu Leu Asn Asp Leu Ala Arg Asp 

15 10 15 

Pro Pro Ala Gin Cys Ser Ala Gly Pro Val Gly Asp Asp Met Phe His 

20 25 30 

Trp Gin Ala Thr I le Met Gly Pro Asn Asp Ser Pro Tyr Gin Gly Gly 
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3b 








40 45 




Va 1 


Phe 


r\i_ _ 

Phe 


Leu 


Thr 


Me His 


Phe Pro Thr Asp Tyr Pro 


Phe Lys Pro 




50 








55 


60 




Pro 


Lys 


Val 


Ala 


Phe 


Thr Thr 


Arg Me Tyr His Pro Asn 


1 le Asn Ser 


65 










70 


75 


80 


Asn 


Gly 


Ser 


1 le 


Cys 


Leu Asp 


1 le Leu Arg Ser Gin Trp 


Ser Pro Ala 










85 




90 


95 


Leu 


Thr 


1 le 


Ser 


Lys 


Val Leu 


Leu Ser 1 1 e Cys Ser Leu 


Leu Cys Asp 








100 






105 


110 


Pro 


Asn 


Pro 


Asp 


Asp 


Pro Leu 


Val Pro Glu 1 le Ala Arg 


1 1 e Tyr Lys 






115 








120 125 




Thr 


Asp 


Arg 


Glu 


Lys 


Tyr Asn 


Arg Me Ala Arg Glu Trp 


Thr Gin Lys 




130 








135 


140 




Tyr 


Ala 


Met 













145 



<210> 11632 
<211> 2104 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (16). . (618) 

<400> 11632 

gtcgggaccg gcaagatggc ggcgcggaca gcgttcggtg ctgtgtgccg gcgcctctgg 60 
cagggattag ggaatttttc tgtaaacact tctaagggca atacagccaa aaatggtggc 120 
ttgcttctca gtaccaatat gaagtgggta cagttttcaa aoctacacgt tgatgttoca 180 
aaggatttga ccaaacctgt ggcaaoaatc tctgatgaac cagacatatt atataagcgc 240 
ctotcggttt tggtgaaagg tcacgataag gctgtattgg acagttatga atattttgct 300 
gtgottgctg ctaaagaact tggtatctct attaaagtac atgaacctcc aaggaaaata 360 
gagcgattta ctcttctcca atcagtgcat atttacaaga agcacagagt tcagtatgaa 420 
atgagaacac tttacagatg tttagagtta gaaoatctaa ctggaagcac agcagatgtc 480 
tacttggaat atattoagcg aaacttaoct gaaggggttg coatggaagt aacaaagaca 540 
caattagaac agttaccaga acacatcaag gagccaatot gggaaacact atcagaagaa 600 
aaagaagaaa gcaagtcata aagcctcagg gaggccattt ttgcctaaat ttgaaatgag 660 
ggtgggccag atgagtatgt ttaagtggag agtgcttcca gctgagatga tttgagtctg 720 
tcctaactgc tccattgagt tctcgtgoco toatcagctg agggcaggga atggaacttt 780 
aatggaagaa ccacttttat ctattctttt tattcattgt ttoagttctg atttcagcaa 840 
acatgagcaa accactttga ctgaaagcag aaagagtgaa aattctattt tgttacgcta 900 
ctggtgttca attattagtt tgtaccattt ttaatttatg tcagttgatg catctgaaaa 960 
taagtgcttg gagtgttcgt acccttattt ttttttaaga ttcctagaag gaatctttgg 1020 
ttaattcaga ttgagcagtt aaagtttttg ctatttacct ttgtgcaggc tggcatatgc 1080 
taatttgggg gtggtaacca accgatttta totcatgtaa gcattacatt ttgaagactg 1140 
aatatacttc acagcagatc aaacacattt atggcatgca ctaacctctt cttggagcoo 1200 
agaactttat agagttgcct accagggtta ctgtaatgga atttatgatc ttaagaaatt 1260 
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actagttgta ttatttatcc tatgattcat 
tacatccagc actgtagtta agtacccaaa 
gcacaaagca ggccaggcac ggtggctcac 
ggcaggcgga tcacgaggtc aagagatcca 
tctctaataa aaatacaaaa attagctgga 
ctcaggaggc tgaggcagga gaatcgcgtg 
cgagatcgcg ccactgcact ccagcctggc 
aaaaaagaaa attgtgcaaa gcataggtaa 
aagccctctt tattttggta aatgtcactc 
aaatgaaata gtggctaaag ccctgaaaga 
tatagcaacc ccagagaagt gcttcatttt 
ttgtggtttc ctgcacatct ttggagtagt 
tgcattgcct attctttttt cctgacatgc 
gcttgtgtat cagacttacg ttactgtcat 
catg 



tcattcaata agcttttact gcataaactt 1320 
attgaataga aataatggct tttgaaaatt 1380 
gcctgtaatc ccagcacttt gggaggccga 1440 
gaccatcctg gctaacacgg tgaaaccccg 1500 
catggtggca cgtgcctgta atcccagcta 1560 
aacccgggcc cggtggaggc tgcagtgaga 1620 
gacagagcga gacaccgtct caaaaaaaaa 1680 
atatttttct ttattaagct tctcactgag 1740 
tgtttgttag gagatgtctg cttttccatg 1800 
ggcaagacta caatgggctg aaacagttgg 1860 
ctttttatag tagaagcagg tccatgtctt 1920 
tatgacttct cagtttttcc ccccttaaac 1980 
tatcaggtat cagtgtgttg aatacataat 2040 
caccattaaa agaattgcag ccttgtgccc 2100 

2104 



<210> 11633 
<211> 201 
<212> PRT 

<213> Homo sapiens 



<400> 11633 












Met 


Ala Ala 


Arg 


Thr 


Ala 


Phe 


Gly 


1 






5 








Gly 


Leu Gly 


Asn 


Phe 


Ser 


Val 


Asn 






20 










Asn 


Gly Gly 


Leu 


Leu 


Leu 


Ser 


Thr 




35 










40 


Asn 


Leu His 


Val 


Asp 


Val 


Pro 


Lys 




50 








55 




1 le 


Ser Asp 


Glu 


Pro 


Asp 


1 le 


Leu 


65 








70 






Lys 


Gly His 


Asp 


Lys 


Ala 


Val 


Leu 








85 








Leu 


Ala Ala 


Lys 


Glu 


Leu 


Gly 


1 le 






100 










Arg 


Lys 1 1 e 


Glu 


Arg 


Phe 


Thr 


Leu 




115 










120 


Lys 


His Arg 


Val 


Gin 


Tyr 


Glu 


Met 




130 








135 




Leu 


Glu His 


Leu 


Thr 


Gly 


Ser 


Thr 


145 








150 






Gin 


Arg Asn 


Leu 


Pro 


Glu 


Gly 


Val 








165 








Leu 


Glu Gin 


Leu 


Pro 


Glu 


His 


1 le 






180 










Ser 


Glu Glu 


Lys 


Glu 


Glu 


Ser 


Lys 



Ala 


Val 


Cys Arg 


Arg 


Leu 


Trp 


Gin 




10 








15 




Thr 


Ser 


Lys Gly 


Asn 


Thr 


Ala 


Lys 


25 








30 






Asn 


Met 


Lys Trp 


Val 


Gin 


Phe 


Ser 








45 








Asp 


Leu 


Thr Lys 


Pro 


Val 


Ala 


Thr 






60 










Tyr 


Lys 


Arg Leu 


Ser 


Val 


Leu 


Val 






75 








80 


Asp 


Ser 


Tyr Glu 


Tyr 


Phe 


Ala 


Val 




90 








95 




Ser 


1 le 


Lys Val 


His 


Glu 


Pro 


Pro 


105 








110 






Leu 


Gin 


Ser Val 


His 


1 le 


Tyr 


Lys 








125 








Arg 


Thr 


Leu Tyr 


Arg 


Cys 


Leu 


Glu 






140 










Ala 


Asp 


Val Tyr 


Leu 


Glu 


Tyr 


1 le 






155 








160 


Ala 


Met 


Glu Val 


Thr 


Lys 


Thr 


Gin 




170 








175 




Lys 


Glu 


Pro 1 1 e 


Trp 


Glu 


Thr 


Leu 


185 








190 







Ser 
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195 200 



<210> 11634 
<211> 2225 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (137). . (1963) 
<400> 11634 

ctgcctgcgt tagcggcggt ggaggaggag 
aggaggctgo tgcagagaag aaagtgtoag 
gtacttttca tggtgcatgg aaggaaagcc 
agagactgga atggatgtaa caagccgctg 
aggggttccc caacctgccc gcatgcccta 
ggaagtgatt aaccttctga gaaagcaccg 
cgccaagaag atatatgccc atcgagtcat 
tatgtttaca ggagaattgg cagagagccg 
cgagagggct atggaattac tgattgactt 
gggcaatgtt cagactcttc tgcoagctgo 
agcctgctgt gaattcttaa agagacaatt 
ttttgctgac acacattcat gtcgtgagtt 
taactttcaa gaggtaatgg agagtgaaga 
tgatataata tccagtgatg agctaaacgt 
gatggcctgg gtcaaataca gtattcagga 
gcatgttcgt ttgcctttgo ttagtcccaa 
cctcatcaaa agtgatgaag aatgcagaga 
attgccgcaa gaacgaccac taatgcaagg 
atgtggggaa gtactctctg cagttggtgg 
tgaacgatat gatccacaga coaatgaatg 
atgcggagtt ggggtcagtg ttcttgatga 
atcctcttat ctcaatagtg ttgaaaggta 
tatggcccct acaagcacct goaggacaag 
ttatgctgtg ggtggccagg atggtgtgtc 
gaaggagaac aagtggactc gggtagcttc 
ggctgtgtta ggagggttct tatatgctgt 
cacagtggaa cgttacaatc ctcaggaaaa 
ccggaggaaa cacctaggct gtgcagtata 
agatgacact acagagctga gcagtgctga 
tccagtggtg gccatgacat cacgGogtag 
gctcatggca gtaggaggtt ttgatggcac 
tcctgatgcc aatacatgga ggttatatgg 
cgtaggagtt attaaaatga ctoactgtga 
gtcttgtata tattcctctg tattctgggg 
agaaaacatt agaacaaatt ttattatttg 



goagagagga gtggagggcg gagtagaogg 60 
agccggttcg gctttagagt gtggtgaagg 120 
aatgcgcagg tgtaccaaca ttcgaccagg 180 
caccottgga gaccccaaca aactgccaga 240 
tatotcagac aagcaccctc gacaaacctt 300 
ggagctatgt gatgtggtgc tagttgtggg 360 
tttgtcagcc tgtagtccct acttccgago 420 
tcagacagaa gtagtgatcc gagacattga 480 
tgogtataco tcGcagataa cagtagaaga 540 
ttgcctcctc oagctggcag aaatacagga 600 
agatccttct aactgccagg gcattcgggc 660 
gctaaggata gcagacaagt tcacccaaca 720 
gttcatgttg cttcoagcoa atcaactcat 780 
tcgcagtgaa gaacaagtgt tcaatgcagt 840 
aagacgtoct caattacccc aggtgctgca 900 
gttcctggtc ggcacagtag gctctgatcc 960 
cttggtagat gaggctaaaa actacctcct 1020 
accaaggacg agaocacgga aacctatccg 1080 
ttggtgcagt ggagatgcca tttccaatgt 1140 
gagaatggtg gcttcaatga gcaaaaggag 1200 
tctgttatat gcagtaggag gccatgatgg 1260 
tgaccccaaa acaaaccagt ggagcagtga 1320 
tgttggtgta gcagtacttg gaggctttct 1380 
ttgcctcaac attgttgaga ggtatgatcc 1440 
tatgagtacc agaagactag gtgtggctgt 1500 
aggtggctct gacgggaoat ctcctctcaa 1560 
cagatggoac actatagocc otatggggac 1620 
toaggacatg atctatgctg taggaggtag 1680 
gagatacaac cccagaacca accagtggtc 1740 
tggagttggc ctggcagtgg tcaatggaca 1800 
aaoatacttg aagaccatag aagtttttga 1860 
cgggatgaat taccgtcggc tagggggtgg 1920 
atcccatatt tggtgaacac agagaagaca 1980 
agctttgacc ttggagcttt gtacagcttg 2040 
ccggtgcctc aacaaatgga aatacaatcc 2100 
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aatgaaagta cttcacctgc aagatgcaca ataattttca actctgtgca gaagaatatt 2160 
tatttttggt tttaatttat catggttttt tgttgttttc gttttgaact tatccttcct 2220 
cccac 2225 



<210> 11635 
<211> 609 
<212> PRT 

<213> Homo sapiens 



<400> 11635 





Met 


Glu Gly 


Lys 


Pro 


Met 


Arg 


Arg 


Cys 


Thr 


Asn 


1 le 


Arg 


Pro 


Gly 


Glu 




1 






5 










10 










15 






Thr 


Gly Met 


Asp 


Val 


Thr 


Ser 


Arg 


Cys 


Thr 


Leu 


Gly 


Asp 


Pro 


Asn 


Lys 


6i 






20 










25 










30 








Leu 


Pro Glu 


Gly 


Val 


Pro 


Gin 


Pro 


Ala 


Arg 


Met 


Pro 


Tyr 


1 le 


Ser 


Asp 






35 










40 










45 










Lys 


His Pro 


Arg 


Gin 


Thr 


Leu 


Glu 


Val 


1 le 


Asn 


Leu 


Leu 


Arg 


Lys 


His 






50 








55 










60 












Arg 


Glu Leu 


Cys 


Asp 


Val 


Val 


Leu 


Val 


Val 


Gly Ala 


Lys 


Lys 


1 le 


Tyr 




65 








70 










75 










80 


o 


Ala 


His Arg 


Val 


1 le 


Leu 


Ser 


Ala 


Cys 


Ser 


Pro Tyr 


Phe 


Arg 


Ala 


Met 










85 










90 










95 




m 


Phe 


Thr Gly 


Glu 


Leu 


Ala 


Glu 


Ser 


Arg 


Gin 


Thr 


Glu 


Val 


Val 


1 le 


Arg 


«^ 






100 










105 










110 








Asp 


1 1 e Asp 


Glu 


Arg 


Ala 


Met 


Glu 


Leu 


Leu 


1 le 


Asp 


Phe 


Ala 


Tyr 


Thr 






115 










120 










125 










Ser 


Gin 1 le 
130 


Thr 


Val 


Glu 


Glu 
135 


Gly 


Asn 


Val 


Gin 


Thr 
140 


Leu 


Leu 


Pro 


Ala 




Ala 


Cys Leu 


Leu 


Gin 


Leu 


Ala 


Glu 


1 le 


Gin 


Glu 


Ala 


Cys 


Cys 


Glu 


Phe 




145 








150 










155 










160 




Leu 


Lys Arg 


Gin 


Leu 


Asp 


Pro 


Ser 


Asn 


Cys 


Gin Gly 


1 le 


Arg 


Ala 


Phe 










165 










170 










175 






Ala 


Asp Thr 


His 
180 


Ser 


Cys 


Arg 


Glu 


Leu 
185 


Leu 


Arg 


1 le 


Ala 


Asp 
190 


Lys 


Phe 




Thr 


Gin His 
195 


Asn 


Phe 


Gin 


Glu 


Val 
200 


Met 


Glu 


Ser 


Glu 


Glu 
205 


Phe 


Met 


Leu 




Leu 


Pro Ala 
210 


Asn 


Gin 


Leu 


Me 
215 


Asp 


1 le 


1 le 


Ser 


Ser 
220 


Asp 


Glu 


Leu 


Asn 




Val 


Arg Ser 


Glu 


Glu 


Gin 


Val 


Phe 


Asn 


Ala 


Val 


Met 


Ala 


Trp 


Val 


Lys 




225 








230 










235 










240 




Tyr 


Ser 1 le 


Glh 


Glu 
245 


Arg 


Arg 


Pro 


Gin 


Leu 
250 


Pro 


Gin 


Val 


Leu 


Gin 
255 


His 




Val 


Arg Leu 


Pro 
260 


Leu 


Leu 


Ser 


Pro 


Lys 
265 


Phe 


Leu 


Val 


Gly 


Thr 
270 


Val 


Gly 




Ser 


Asp Pro 


Leu 


1 le 


Lys 


Ser 


Asp 


Glu 


Glu 


Cys Arg 


Asp 


Leu 


Val 


Asp 






275 










280 










285 










Glu 


Ala Lys 


Asn 


Tyr 


Leu 


Leu 


Leu 


Pro 


Gin 


Glu 


Arg 


Pro 


Leu 


Met 


Gin 
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290 








295 


Gly 


Pro 


Arg 


Thr 


Arg Pro 


Arg Lys 


305 








310 




Ser 


Ala 


Val 


Gly 


Gly Trp 


Cys Ser 










325 




Arg 


Tyr 


Asp 


Pro 


Gin Thr 


Asn Glu 








340 






Lys 


Arg 


Arg 


Cys 


Gly Val 


Gly Val 






355 






360 


Ala 


Val 


Gly 


Gly 


His Asp 


Gly Ser 




370 








375 


Tyr 


Asp 


Pro 


Lys 


Thr Asn 


Gin Trp 


385 








390 




Thr 


Cys 


Arg 


Thr 


Ser Val 


Gly Val 










405 




Ala 


Val 


Gly 


Gly 


Gin Asp 


Gly Val 








420 






Tyr 


Asp 


Pro 


Lys 


Glu Asn 


Lys Trp 






435 






440 


Arg 


Arg 


Leu 


Gly 


Val Ala 


Val Ala 




450 








455 


Val 


Gly 


Gly 


Ser 


Asp Gly 


Thr Ser 


465 








470 




Asn 


Pro 


Gin 


Glu 


Asn Arg 


Trp His 










485 




Arg 


Lys 


His 


Leu 


Gly Cys 


Ala Val 








500 






Gly 


Gly 


Arg 


Asp 


Asp Thr 


Thr Glu 






515 






520 


Pro 


Arg 


Thr 


Asn 


Gin Trp 


Ser Pro 




530 








535 


Ser 


Gly 


Val 


Gly 


Leu Ala 


Val Val 


545 








550 




Gly 


Phe 


Asp 


Gly 


Thr Thr 


Tyr Leu 










565 




Asp 


Ala 


Asn 


Thr 


Trp Arg 


Leu Tyr 








580 






Gly 


Gly 


Gly 


Val 


Gly Val 


1 1 e Lys 






595 






600 



Trp 



300 



Pro 


1 1 e Arg Cys Gly 


Glu 


Val Leu 




315 






320 


Gly 


Asp Ala Me 


Ser 


Asn 


Val Glu 




330 






335 


Trp 


Arg Met Val 


Ala 


Ser 


Met Ser 


345 






350 




Ser 


Val Leu Asp Asp 


Leu 


Leu Tyr 






365 






Ser 


Tyr Leu Asn 


Ser 


Val 


Glu Arg 




380 








Ser 


Ser Asp Met Ala 


Pro 


Thr Ser 




395 






400 


Ala 


Val Leu Gly Gly 


Phe 


Leu Tyr 




410 






415 


Ser 


Cys Leu Asn 


1 le 


Val 


Glu Arg 


425 






430 




Thr 


Arg Val Ala 


Ser 


Met 


Ser Thr 






445 






Val 


Leu Gly Gly 


Phe 


Leu 


Tyr Ala 




460 








Pro 


Leu Asn Thr 


Val 


Glu 


Arg Tyr 




475 






480 


Thr 


1 le Ala Pro 


Met 


Gly 


Thr Arg 




490 






495 


Tyr 


Gin Asp Met 


1 le 


Tyr 


Ala Val 


505 






510 




Leu 


Ser Ser Ala 


Glu 


Arg 


Tyr Asn 






525 






Val 


Val Ala Met 


Thr 


Ser 


Arg Arg 




540 








Asn 


Gly Gin Leu 


Met 


Ala 


Val Gly 




555 






560 


Lys 


Thr 1 le Glu 


Val 


Phe 


Asp Pro 




570 






575 


Gly 


Gly Met Asn Tyr 


Arg 


Arg Leu 


585 






590 




Met 


Thr His Cys Glu 


Ser 


His 1 le 



605 



<210> 11636 
<211> 2452 
<212> DNA 
<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (391). . (2181) 
<400> 11636 

agagccggac gttccggccg cttcgggctg gcggctggag agcgctcggg tcatgtctgc 60 
ccagggggac tgcgagttcc tggtgcagcg agcccgggag ttggtgccgc aagacctgtg 120 
ggcagccaag gcgtggctga tcacggcccg cagcctctac ccggcagact ttaacatcca 180 
gtatgagatg tacaccatcg agcggaatgc agagcggacc gccaccgccg ggaggctgct 240 
gtacgacatg tttgtgaatt tcccagacca gccggtggtg tggagagaaa tcagcattat 300 
tacatcagca ttaaggaacg attacaggac aaacaaaccc aatttttaag aagtttattt 360 
gaaactcttc ctggtcgagt ccagtgtgaa atgttactaa aggtcacgga acaatgcttc 420 
aacacgttag aacgatcaga aatgttgctt ctacttttga ggcgcttccc tgaaacggtg 480 
gtgcagcatg gggttggcct tggggaggca ctattagagg ctgaaactat tgaagaacaa 540 
gaatctccag tgaactgctt tagaaaatta tttgtttgtg atgtccttcc tctaataatt 600 
aacaaccatg atgttcgatt acctgccaat ttattgtata agtacttgaa caaagcagct 660 
gaattttata tcaattatgt cactaggtct actcaaatag aaaatcagca tcaaggcgcc 720 
caggatacat ctgatttaat gtcacctagc aaacgtagct ctcagaagta cataatagaa 780 
gggctgacgg aaaaatcatc ccagatcgtg gacccttggg agaggttgtt taagattttg 840 
aatgttgttg gaatgagatg tgaatggcag atggataaag gaagacgaag ctatggagat 900 
attttgcata gaatgaagga tctctgcaga tacatgaaca actttgatag tgaagcacat 960 
gcaaaatata aaaaccaagt ggtgtattcc accatgctgg tcttctttaa gaatgcattc 1020 
cagtatgtca acagcataca gccatctctc ttccaaggtc ctaatgcccc gagccaagtt 1080 
ccactggttc ttcttgaaga tgtatcgaat gtgtatggtg atgtagaaat tgatcgtaat 1140 
aaacacatcc ataaaaagag gaaactagct gaaggaagag aaaaaaccat gagttcagac 1200 
gatgaagact gttcggcgaa aggaagaaat cgtcacattg tagtcaataa agccgaactt 1260 
gctaactcca ctgaagtgtt agaaagcttt aaattggcca gggagagctg ggagttgctc 1320 
tattccctag aattccttga caaagaattt acaaggattt gcttggcctg gaagacggat 1380 
acttggcttt ggttaagaat cttcctcact gatatgatca tctatcaggg tcaatataaa 1440 
aaggcgatag ccagcctgca tcacttagca gccctccagg gatccatttc tcagccacag 1500 
atcacagggc aggggaccct ggagcatcag agggcgctca tccagctggc gacgtgccac 1560 
tttgcgctag gggagtacag aatgacatgt gaaaaagtcc ttgatttgat gtgctacatg 1620 
gtactcccca ttcaagatgg aggcaaatcc caggaggaac cctcgaaagt aaagcccaaa 1680 
tttagaaaag gttcggatct gaagctcctg ccttgtacca gcaaggctat catgccatac 1740 
tgcctccatt taatgttagc ctgttttaag cttagagctt tcacagacaa cagagacgac 1800 
atggcattgg ggcatgtgat tgtgttgctt cagcaagagt ggccacgggg cgagaatctt 1860 
ttcctgaaag ctgtcaataa aatttgccaa caaggaaatt tccaatatga gaattttttc 1920 
aattacgtta caaatattga tatgctggag gaatttgcct acttgagaac tcaggaaggt 1980 
gggaaaattc atctggaatt actacccaat caaggaatgc tgatcaagca ccacactgta 2040 
actcgaggca tcaccaaagg cgtgaaggag gactttcgcc tggccatgga gcgccaggtc 2100 
tcccgctgtg gagagaatct gatggtggtt ctgcacaggt tctgcattaa tgagaagatc 2160 
ttgctccttc agactctgac ctgagtggag acctttccac cagacacagc tcgggcctgt 2220 
gtaattgtag gagaagacac tcagcagtga ttgccatggc acagagccgt ggtcattgtt 2280 
gctgttacaa agaagaaaac catctgagtt ctaactcctt ggttgcttaa aagtagttcc 2340 
caagagtctg agaagctatt tctattttta agagtcattt tttgtaattt ttgtaaaaca 2400 
aaagtaccaa tctgttttgt aaataaaaat catcctaaaa tttgaagttt tt 2452 
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<210> 11637 




<211> 597 




<212> PRT 




<213> Homo sapiens 




<400> 11637 




Met 


Leu Leu Lys Val Thr Glu 


Gtn 


1 


5 




Glu 


Met Leu Leu Leu Leu Leu 


A 

Arg 




20 




His 


Gly Val Gly Leu Gly Glu 


Ala 




35 


40 


Glu 


Gin Glu Ser Pro Val Asn 


Cys 




50 55 




Val 


Leu Pro Leu Me Me Asn 


Asn 


65 


70 




Leu 


Leu Tyr Lys Tyr Leu Asn 


Lys 




85 




Val 


Thr Arg Ser Thr Gin Me 


Glu 




100 




Thr 


Ser Asp Leu Met Ser Pro 


Ser 




115 


120 


1 le 


Glu Gly Leu Thr Glu Lys 


Ser 




130 135 




Arg 


Leu Phe Lys 1 1 e Leu Asn 


Val 


145 


150 




Met 


Asp Lys Gly Arg Arg Ser 


Tyr 




165 




Asp 


Leu Cys Arg Tyr Met Asn 


Asn 




180 




Tyr 


Lys Asn Gin Val Val Tyr 


Ser 




195 


200 


Ala 


Phe Gin Tyr Val Asn Ser 


1 le 




210 215 




Asn 


Ala Pro Ser Gin Val Pro 


Leu 


225 


230 




Val 


Tyr Gly Asp Va 1 Glu Me 


Asp 




245 




Arg 


Lys Leu Ala Glu Gly Arg 


Glu 




260 




Asp 


Cys Ser Ala Lys Gly Arg 


Asn 




275 


280 


Glu 


Leu Ala Asn Ser Thr Glu 


Val 




290 295 




Glu 


Ser Trp Glu Leu Leu Tyr 


Ser 


305 


310 




Thr 


Arg 1 le Cys Leu Ala Trp 


Lys 




325 





Cys 


Phe 


Asn 


Thr 


Leu 


Glu 


Arg Ser 




10 










15 


Arg 


Phe 


Pro 


Glu 


Thr 


Val 


Val Gin 


25 










30 




Leu 


Leu 


Glu 


Ala 


Glu 


Thr 


1 le Glu 










45 






Phe 


Arg 


Lys 


Leu 


Phe 


Val 


Cys Asp 








60 








His 


Asp 


Val 


Arg 


Leu 


Pro 


Ala Asn 






75 








80 


Ala 


Ala 


Glu 


Phe 


Tyr 


1 le 


Asn Tyr 




90 










95 


Asn 


Gin 


His 


Gin 


Gly 


Ala 


Gin Asp 


105 










110 




Lys 


Arg 


Ser 


Ser 


Gin 


Lys 


Tyr 1 le 










125 






Ser 


Gin 


1 le 


Val 


Asp 


Pro 


Trp Glu 








140 








Val 


Gly 


Met Arg 


Cys 


Glu 


Trp Gin 






155 








160 


Gly 


Asp 


1 le 


Leu 


His 


Arg 


Met Lys 




170 










175 


Phe 


Asp 


Ser 


Glu 


Ala 


His 


Ala Lys 


185 










190 




Thr 


Met 


Leu 


Val 


Phe 


Phe 


Lys Asn 










205 






Gin 


Pro 


Ser 


Leu 


Phe 


Gin 


Gly Pro 








220 








Val 


Leu 


Leu 


Glu 


Asp 


Val 


Ser Asn 






235 








240 


Arg 


Asn 


Lys 


His 


1 le 


His 


Lys Lys 




250 










255 


Lys 


Thr 


Met 


Ser 


Ser 


Asp 


Asp Glu 


265 










270 




Arg 


His 


1 le 


Val 


Val 


Asn 


Lys Ala 










285 






Leu 


Glu 


Ser 


Phe 


Lys 


Leu 


Ala Arg 








300 








Leu 


Glu 


Phe 


Leu 


Asp 


Lys 


Glu Phe 






315 








320 


Thr 


Asp 


Thr Trp 


Leu 


Trp 


Leu Arg 




330 










335 
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1 1 

1 le 


Phe 


Leu 


Thr 


Asp 


Met 


1 le 


1 le Tyr 


Gin 


Gly Gin 


Tyr 


Lys 


Lys 


Ala 








340 










345 








350 






1 1 e 


Ala 


Ser 
355 


Leu 


His 


His 


Leu 


Ala 
360 


Ala 


Leu 


Gin Gly 


Ser 
365 


1 le 


Ser 


Gin 


Pro 


Gin 
370 


1 le 


Thr 


Gly 


Gin 


Gly 

375 


Thr 


Leu 


Glu 


His Gin 
380 


Arg 


Ala 


Leu 


1 le 


Gin 


Leu 


Ala 


Thr 


Cys 


His 


Phe 


Ala 


Leu 


Gly 


Glu Tyr 


Arg 


Met 


Thr 


Cys 


one 

385 










390 










395 








400 


Glu 


Lys 


Val 


Leu 


Asp 


Leu 


Met 


Cys Tyr 


Met 


Val Leu 


Pro 


1 le 


Gin 


Asp 










405 










410 








415 




1 

Gly 


Gly 


Lys 


Ser 
420 


Gin 


Glu 


Glu 


Pro 


Ser 
425 


Lys 


Val Lys 


Pro 


Lys 
430 


Phe 


Arg 


Lys 


Gly 


Ser 
435 


Asp 


Leu 


Lys 


Leu 


Leu 
440 


Pro 


Cys 


Thr Ser 


Lys 
445 


Ala 


1 le 


Met 


Pro 


Tyr 
450 


Cys 


Leu 


His 


Leu 


Met 
455 


Leu 


Ala 


Cys 


Phe Lys 
460 


Leu 


Arg 


Ala 


Phe 


Thr 


Asp 


Asn 


Arg 


Asp 


Asp 


Met 


Ala 


Leu 


Gly 


His Val 


1 le 


Val 


Leu 


Leu 


465 










470 










475 








480 


Gin 


Gin 


Glu 


Trp 


Pro 
485 


Arg 


Gly 


Glu 


Asn 


Leu 
490 


Phe Leu 


Lys 


Ala 


Val 
495 


Asn 


Lys 


1 le 


Cys 


Gin 
500 


Gin 


Gly 


Asn 


Phe 


Gin 

505 


Tyr 


Glu Asn 


Phe 


Phe 
510 


Asn 


Tyr 


Val 


Thr 


Asn 
515 


1 le 


Asp 


Met 


Leu 


Glu 
520 


Glu 


Phe 


Ala Tyr 


Leu 
525 


Arg 


Thr 


Gin 


Glu 


Gly 
530 


Gly 


Lys 


1 le 


His 


Leu 
535 


Glu 


Leu 


Leu 


Pro Asn 
540 


Gin 


Gly 


Met 


Leu 


1 le 


Lys 


His 


His 


Thr 


Val 


Thr 


Arg Gly 


i le 


Thr Lys 


Gly 


Val 


Lys 


Glu 


545 










550 










555 








560 


Asp 


Phe 


Arg 


Leu 


Ala 


Met 


Glu 


Arg Gin 


Val 


Ser Arg 


Cys 


Gly 


Glu 


Asn 










565 










570 








575 




Leu 


Met 


Val 


Val 


Leu 


His 


Arg 


Phe Cys 


1 le 


Asn Glu 


Lys 


1 le 


Leu 


Leu 








580 










585 








590 






Leu 


Gin 


Thr 
595 


Leu 


Thr 























<210> 11638 
<211> 1557 
<212> DNA 

<213> Homo sapiens 
<400> 11638 

ctctctctct ctctcctgct gcattgtgaa 
agtttcctga ggcotcccca gcoatgcgga 
atcagaagat tctatgggga aacccattta 
cagggagaaa gtttaagctc tcctcactat 
cacgattttg agaacaactg aggactottg 
gatagctcoa ggttggattc atgcttogca 



gaaactgctt gcttccctot caooctctgo 60 
acgctgtaga ccaagacotg gaattaacac 120 
aaaataggat gcattttttt cttttctgca 180 
gagttttcaa gtataaaaga ctttttcttc 240 
tgaccaggao aacagggaag cttgcagcaa 300 
ccccaagggc tgccagccag agaggaggag 360 
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aagcaatcac tcctgcagtt tctgaacact acacagacgc caggtagctt cttcaggaga 420 
acagccctct gaggaggcag gaagaggagg cttatctttc agcagccgga gctgctgaga 480 
tctctgggca gattaagctc tctctaatgg atgggctcca gcctggcaca ttcagtggag 540 
agggatccac tcatccatca tcaacataat atggtcctcc ctgcacttca cagtgtcctc 600 
ttgctattga aaaggctttt ttgccttctc aagtttcttt gtcaacagtc tacaggaaga 660 
agctcaggcc gccaccggca gaggtgaatg caagctcacg ttttatttct gactgcttaa 720 
tcattgcctc gatcactgct caagctctgc ctttgtttcc aaaggttacc tgtgggaaaa 780 
cttctttttc tatgctgaaa ttaataggga ggcaaagatg agtccactga taagcagagc 840 
cttaaaactc acatagagaa acaactttgc tggagtgtgt gtgagtgaac cactaaggaa 900 
tcagatagtg tgatggcagt tatcattgca ggttaagaca tttctacaaa tatttcgaca 960 
tctccatata ctcactcctt tcccccctga gtggagagac tcagctaccc agagaggaag 1020 
ctcaaaaaaa acagaagctt caaacaaaca accaaccaaa aaaaaaaaaa actgtgggtt 1080 
catcagaggt ggtagggaag acaaaaacat gggaggagca gctgggcacg gtggctcaag 1140 
cctgtaatcc cagcactttg cgaggctgag gtgggtggat cacctgaggt caggagttcg 1200 
agaccagcct ggccaacatg gtgaaacccc atctctacta aaaatacaaa aaattagccg 1260 
ggcgttgtgg tacgcacctg taatcccagc tactccggag gctgaggcag cagaatcgct 1320 
tgaacccagg aggcagaggt tgcaacgagc caagatcgca ccattgcact ccagcctggg 1380 
caacaagagc gaaactccat ctaaaaaaaa caaacaagca aacaaacaaa aaacacggga 1440 
ggagcaataa aaaggaatcc atgctttgat tttttttttt agtgagagga agggaaggct 1500 
gctgcctctc acttctccct gttttgttgt tcttttaagt agcatgtgtc actctgt 1557 



<210> 11639 
<211> 2445 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12). . (2039) 



<400> 11639 

ttaacagaaa gatggaaatt aagcctttgc 
aagccagttc taatcagctt gtaacacttc 
attaccttat taaagctgta tatgactact 
catccctcat tcctcagata aaaoaagaga 
atgttgcctt tcggagaaga acagagaaaa 
aagcctctta tgaaaagatg ttgaaactga 
tggaaatgat taagagaaga gagaaaacaa 
ttgtggagaa aagataccat ttgggagact 
tcagtagatc agaaaaagag ttatatgcca 
acaaagttca agaatgtaaa actaagcacc 
ctgatgtggt tcgtcaaaag aagaagtacc 
catctcagca acccactcct gagacattgc 
atgattttca cagctcagat gaagatgaat 
cggaagaaga aaatgatoct gatggtccct 
attatgctcc tcgtttggac caagctaacc 
tggataagtt gaggtatagg cattgcctta 



aatttgaaat tatgattgac agacttgaaa 60 
aagaagcaaa actgctgcta aacgaagatg 120 
gggtgagaaa acgtaaaaac tgcagggggc 180 
aaagagatgg ctctaccaao aatgaccctt 240 
tgcaaactcg aaagaatcgt aagaatgatg 300 
gacgagaatt tagtagagcc ataacaattt 360 
aacgagaatt attgcactta aocttagaag 420 
atggtggtga aatccttaat gaagtaaaaa 480 
ctccagcaac tcttcataat ggaaatcatc 540 
ctcatcattt gtctttgaaa gaagaggctt 600 
caaagaagcc taaagcagag gctttgataa 660 
ctgtgatcaa taagagtgac attaagcaat 720 
ttccacaggt attgtccGca gtatcagaac 780 
gtgctttoag aaggcgggca ggatgccagt 840 
attcatgtga aaattcagaa ttggcagatt 900 
caacacttac agtcccaaga agatgtatag 960 
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gatttgcaag gaggcgaatt ggcagaggtg gaagggtcat aatggaccga atatccacag 1020 
aacatgaccc agtcctgaaa cagatagacc ctgaaatgct gaatagtttt tcaagctctt 1080 
cccaaactat agacttttct tctaatttct ctcggaccaa tgcttccagt aaacattgtg 1140 
aaaatagact gtctctctct gaaatattaa gcaatatcag atcatgtcga ctacagtgtt 1200 
tccagccaag gctactaaat ttacaggaca gtgatagtga agaatgtacc tcaagaaaac 1260 
cagggcagac tgtgaacaat aaaagagttt ctgcagcatc tgtagcttta ttgaacacca 1320 
gcaagaatgg catatcagta acagggggta tcacagaaga gcagtttcag acacatcagc 1380 
agcagttagt tcagatgcaa aggcagcaac ttgcccagct tcagcagaaa cagcaatctc 1440 
agcattcctc gcaacagaca catccaaaag cacagggctc aagcacctct gactgtatgt 1500 
ctaaaacact tgactcagcc agcgcccact ttgctgcatc tgcagtggtc agtgcacctg 1560 
ttccaagtcg cagtgaggta gccaaggaac agaacactgg ccacaacaac ataaacggtg 1620 
ttgtccagcc ttcaggaacc tctaaaacat tatactccac caatatggct ttatcatcca 1680 
gcccagggat ttcagctgta cagcttgtaa ggacagttgg ccacaccact acaaaccact 1740 
taatcccagc attgtgcaca agcagtcctc agacacttcc catgaacaat tcctgcctga 1800 
caaatgcagt gcacctcaat aatgtcagtg ttgtttctcc agtcaatgtg catatcaata 1860 
cacggacttc agcaccatcg ccaacagcct taaaacttgc cacagttgct gccagtatgg 1920 
acagagtgcc aaaggttact cccagcagtg ccatcagcag catagcaaga gagaaccacg 1980 
aaccagaaag attgggctta aatggaatag cagagacaac agtagctatg gaagtgacat 2040 
aacctaaaac acgtggctct gacctgtgct gatggtgtgc agtcattcat attccagctg 2100 
aatgcaaaag gcaacactct gtggatcaca gagtgtaaca atggacctaa atggactata 2160 
gtatattgga tgttaaatcc atatatgatg tatattttgt aaaattggga aaatcactac 2220 
cttgtaaaat agtttatttg tatcatcaat attatttctg ttacttgaat agtagatatt 2280 
catcatcatg cttttgcact tgaatttgca actgaatgga ttttaaaaaa taattcttta 2340 
atgggatcat gagcatgaaa tgggatcctg catcacttgt tttaactatt tattttgcca 2400 
tgtttacatt ttgtatcttg taaaaataaa tccaactttg tgtct 2445 



<210> 11640 
<211> 676 
<212> PRT 

<213> Homo sapiens 



<400> 11640 



Met 


Glu 1 le 


Lys 


Pro 


Leu 


Gin 


Phe 


Glu 


1 le 


Met 1 le 


Asp Arg Leu Glu 


1 






5 










10 




15 


Lys 


Ala Ser 


Ser 


Asn 


Gin 


Leu 


Val 


Thr 


Leu 


Gin Glu 


Ala Lys Leu Leu 






20 










25 






30 


Leu 


Asn Glu 


Asp 


Asp 


Tyr 


Leu 


1 le 


Lys 


Ala 


Val Tyr 


Asp Tyr Trp Val 




35 










40 








45 


Arg 


Lys Arg 


Lys 


Asn 


Cys 


Arg 


Gly 


Pro 


Ser 


Leu 1 1 e 


Pro Gin Me Lys 




50 








55 








60 




Gin 


Glu Lys 


Arg 


Asp 


Gly 


Ser 


Thr 


Asn 


Asn 


Asp Pro 


Tyr Val Ala Phe 


65 








70 










75 


80 


Arg 


Arg Arg 


Thr 


Glu 


Lys 


Met 


Gin 


Thr 


Arg 


Lys Asn 


Arg Lys Asn Asp 








85 










90 




95 


Glu 


Ala Ser 


Tyr 


Glu 


Lys 


Met 


Leu 


Lys 


Leu 


Arg Arg 


Glu Phe Ser Arg 






100 










105 






110 


Ala 


1 le Thr 


1 le 


Leu 


Glu 


Met 


1 le 


Lys 


Arg 


Arg Glu 


Lys Thr Lys Arg 
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115 120 125 

Glu Leu Leu His Leu Thr Leu Glu Val Val Glu Lys Arg Tyr His Leu 

130 135 140 

Gly Asp Tyr Gly Gly Glu Me Leu Asn Glu Val Lys Me Ser Arg Ser 
145 150 155 160 

Glu Lys Glu Leu Tyr Ala Thr Pro Ala Thr Leu His Asn Gly Asn His 

165 170 175 

His Lys Val Gin Glu Cys Lys Thr Lys His Pro His His Leu Ser Leu 

180 185 190 

Lys Glu Glu Ala Ser Asp Val Val Arg Gin Lys Lys Lys Tyr Pro Lys 

195 200 205 

Lys Pro Lys Ala Glu Ala Leu Me Thr Ser Gin Gin Pro Thr Pro Glu 

210 215 220 

Thr Leu Pro Val Me Asn Lys Ser Asp Me Lys Gin Tyr Asp Phe His 
225 230 235 240 

Ser Ser Asp Glu Asp Glu Phe Pro Gin Val Leu Ser Pro Val Ser Glu 

245 250 255 

Pro Glu Glu Glu Asn Asp Pro Asp Gly Pro Cys Ala Phe Arg Arg Arg 

260 265 270 

Ala Gly Cys Gin Tyr Tyr Ala Pro Arg Leu Asp Gin Ala Asn His Ser 

275 280 285 

Cys Glu Asn Ser Glu Leu Ala Asp Leu Asp Lys Leu Arg Tyr Arg His 

290 295 300 

Cys Leu Thr Thr Leu Thr Val Pro Arg Arg Cys Me Gly Phe Ala Arg 
305 310 315 320 

Arg Arg I I e G I y Arg G I y G I y Arg Va I II e Met Asp Arg Me Ser Thr 

325 330 335 

Glu His Asp Pro Val Leu Lys Gin Me Asp Pro Glu Met Leu Asn Ser 

340 345 350 

Phe Ser Ser Ser Ser Gin Thr Me Asp Phe Ser Ser Asn Phe Ser Arg 

355 360 365 

Thr Asn Ala Ser Ser Lys His Cys Glu Asn Arg Leu Ser Leu Ser Glu 

370 375 380 

I le Leu Ser Asn I le Arg Ser Cys Arg Leu Gin Cys Phe Gin Pro Arg 
385 390 395 400 

Leu Leu Asn Leu Gin Asp Ser Asp Ser Glu Glu Cys Thr Ser Arg Lys 

405 410 415 

Pro Gly Gin Thr Val Asn Asn Lys Arg Val Ser Ala Ala Ser Val Ala 

420 425 430 

Leu Leu Asn Thr Ser Lys Asn Gly I le Ser Val Thr Gly Gly Me Thr 

435 440 445 

Glu Glu Gin Phe Gin Thr His Gin Gin Gin Leu Val Gin Met Gin Arg 

450 455 460 

Gin Gin Leu Ala Gin Leu Gin Gin Lys Gin Gin Ser Gin His Ser Ser 
465 470 475 480 

Gin Gin Thr His Pro Lys Ala Gin Gly Ser Ser Thr Ser Asp Cys Met 

485 490 495 

Ser Lys Thr Leu Asp Ser Ala Ser Ala His Phe Ala Ala Ser Ala Val 
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500 






505 










510 






Val 


Ser 


Ala 


Pro 


Val 


Pro Ser Arg Ser 


Glu 


Val 


Ala 


Lys 


Glu 


Gin 


Asn 






515 








520 








525 








Thr 


Gly 


His 


Asn 


Asn 


1 1 e Asn Gly Va 1 


Val 


Gin 


Pro 


Ser 


Gly 


Thr 


Ser 




530 










535 






540 










Lys 


Thr 


Leu 


Tyr 


Ser 


Thr 


Asn Met Ala 


Leu 


Ser 


Ser 


Ser 


Pro 


Gly 


1 le 


545 










550 






555 










560 


Ser 


Ala 


Val 


Gin 


Leu 
565 


Val 


Arg Thr Val 


Gly 
570 


His 


Thr 


Thr 


Thr 


Asn 
575 


His 


Leu 


1 le 


Pro 


Ala 
580 


Leu 


Cys 


Thr Ser Ser 
585 


Pro 


Gin 


Thr 


Leu 


Pro 
590 


Met 


Asn 


Asn 


Ser 


Cys 
595 


Leu 


Thr 


Asn 


Ala Val His 
600 


Leu 


Asn 


Asn 


Val 
605 


Ser 


Val 


Val 


Ser 


Pro 
610 


Val 


Asn 


Val 


His 


1 le Asn Thr 
615 


Arg 


Thr 


Ser 
620 


Ala 


Pro 


Ser 


Pro 


Thr 


Ala 


Leu 


Lys 


Leu 


Ala 


Thr Val Ala 


Ala 


Ser 


Met 


Asp 


Arg 


Val 


Pro 


625 










630 






635 










640 


Lys 


Val 


Thr 


Pro 


Ser 
645 


Ser 


Ala Me Ser 


Ser 
650 


1 le 


Ala 


Arg 


Glu 


Asn 
655 


His 


Glu 


Pro 


Glu 


Arg 


Leu 


Gly Leu Asn Gly 


1 le 


Ala 


Glu 


Thr 


Thr 


Val 


Ala 








660 






665 










670 






Met 


Glu 


Val 
675 


Thr 























<210> 11641 
<211> 2326 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (7). . (2130) 

<400> 11641 

gtcaagatgg cggctgcggc agtggcggcg gcggcggcgg cggccgcggc tgcatotctt 60 
caggtactgg agatggagag catggagacg gccgccgccg gctcggoagg actggcogcc 120 
gaggtccgag gcagcggcac ggtggacttc gggcctgggc cggggatctc tgcaatggag 180 
gcgagcgggg gcgatccggg cccagaagcc gaggatttcg agtgcagctc tcactgctca 240 
gagctgtcct ggcggcagaa cgagcagcgg cgccagggcc tcttctgoga oattaocctg 300 
tgcttcggcg gggctggagg ocgcgagttc Ggggcccacc gctcggtact ggctgccgcc 360 
accgagtact tcacgcccct gctctcgggc cagttttccg agtcccgctc gggacgggtg 420 
gagatgogca agtggagctc cgagccgggg cccgaacccg acacagtgga agccgtaatc 480 
gagtaoatgt acaccgggog oatocgogtc agcaogggca gcgtgoacga ggtgctggag 540 
ttggocgaca ggttoctact cattcgttta aaagaatttt gtggagaatt tctcaagaaa 600 
aaacttcatc tctcaaattg tgtggcaatt catagcttag cacacatgta caccctgagc 660 
caacttgctc tgaaggotgc tgatatgata cggagaaatt tccacaaagt gattcaggat 720 
gaagaatttt atacgttacc tttccatcto attagagact ggctttoaga tttggaaatt 780 
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acagttgatt ctgaagaggt tctctttgaa accgttttga aatgggttca gagaaatgct 840 
gaagagagag agagatactt tgaagaactt tttaaattgc tcaggttgtc ccagatgaaa 900 
cctacctacc ttactcgaca tgtcaaacca gagaggctgg tagccaataa tgaagtttgt 960 
gtcaagttgg tcgctgacgc agtggagaga catgctctga gagctgagaa tatacaatct 1020 
ggcacatgcc agcaccccac ttctcatgtg tcactattgc ctcgttatgg gcaaaacatg 1080 
gatgtgatca tggttattgg aggtgtgtca gaaggagggg actatttaag tgaatgtgtg 1140 
ggatattttg ttgatgagga cagatgggta aatctgccac atattcataa tcacctcgat 1200 
ggacatgctg ttgcagtaac agaatcctac gtgtatgttg ctggatcaat ggagccaggg 1260 
tttgctaaaa ctgtagaaag gtataaccca aatttgaata catgggaaca tgtttgtagt 1320 
ctgatgacaa gaaagcattc ttttggacta acagaagtca aagggaagct ctatagcatt 1380 
ggaggacatg gcaactttag tcctggtttt aaagatgtga ctgtttataa tcctgagctt 1440 
gataaatggc acaacttgga atcggcacca aagattcttc gagatgtcaa agcactagcc 1500 
attgaagacc ggtttgtata cattgccgcc cgcactcctg tagaccggga cactgaagat 1560 
ggattaaagg ctgtaattac ttgctatgat acagagactc gacagtggca agatgtggaa 1620 
tctttgccgc ttattgacaa ttactgcttt ttccaaatgt ctgtggtcaa ttcaaacttt 1680 
tatcagacag catcatgttg tcccaagagt tattgtttag aaaacgaaga ggcagtaaga 1740 
aaaattgcca gccaagtgtc tgatgagatc cttgaaagct tgcctccaga agtcctaagc 1800 
atcgaaggag cagccatttg ctattacaaa gatgatgtct tcattatagg aggctggaaa 1860 
aacagtgatg atattgataa acagtatcgg aaagaagcct accgatattg tgcggagagg 1920 
aagaggtgga tgcttcttcc tcctatgcca caacctcgtt gtagagccac tgcttgtcac 1980 
gtgaggatcc cataccggta cttgcatggc acacagagat accctatgcc tcaaaacctg 2040 
atgtggcaga aggaccgcat cagacagatg caagagatac atcgtcacgc cctgaacatg 2100 
aggcgagtgc caagctctca gattgaatgc taggttctct caagcgtgcc gattaaaact 2160 
gttacacccg tttcgtgaag ctgaagatac ccaggctgtt atttaaaaaa gtatgtcgat 2220 
aacttatttt ctacatgaac tgattattac cccatataaa ggaaatagag ttaaaaacta 2280 
aagaatggga gactcagttc aatacatggt cattttgtta gcttgc 2326 



<210> 11642 
<211> 708 
<212> PRT 

<213> Homo sapiens 



<400> 11642 



Met 


Ala Ala 


Ala 


Ala 


Val 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala 


Ala Ala Ala 


Ala 


1 






5 










10 






15 




Ser 


Leu Gin 


Val 


Leu 


Glu 


Met 


Glu 


Ser 


Met 


Glu 


Thr 


Ala Ala Ala Gly 






20 










25 








30 




Ser 


Ala Gly 


Leu 


Ala 


Ala 


Glu 


Val 


Arg 


Gly 


Ser Gly 


Thr Val Asp 


Phe 




35 










40 










45 




Gly 


Pro Gly 


Pro 


Gly 


1 le 


Ser 


Ala 


Met 


Glu 


Ala 


Ser 


Gly Gly Asp 


Pro 




50 








55 










60 






Gly 


Pro Glu 


Ala 


Glu 


Asp 


Phe 


Glu 


Cys 


Ser 


Ser 


His 


Cys Ser Glu 


Leu 


65 








70 










75 






80 


Ser 


Trp Arg 


Gin 


Asn 


Glu 


Gin 


Arg 


Arg 


Gin 


Gly 


Leu 


Phe Cys Asp 


1 le 








85 










90 






95 




Thr 


Leu Cys 


Phe 


Gly 


Gly 


Ala 


Gly 


Gly 


Arg 


Glu 


Phe 


Arg. Ala His 


Arg 



100 105 110 



-5144/13211- 



c ^ ^ 

Ser 


Va 1 


Leu 


Ala 


A 1 _ 

Ala 


Ala 


Thr 


Glu Tyr 


Phe 


Thr 


Pro 


Leu 


Leu 


Ser Gly 






lib 










120 










125 








G 1 n 


Phe 


Ser 


G 1 u 


Ser 


A 

Arg 


Ser 


Gly Arg 


Va 1 


Glu 


Met 


Arg 


Lys 


Trp 


Ser 




130 










135 










140 










Ser 


Glu 


Pro 


Gly 


pi 

Pro 


Glu 


Pro 


Asp Thr 


Val 


Glu 


Ala 


Val 


1 le 


Glu 


Tyr 


l4b 










150 










155 










160 


Met 


Tyr 


Thr 


Gly 


Arg 


1 le 


Arg 


Va 1 


Ser 


Thr 


Gly 


Ser 


Val 


His 


Glu 


Val 










165 










1 70 










175 




Leu 


1 

Glu 


Leu 


Ala 


Asp 


Arg 


Phe 


Leu 


Leu 


1 le 


Arg 


Leu 


Lys 


Glu 


Phe Cys 








180 










185 










190 






G ly 


Glu 


Phe 


Leu 


Lys 


Lys 


Lys 


Leu 


His 


Leu 


Ser 


Asn 


Cys 


Val 


Ala 


1 le 






195 










200 










205 








His 


Ser 


Leu 


Ala 


His 


Met 


Tyr 


Thr 


Leu 


Ser 


Gin 


Leu 


Ala 


Leu 


Lys 


Ala 




210 










215 










220 










Ala 


Asp 


Met 


1 le 


Arg 


Arg 


Asn 


Phe 


His 


Lys 


Val 


1 le 


Gin 


Asp 


Glu 


Glu 


225 










230 










235 










240 


Phe 


Tyr 


Thr 


Leu 


Pro 


Phe 


His 


Leu 


1 le 


Arg 


Asp 


Trp 


Leu 


Ser 


Asp 


Leu 










245 










250 










255 




Glu 


1 le 


Thr 


Val 


Asp 


Ser 


Glu 


Glu 


Val 


Leu 


Phe 


Glu 


Thr 


Val 


Leu 


Lys 








260 










265 










270 






Trp 


Val 


Gin 


Arg 


Asn 


Ala 


Glu 


Glu 


Arg 


Glu 


Arg 


Tyr 


Phe 


Glu 


Glu 


Leu 






275 










280 










285 








Phe 


Lys 


Leu 


Leu 


Arg 


Leu 


Ser 


Gin 


Met 


Lys 


Pro 


Thr 


Tyr 


Leu 


Thr 


Arg 




290 










295 










300 










His 


Val 


Lys 


Pro 


Glu 


Arg 


Leu 


Val 


Ala 


Asn 


Asn 


Glu 


Val 


Cys 


Val 


Lys 


305 










310 










315 










320 


Leu 


Val 


Ala 


Asp 


Ala 


Val 


Glu 


Arg His 


Ala 


Leu 


Arg 


Ala 


Glu 


Asn 


1 le 










325 










330 










335 




Gin 


Ser 


Gly 


Thr 


Cys 


Gin 


His 


Pro 


Thr 


Ser 


His 


Val 


Ser 


Leu 


Leu 


Pro 








340 










345 










350 






Arg 


Tyr 


Gly 


Gin 


Asn 


Met 


Asp 


Val 


1 le 


Met 


Val 


1 le 


Gly 


Gly 


Val 


Ser 






355 










360 










365 








Glu 


Gly 


Gly 


Asp 


Tyr 


Leu 


Ser 


Glu 


Cys 


Val 


Gly 


Tyr 


Phe 


Val 


Asp 


Glu 




370 










375 










380 










Asp 


Arg 


Trp 


Val 


Asn 


Leu 


Pro 


His 


1 le 


His 


Asn 


His 


Leu 


Asp 


Gly 


His 


o rt c 

385 










390 










395 










400 


Ala 


Val 


Ala 


Val 


Thr 


Glu 


Ser 


Tyr Val 


Tyr 


Val 


Ala 


Gly 


Ser 


Met 


Glu 










405 










410 










415 




Pro 


Gly 


Phe 


Ala 


Lys 


Thr 


Val 


Glu 


Arg 


Tyr 


Asn 


Pro 


Asn 


Leu 


Asn 


Thr 








420 










425 










430 






Trp 


Glu 


His 


Val 


Cys 


Ser 


Leu 


Met 


Thr 


Arg 


Lys 


His 


Ser 


Phe 


Gly 


Leu 






435 










440 










445 








Thr 


Glu 


Val 


Lys 


Gly 


Lys 


Leu 


Tyr Ser 


1 le 


Gly 


Gly 


His 


Gly 


Asn 


Phe 




450 










455 










460 










Ser 


Pro 


Gly 


Phe 


Lys 


Asp 


Val 


Thr 


Val 


Tyr 


Asn 


Pro 


Glu 


Leu 


Asp 


Lys 


465 










470 










475 










480 


Trp 


His 


Asn 


Leu 


Glu 


Ser 


Ala 


Pro Lys 


1 le 


Leu 


Arg 


Asp 


Val 


Lys 


Ala 










485 










490 










495 
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Leu 


Ala 


1 le 


Glu 


Asp 


Arg 


Phe 


Val Tyr 


1 le 


Ala 


Ala 


Arg 


Thr 


Pro 


Val 








500 








505 










510 






Asp 


Arg 


Asp 


Thr 


Glu 


Asp 


Gly 


Leu Lys 


Ala 


Val 


1 le 


Thr 


Cys 


Tyr 


Asp 






515 










520 








525 








Thr 


Glu 


Thr 


Arg 


Gin 


Trp Gin 


Asp Val 


Glu 


Ser 


Leu 


Pro 


Leu 


1 le 


Asp 




530 










535 








540 










Asn 


Tyr 


Cys 


Phe 


Phe 


Gin 


Met 


Ser Val 


Val 


Asn 


Ser 


Asn 


Phe 


Tyr 


Gin 


545 










550 








555 










560 


Thr 


Ala 


Ser 


Cys 


Cys 


Pro 


Lys 


Ser Tyr 


Cys 


Leu 


Glu 


Asn 


Glu 


Glu 


Ala 










565 








570 










575 




Val 


Arg 


Lys 


1 le 


Ala 


Ser 


Gin 


Val Ser 


Asp 


Glu 


1 le 


Leu 


Glu 


Ser 


Leu 








580 








585 










590 






Pro 


Pro 


Glu 


Val 


Leu 


Ser 


1 le 


Glu Gly 


Ala 


Ala 


1 le 


Cys 


Tyr 


Tyr 


Lys 






595 










600 








605 








Asp 


Asp 


Val 


Phe 


1 le 


1 le Gly 


Gly Trp 


Lys 


Asn 


Ser 


Asp 


Asp 


1 le 


Asp 




610 










615 








620 










Lys 


Gin 


Tyr 


Arg 


Lys 


Glu 


Ala 


Tyr Arg 


Tyr 


Cys Ala 


Glu 


Arg 


Lys 


Arg 


625 










630 








635 










640 


Trp 


Met 


Leu 


Leu 


Pro 


Pro 


Met 


Pro Gin 


Pro 


Arg Cys 


Arg 


Ala 


Thr 


Ala 










645 








650 










655 




Cys 


His 


Val 


Arg 


1 le 


Pro 


Tyr 


Arg Tyr 


Leu 


His 


Gly 


Thr 


Gin 


Arg 


Tyr 








660 








665 










670 






Pro 


Met 


Pro 


Gin 


Asn 


Leu 


Met 


Trp Gin 


Lys 


Asp Arg 


1 le 


Arg 


Gin 


Met 






675 










680 








685 








Gin 


Glu 


1 le 


His 


Arg 


His 


Ala 


Leu Asn 


Met 


Arg Arg 


Val 


Pro 


Ser 


Ser 



690 695 700 



Gin Me Glu Cys 
705 



<210> 11643 
<211> 2232 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (428) . . (2068) 
<400> 11643 

atctaatgag gagcgaggtg cggtgccccg aagcgctcgc ttcccgcggt gogatctagt 60 

cctgcagtag gcggcccggg gccacacogc ggccgoccaa gccagtgcaa ggoocagggg 120 

cctgacatcg ctcccagcgo tcgaggaccg aggcctgctg tggaggacac cgtgctccct 180 

cgggacctgc tctggattcc ggcccggacg tccccttgga gctctgcatc tccaacctgg 240 

aacccaaccc agaagtctca agtttgacgo atcacgtggc gtgcggatcc actgagggtc 300 

cacagagagg ggcgcccatc tcctgcgtct cagttatcct ggtgttggga attctgtgcc 360 

ctaaagaatt ccgactcaga tccgaacggg gatctggtgg aatcgagggt gaaagaccag 420 

agggacaatg ttotactatc ccaacgtgct tcagcgccac acoggotgct ttgocaccat 480 
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ctggctggcg gcgactcgcg gcagccggtt 
ggtgaaaacc tgcgaggaaa tcctcaatta 
cggcctgccg cggccccgct tctccctcta 
ccgcgtctat tctcaacaat gccagtacct 
cctccaccgt gcccagctgc agatccgaat 
gcttcctaac cacctggcca tgatggagac 
gatgatgtct gtggatccca gacttcctag 
cttagaggct gcaatcccag agagagttga 
cagggagcca gagaggattc cggtcactgt 
ggcagagccc atacggatgc tggagattga 
ccgagaactg gacctgctga tcgcagagga 
gctcccacct ccagctcctg cagaggtgga 
gctgaggctg acaggctggg aacctggggc 
gctgcgtctg ccagccccac ccagcccaga 
ccgccgccgt cgtcgccggt tactgttctg 
attccaggaa caactgcaaa ccagagccca 
cgagaggacc atcagaggcc ctgcggagtt 
accccctgaa ctactgggtc tctggaccca 
gcgagagctg cctgaggagg cagccgctga 
tgagattgag gtcccgaggg aggccctgga 
gatctcccta gaggcagctg aagaggagaa 
acggtgggcc tggcctgagg tggaggcgcc 
actccctgag gtgcccatgg agatgccttt 
actggaagca gtgcacaggg cagtggcact 
cagcagcctg gtgtcacctc tcagcccccg 
cctggtgctc tcagcgcaac agattcttca 
cctgatccag ccggggccca gattccactg 
aaaccggcca cttctagtaa accacgtcgt 
gaatgtgcat ttccagcctt cttgctctca 
ttttattaca gt 



ggtgaagcgc gaatacctga gggtgaatgt 540 
cgtgctggta cgagtgcaac ccccgcagcc 600 
tctctcagcc caacttcaga tcggtgtgat 660 
cgcggaggac atccagcaca tcttggagcg 720 
agatatggag actgagctac ccagcctgct 780 
cctagaagat gctccagatc ccttttttgg 840 
tcctttcgat atccctcaga ttcgacacct 900 
agagatccct cctgaagttc ctacagagcc 960 
gctgccacct gaggccatca cgatcctgga 1020 
gggtgaacgg gagctcccag aggtcagccg 1080 
agaagaagct atcttgttag aaatcccgcg 1140 
aggaatagga gaggcactgg gtcctgagga 1200 
cctactcatg gaggtgaccc ccccggagga 1260 
gaggaggccc ccagtccccc cacctcctcg 1320 
ggacaaggag actcagatct ccccggagaa 1380 
ctgctgggaa tgtcctatgg tgcagccgcc 1440 
gttcagaacc ccaactctct ctggctggct 1500 
ttgtgcccag ccacccccaa aagccctcag 1560 
ggaggaaagg agaaagattg aagttccaag 1620 
gcccagtgtt ccccttatgg tgtctttaga 1680 
gtcccgcatc agcctcatcc caccagaaga 1740 
agaagctcct gcattgcccg tggtgcctga 1800 
ggtgctgccc ccagagctcg agctgctctc 1860 
ggagctgcag gctaacaggg agcccgactt 1920 
caggatggct gcccgggtct tctacctgct 1980 
cgtgaaacaa gaaaagccat atggtcgcct 2040 
aggttagagt ccatttacaa agctgccagg 2100 
gcctcactgg gtcctgctta cctcatttct 2160 
gagctattgt tcaagcagaa aacaagctgc 2220 

2232 



<210> 11644 
<211> 547 
<212> PRT 

<213> Homo sapiens 



<400> 11644 










Met Phe Tyr Tyr Pro 


Asn 


Val 


Leu Gin Arg His Thr Gly 


Cys Phe Ala 


1 5 






10 


15 


Thr 1 le Trp Leu Ala 


Ala 


Thr 


Arg Gly Ser Arg Leu Val 


Lys Arg Glu 


20 






25 


30 


Tyr Leu Arg Val Asn 


Val 


Val 


Lys Thr Cys Glu Glu Me 


Leu Asn Tyr 


35 






40 45 




Val Leu Val Arg Val 


Gin 


Pro 


Pro Gin Pro Gly Leu Pro Arg Pro Arg 


50 




55 


60 




Phe Ser Leu Tyr Leu 


Ser 


Ala 


Gin Leu Gin Me Gly Va 1 


1 le Arg Val 


65 


70 




75 


80 
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01 



yj 



Tyr Ser 


Gin Gin Cys Gin Tyr Leu 


Ala 


Glu 


Asp 1 le 


Gin 


His 


1 le 


Leu 






85 








90 








95 




Glu Arg 


Leu His Arg Ala Gin Leu 


G 1 n 


1 le 


Arg 1 1 e 


Asp 


Met 


Glu 


Thr 






100 






105 








110 






Glu 


Leu 


Pro Ser Leu 
115 


Leu Leu 


Pro 
120 


Asn 


Hi s 


1 At 

Leu Ala 


Met 
125 


Met 


Glu 


Thr 


Leu 


Glu 


Asp Ala Pro Asp Pro Phe 


Phe 


Gly 


Met Met 


Ser 


Val 


Asp 


Pro 




130 




135 








140 










Arg Leu 


Pro Ser Pro Phe Asp 


1 le 


Pro 


Gin 


1 1 e Arg 


His 


Leu 


Leu 


Glu 


145 






150 








155 








160 


Ala 


Ala 


Me Pro Glu 
165 


Arg Val 


Glu 


Glu 


1 le 
170 


Pro Pro 


Glu 


Val 


Pro 

175 


Thr 


Glu 


Pro 


Arg Glu Pro Glu Arg 


1 le 


Pro 


Va 1 


Thr Val 


Leu 


Pro 


Pro 


Glu 






180 






185 








190 






Ala 


1 le 


Thr 1 le Leu 
195 


Glu Ala 


Glu 
200 


Pro 


1 le 


Arg Met 


Leu 
205 


Glu 


1 le 


Glu 


Gly Glu 


Arg Glu Leu 


Pro Glu 


Val 


Ser 


Arg 


Arg Glu 


Leu 


Asp 


Leu 


Leu 




210 




215 








220 










1 le 


Ala 


Glu Glu Glu 


Glu Ala 


1 le 


Leu 


Leu 


Glu Me 


Pro 


Arg 


Leu 


Pro 


225 






230 








235 








240 


Pro 


Pro 


Ala Pro Ala 
245 


Glu Val 


Glu 


Gly 


1 le 
250 


Gly Glu 


Ala 


Leu 


Gly 

255 


Pro 


Glu 


Glu 


Leu Arg Leu 


Thr Gly Trp 


Glu 


Pro 


Gly Ala 


Leu 


Leu 


Met 


Glu 






260 






265 








270 






Val 


Thr 


Pro Pro Glu 


Glu Leu Arg 


Leu 


Pro 


Ala Pro 


Pro 


Ser 


Pro 


Glu 






275 




280 








285 








Arg Arg 


Pro Pro Val 


Pro Pro 


Pro 


Pro 


Arg 


Arg Arg 


Arg 


Arg 


Arg Arg 




290 




295 








300 










Leu 


Leu 


Phe Trp Asp 


Lys Glu 


Thr 


Gin 


1 le 


Ser Pro 


Glu 


Lys 


Phe 


Gin 


305 






310 








315 








320 


Glu 


Gin 


Leu Gin Thr Arg Ala His 


Cys 


Trp 


Glu Cys 


Pro 


Met 


Val 


Gin 






325 








330 








335 




Pro 


Pro 


Glu Arg Thr 


1 le Arg Gly 


Pro 


Ala 


Glu Leu 


Phe 


Arg 


Thr 


Pro 






340 






345 








350 






Thr 


Leu 


Ser Gly Trp Leu Pro Pro 


Glu 


Leu 


Leu Gly 


Leu 


Trp 


Thr 


His 






355 




360 








365 








Cys 


Ala 
370 


Gin Pro Pro 


Pro Lys 
375 


Ala 


Leu 


Arg 


Arg Glu 
380 


Leu 


Pro 


Glu 


Glu 


Ala 


Ala 


Ala Glu Glu Glu Arg Arg 


Lys 


1 le 


Glu Val 


Pro 


Ser 


Glu 


1 le 


385 






390 








395 








400 


Glu 


Val 


Pro Arg Glu Ala Leu Glu 


Pro 


Ser 


Val Pro 


Leu 


Met 


Val 


Ser 






405 








410 








415 




Leu 


Glu 


1 1 e Ser Leu 
420 


Glu Ala 


Ala 


Glu 
425 


Glu 


Glu Lys 


Ser 


Arg 
430 


1 le 


Ser 


Leu 


1 le 


Pro Pro Glu Glu Arg Trp 


Ala 


Trp 


Pro Glu 


Val 


Glu 


Ala 


Pro 






435 




440 








445 








Glu 


Ala 
450 


Pro Ala Leu 


Pro Val 
455 


Val 


Pro 


Glu 


Leu Pro 
460 


Glu 


Val 


Pro 


Met 
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Glu Met Pro 


Leu 


Val 


Leu 


Pro 


Pro 


Glu 


Leu 


Glu 


Leu 


Leu Ser Leu 


Glu 


465 






470 










475 






480 


Ala Val His 


Arg 


Ala 


Val 


Ala 


Leu 


Glu 


Leu 


Gin 


Ala 


Asn Arg Glu 


Pro 






485 










490 






495 




Asp Phe Ser 


Ser 


Leu 


Val 


Ser 


Pro 


Leu 


Ser 


Pro Arg 


Arg Met Ala 


Ala 




500 










505 








510 




Arg Val Phe 


Tyr 


Leu 


Leu 


Leu 


Val 


Leu 


Ser 


Ala 


Gin 


Gin Me Leu 


His 


515 










520 










525 




Val Lys Gin 


Glu 


Lys 


Pro Tyr Gly Arg Leu 


Leu 


1 le 


Gin Pro Gly 


Pro 



530 535 540 



Arg Phe His 
545 



<210> 11645 
<211> 1786 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59) . . (472) 

<400> 11645 

gtacgccgat tccatatggg cgccggcgog 
ggctgagctg cagcagctcc gggtgcagga 
aagagagaac atccggaaga tgcagggtct 
ggacagocag gcctccatga agcaggtgca 
ggctcaagcc caggctttgg tcaccagtga 
gtgcaccatg cattgcaatg acaaagccaa 
tcaggtgaag cagcagctgg acagttgtgt 
catcccaact atgaccaaga agatgaagga 
tttgccagtg gccatcaggc tgagggcaag 
tagtctttta agoaaagttt acgaatgaag 
atgtcacttg cctctggaca ctggttattt 
aaaaagtggt gctaaatcga gtcagagata 
ctgtggccag tgcttgtcct ggoagtaagg 
aggtaccaga ctcttcttac tacacaggta 
gtotgaggag agatatttto tctttgttgc 
accatcttcc ataagotgtg aaacaaaatc 
agttttctgg gtctttgttt tcttgatttg 
ttttaagatg tggaactggg aggtagacta 
tggatcccca tttctggtca tcaagatgtg 
gcatctttca gcctggagac tgtgoagaaa 
aagcagaatt aotggctgat ggcccctgag 
tgcagtaaca ctttcccctt gaagagaagg 
aggaatgaac agtaaaagag gagcagttgg 
ctggatttgg gaaaaoctgg ttttattaga 



gagcgccgcg gggcagcgcg gggtcgccat 60 
ggcgatggag tccatggtga agagtctgga 120 
catgttccgg tgcagcgcca gctgttgtga 180 
ccagtgcatc gagcgctgcc atgtgcctct 240 
gctggagaag ttccaggaco gcctggcccg 300 
agattcaata gatgctggga gtaaggagct 360 
gaccaagtgt gtggatgacc acatgcacct 420 
ggctctctta tcaattggaa aataaaagta 480 
aatatatttt ttataaggaa ttgggaattt 540 
aaatgaagga tggccacaag cgtaaggcat 600 
tatgtttcag tccctaaaaa atgaaatgga 660 
ttacaggaga gttttagagc ttattatttc 720 
ctctcccctg taacaagcca gagcoctcca 780 
ctaacaggct ggcaggttag agttggtgga 840 
caacatcctg tttaccaaaa gtgtcacccc 900 
aatgaggtca ctaacttaga agggaaagaa 960 
gggtaattta tacaagggca tacaagttga 1020 
gtttggataa gaactttgaa atgttccttg 1080 
gatgtacatt tcttaaaatt attacatgct 1140 
catgagaggt gatgacacac taattatggg 1200 
gctgtgtgta acaaaatgac aggacaatct 1260 
gggttttgat tgtgatatat actagtatct 1320 
ctacttgatt acaacagagt aaatgaagta 1380 
acatatggaa tgaaagccta cacctagcat 1440 
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tgcctactta gccccctgaa ttaacagagc 
attcaaggga gaaaaagtaa gcaacttggg 
gagagacagc ccccattacc aaataccatt 
tcctgcccca gcatggcacc ttattgtttt 
tattacttga aattataata tagcctgtcc 
cctagtggtt tgactttaaa aataaataag 



ccaattgaga caaacccctg gcaacaggaa 1500 
ctaggatgag ctgactccct tagagcaaag 1560 
tttgcctggg gcttgtgcag ctggcagtgt 1620 
gatagcaact tcgttgaatt ttcaccaact 1680 
gtttgctgtt tccaggctgt gatatatttt 1740 
gtttaatttt ctcccc 1786 



<210> 11646 
<211> 138 
<212> PRT 

<213> Homo sapiens 



<400> 11646 



Met 


Ala 


Glu 


Leu 


Gin 


Gin Leu 


Arg 


1 








5 






Val 


Lys 


Ser 


Leu 


Glu 


Arg Glu 


Asn 








20 








Phe 


Arg Cys 


Ser 


Ala Ser Cys 


Cys 






35 








40 


Gin 


Val 


His 


Gin 


Cys 


1 le Glu 


Arg 




50 








55 




Gin 


Ala 


Leu 


Val 


Thr 


Ser Glu 


Leu 


65 










70 




Arg 


Cys 


Thr 


Met 


His 


Cys Asn 


Asp 










85 






Gly 


Ser 


Lys 


Glu 


Leu 


Gin Val 


Lys 








100 








Lys 


Cys 


Val 


Asp 


Asp 


His Met 


His 






115 








120 


Met 


Lys 


Glu 


Ala 


Leu 


Leu Ser 


1 le 




130 








135 





Val 


Gin 


Glu 


Ala 


Met Glu Ser Met 




10 






15 


1 le 


Arg 


Lys 


Met 


Gin Gly Leu Met 


25 








30 


Glu 


Asp 


Ser 


Gin 


Ala Ser Met Lys 










45 


Cys 


His 


Val 


Pro 


Leu Ala Gin Ala 








60 




Glu 


Lys 


Phe 


Gin 


Asp Arg Leu Ala 






75 




80 


Lys 


Ala 


Lys 


Asp 


Ser 1 1 e Asp A 1 a 




90 






95 


Gin 


Gin 


Leu Asp 


Ser Cys Val Thr 


105 








110 


Leu 


1 le 


Pro 


Thr 


Met Thr Lys Lys 










125 


Gly 


Lys 









<210> 11647 
<211> 1600 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (49). . (1359) 

<400> 11647 

atgctgggcg gcgtcaggtg agcggtggtc 
ctgcggagca ccattctttt caatgcctac 
tacaaatcoa tgcagaaaaa acttcggagt 
atcacatotg agaagttaaa tggagtaaaa 



gctgggcctc aggtaaccat ggagaaagag 60 
aaaaaggaga tatttaccac caacaatggc 120 
aattggaaga ttcagagott aaaagatgaa 180 
ctgtggatta cagctgggcc aagggaaaaa 240 
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tttactgcag ctgagtttga aatcctgaag 
gtgatgctag gagaaggtgg agaatccaga 
gaatatggaa tcatggttaa taatgatgct 
catcctaaag aagctctagt ttccagtgga 
ggaaaggctg tgcctgggat cattgatgag 
acctttgtgt atccttttgg tgccacattg 
tctacaggtt ctgtctgctt cccacttaac 
aaccaaggtg ggaagctggc agtgcttggt 
gacaaagaag aaaacagcaa aatcatggat 
atccacctaa accagattga tgctgaggac 
tacacagcca ccctatcaaa gcggaatcga 
agggacttta ccaccctctt cgacctgtcc 
agcgtcatcg aggctcacga gcagctaaat 
cctcagtttg agacgccgct gccaaccctt 
gagttaccac ctcctcctct ggagctattt 
gcacggctgg ctcagattac caataagtgt 
aagtgtggtg atattcttgg agtaaccagt 
catatccttg agcacgtctt cttccaagtg 
gacatcgata caagtgaaac agcattccag 
ctttttctgc ctcctgattc tctctttgta 
atcaaaattg tttatacact ctttcctcca 
aatactcaga taggtataag atttttcaca 
aaaaattaaa tgtatggttg catctgtctt 



aaatatcttg acactggtgg agatgtcttt 300 
tttgacacca atattaactt tttactagaa 360 
gtggttagaa atgtatatca caaatatttc 420 
gtcttgaaca gggaaattag ccgagctgca 480 
gaaagcagtg gaaacaatgc ccaggctctc 540 
agtgtcatga aaccagcagt ggcggttctg 600 
agacccattt tggctttcta tcactcaaag 660 
tcatgtcaca tgttcagtga tcaatatttg 720 
gttgttttcc agtggctcac gacaggagac 780 
ccagagattt ctgactacat gatgctgccc 840 
gagtgtctcc aggagagtga tgagatccca 900 
atcttccagc tggataccac ctccttccac 960 
gtgaaacatg aaccactcca gctcatccag 1020 
cagcctgcgg tttttcctcc cagtttccgg 1080 
gatttagatg aaacgttctc ctctgagaag 1140 
afctgaagaag acctggaatt ttatgtcagg 1200 
aaactaccaa aggaccaaca ggatgccaaa 1260 
gtggagttca agaaattgaa ccaggaacat 1320 
aacaatttct gaagaccatg cctcttgaag 1380 
aactattttc aaattgtttt tcaactcctt 1440 
tgagctctgg aaggtatatg catcttctgt 1500 
aaatccttat gtaagataca ttccattttt 1560 
tttataccct 1600 



<210> 11648 
<211> 437 
<212> PRT 

<213> Homo sapiens 



<400> 11648 



Met 


Glu 


Lys 


Glu 


Leu 


Arg 


Ser 


Thr 


1 le 


Leu 


Phe Asn 


Ala 


Tyr 


Lys 


Lys 


1 








5 










10 








15 




Glu 


1 le 


Phe 


Thr 


Thr 


Asn 


Asn 


Gly 


Tyr 


Lys 


Ser Met 


Gin 


Lys 


Lys 


Leu 








20 










25 








30 






Arg 


Ser 


Asn 


Trp 


Lys 


1 le 


Gin 


Ser 


Leu 


Lys 


Asp Glu 


1 le 


Thr 


Ser 


Glu 






35 










40 








45 








Lys 


Leu 


Asn 


Gly 


Val 


Lys 


Leu 


Trp 


1 le 


Thr 


Ala Gly 


Pro 


Arg 


Glu 


Lys 




50 










55 








60 










Phe 


Thr 


Ala 


Ala 


Glu 


Phe 


Glu 


1 le 


Leu 


Lys 


Lys Tyr 


Leu 


Asp 


Thr 


Gly 


65 










70 










75 








80 


Gly 


Asp Val 


Phe 


Val 


Met 


Leu 


Gly 


Glu 


Gly 


Gly Glu 


Ser 


Arg 


Phe 


Asp 










85 










90 








95 




Thr 


Asn 


1 le 


Asn 


Phe 


Leu 


Leu 


Glu 


Glu 


Tyr 


Gly 1 le 


Met 


Val 


Asn 


Asn 








100 










105 








110 






Asp 


Ala 


Val 


Val 


Arg 


Asn 


Val 


Tyr 


His 


Lys 


Tyr Phe 


His 


Pro 


Lys 


Glu 






115 










120 








125 








Ala 


Leu 


Val 


Ser 


Ser 


Gly 


Val 


Leu 


Asn 


Arg 


Glu 1 le 


Ser 


Arg 


Ala 


Ala 
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130 135 
Gly Lys Ala Val Pro Gly lie Me Asp Glu Glu 
145 150 155 

Ala Gin Ala Leu Thr Phe Val Tyr Pro Phe Gly 

165 170 
Met Lys Pro Ala Val Ala Val Leu Ser Thr Gly 

180 185 
Leu Asn Arg Pro I le Leu Ala Phe Tyr His Ser 

195 200 
Lys Leu Ala Val Leu Gly Ser Cys His Met Phe 

210 215 
Asp Lys Glu Glu Asn Ser Lys 1 1 e Met Asp Va I 
225 230 235 

Thr Thr G I y Asp Me His Leu Asn Gin lie Asp 

245 250 
1 1 e Ser Asp Tyr Met Met Leu Pro Tyr Thr A I a 

260 265 
Asn Arg G I u Cys Leu Gin Glu Ser Asp Glu Me 

275 280 
Thr Leu Phe Asp Leu Ser I I e Phe G I n Leu Asp 

290 295 
Ser Val Me Glu Ala His Glu Gin Leu Asn Val 
305 310 315 

G I n Leu I I e G I n Pro Gin Phe Glu Thr Pro Leu 

325 330 
Ala Val Phe Pro Pro Ser Phe Arg Glu Leu Pro 

340 345 
Leu Phe Asp Leu Asp Glu Thr Phe Ser Ser Glu 

355 360 
Gin Me Thr Asn Lys Cys Thr Glu Glu Asp Leu 

370 375 
Lys Cys G I y Asp 1 1 e Leu Gly Va I Thr Ser Lys 
385 390 395 

Gin Asp Ala Lys His Me Leu Glu His Val Phe 

405 410 
Phe Lys Lys Leu Asn Gin Glu His Asp 1 1 e Asp 

420 425 
Phe Gin Asn Asn Phe 
435 



140 

Ser Ser Gly 

Ala Thr Leu 

Ser Val Cys 
190 

Lys Asn Gin 

205 
Ser Asp Gin 
220 

Val Phe Gin 

Ala Glu Asp 

Thr Leu Ser 
270 

Pro Arg Asp 

285 
Thr Thr Ser 
300 

Lys His Glu 

Pro Thr Leu 

Pro Pro Pro 
350 

Lys Ala Arg 

365 
Glu Phe Tyr 
380 

Leu Pro Lys 

Phe Gin Val 

Thr Ser Glu 
430 



Asn Asn 
160 
Ser Val 
175 

Phe Pro 

Gly Gly 

Tyr Leu 

Trp Leu 
240 
Pro Glu 
255 

Lys Arg 

Phe Thr 

Phe His 

Pro Leu 
320 
Gin Pro 
335 

Leu Glu 

Leu Ala 

Val Arg 

Asp Gin 
400 
Val Glu 
415 

Thr Ala 



<210> 11649 
<211> 2235 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
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<222> (116).. (1597) 
<400> 11649 

acacgccgcg ctgaggcccg cgggcccgtc atggaggcgc ccaccgtgga gacgcccccc 60 
gacccctcgc ccccttcggc cccggcccct gccctggttc cgttgcgcgc cccggatgtg 120 
gcgcggctgc gcgaggagca ggaaaaggaa gaaggtagat aatgactata atgcccttcg 180 
agaaagactc agcaccttgc ctgataaatt gtcttataat ataatggtac catttggccc 240 
ttttgccttc atgccaggaa aacttgtcca tactaatgaa gtcactgttt tactggggga 300 
caactggttt gcaaagtgct cagcaaagca ggctgtaggt ttagttgagc accggaaaga 360 
acatgtaaga aaaacaatag atgacttaaa aaaagtgatg aaaaattttg aatccagagt 420 
tgaattcaca gaagatttgc agaaaatgag cgatgctgca ggtgatattg ttgacatacg 480 
agaagaaatt aaatgtgact tcgaatttaa agcaaaacac cgaattgctc ataaaccgca 540 
ttccaaacca aaaacttcag atatttttga agcagatatt gcaaatgatg tgaaatccaa 600 
ggatttgcta gctgataaag aactgtgggc tcgacttgaa gaactagaga gacaggaaga 660 
attgctgggt gaacttgata gtaagcctga tactgtgatt gcaaatggag aagatacgac 720 
atcttctgaa gaggaaaagg aagatcgtaa cacaaatgtg aatgcgatgc atcaagtaac 780 
agactctcat actccttgtc ataaggatgt tgcaagttca gaaccattca gtggtcaagt 840 
gaatagtcag ttgaactgtt cagtgaatgg ttccagttct taccacagtg atgatgatga 900 
tgatgatgat gacgacgacg acgacaacat tgacgacgat gatggtgata acgaccatga 960 
ggctttaggg gttggagata attctatacc aacaatatat ttttcacata ctgttgagcc 1020 
taagagggtc cgaataaata ctggaaagaa taccacttta aaattcagtg aaaagaaaga 1080 
agaagccaaa cgtaaacgaa agaacagcac tggcagtggc cactctgccc aggagctgcc 1140 
gaccatcagg acgcctgcag acatttacag agcctttgtt gatgttgtga atggagaata 1200 
tgtccctcgc aaatccatcc tgaagtctcg aagtagagag aatagtgtgt gtagcgacac 1260 
tagtgaaagc agtgctgctg aatttgatga taggcgggga gttttgagga gtatcagctg 1320 
cgaagaagcc acttgcagtg acaccagtga gagcattttg gaagaggaac cacaagaaaa 1380 
tcaaaagaaa cttttgccct tatcagtaac acctgaggct ttttctggaa ctgttataga 1440 
aaaagaattt gtatcacctt ccttaacacc acccccagcc attgctcatc ccgcactacc 1500 
cactattcca gaacgaaagg aagttctgtt ggaagcatct gaagaaactg gaaagagggt 1560 
ttcaaagttt aaagctgcca gattgcaaca gaaagactag gccctgtcta ggaaatggga 1620 
atttacatcc taaaacctag ttgttcattt gtttagagta tctatagcaa aataggttac 1680, 
atgtagtttg aaataaggta tcctgagtta ctttggcaac aagttctttt acccttaccc 1740 
gtggtatttg aaaaaaatca aggtaactgt ctgaatactt taatatcagc ttgttttgtg 1800 
aattctctga atactgtcaa cactcttatc taagtttgcc tttatgatgc agtggcagca 1860 
ttttgaatta cttttcaaag aatactgttc atatgcattg tttttgtgtt tcaaactaaa 1920 
tacaggcagt tttgtgccag ctgtgatatt gtgcatacca tatggaccat tttaaagaaa 1980 
attttaaaat ttcaaataga ttcaacaatt acattacttg ctttcacatt ttaaaggcac 2040 
tttaaaaaaa tctacttctc ttgtaggttt tgcggctagt tggctattca agaaacctcg 2100 
cccctctgaa tgtcatactg taatctttaa ggaagaaagc tacatgaatt aattgtactc 2160 
tatgggaaaa tttctttgga aagatatttt gtaaaacttt tttttccaag taaaaacttt 2220 
atgaaacttg gtctc 2235 



<210> 11650 
<211> 494 
<212> PRT 

<213> Homo sapiens 
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<400> 11650 

Met Trp Arg Gly Cys Ala Arg Ser Arg Lys Arg Lys Lys Val Asp Asn 

15 10 15 

Asp Tyr Asn Ala Leu Arg 61 u Arg Leu Ser Thr Leu Pro Asp Lys Leu 

20 25 30 

Ser Tyr Asn lie Met Val Pro Phe Gly Pro Phe Ala Phe Met Pro Gly 

35 40 45 

Lys Leu Val His Thr Asn Glu Val Thr Val Leu Leu Gly Asp Asn Trp 

50 55 60 

Phe Ala Lys Cys Ser Ala Lys Gin Ala Val Gly Leu Val Glu His Arg 
65 70 75 80 

Lys Glu His Va I Arg Lys Thr I I e Asp Asp Leu Lys Lys Va I Met Lys 

85 90 95 

Asn Phe Glu Ser Arg Val Glu Phe Thr Glu Asp Leu Gin Lys Met Ser 

100 105 110 

Asp Ala Ala Gly Asp Me Val Asp lie Arg Glu Glu Me Lys Cys Asp 

115 120 125 

Phe Glu Phe Lys Ala Lys His Arg I le Ala His Lys Pro His Ser Lys 

130 135 140 

Pro Lys Thr Ser Asp Me Phe Glu Ala Asp Me Ala Asn Asp Val Lys 
145 150 155 160 

Ser Lys Asp Leu Leu Ala Asp Lys Glu Leu Trp Ala Arg Leu Glu Glu 

165 170 175 

Leu Glu Arg Gin Glu Glu Leu Leu Gly Glu Leu Asp Ser Lys Pro Asp 

180 185 190 

Thr Val I le Ala Asn Gly Glu Asp Thr Thr Ser Ser Glu Glu Glu Lys 

1 95 200 205 

Glu Asp Arg Asn Thr Asn Val Asn Ala Met His Gin Val Thr Asp Ser 

210 215 220 

His Thr Pro Cys His Lys Asp Val Ala Ser Ser Glu Pro Phe Ser Gly 
225 230 235 240 

Gin Val Asn Ser Gin Leu Asn Cys Ser Val Asn Gly Ser Ser Ser Tyr 

245 250 255 

His Ser Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp Asp Asn I le 

260 265 270 

Asp Asp Asp Asp Gly Asp Asn Asp His Glu Ala Leu Gly Val Gly Asp 

275 280 285 

Asn Ser Me Pro Thr Me Tyr Phe Ser His Thr Val Glu Pro Lys Arg 

290 295 300 

Val Arg Me Asn Thr Gly Lys Asn Thr Thr Leu Lys Phe Ser Glu Lys 
305 310 315 320 

Lys Glu Glu Ala Lys Arg Lys Arg Lys Asn Ser Thr Gly Ser Gly His 

325 330 335 

Ser Ala Gin Glu Leu Pro Thr I le Arg Thr Pro Ala Asp Me Tyr Arg 

340 345 350 

Ala Phe Val Asp Val Val Asn Gly Glu Tyr Val Pro Arg Lys Ser Me 

355 360 365 

Leu Lys Ser Arg Ser Arg Glu Asn Ser Val Cys Ser Asp Thr Ser Glu 



-5154/13211- 





370 










375 








380 








Ser 


Ser 


Ala 


Ala 


Glu 


Phe 


Asp 


Asp Arg 


Arg 


Gly Val 


Leu 


Arg Ser 


1 le 


o rt c 

385 










390 








395 








400 


Ser 


Cys 


Glu 


Glu 


Ala 
405 


Thr 


Cys 


Ser Asp 


Thr 
410 


Ser 


Glu 


Ser 


1 1 e Leu 
415 


Glu 


Glu 


Glu 


Pro 


Gin 
420 


Glu 


Asn 


Gin 


Lys Lys 
425 


Leu 


Leu 


Pro 


Leu 


Ser Val 
430 


Thr 


Pro 


Glu 


Ala 
435 


Phe 


Ser 


Gly 


Thr 


Val Me 
440 


Glu 


Lys 


Glu 


Phe 
445 


Val Ser 


Pro 


Ser 


Leu 
450 


Thr 


Pro 


Pro 


Pro 


Ala 
455 


1 le Ala 


His 


Pro 


Ala 
460 


Leu 


Pro Thr 


1 le 


Pro 


Glu 


Arg 


Lys 


Glu 


Val 


Leu 


Leu Glu 


Ala 


Ser 


Glu 


Glu 


Thr Gly 


Lys 


465 










470 








475 








480 


Arg 


Val 


Ser 


Lys 


Phe 
485 


Lys 


Ala 


Ala Arg 


Leu 
490 


Gin 


Gin 


Lys 


Asp 





<210> 11651 
<211> 2328 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40). . (1308) 

<400> 11651 

gtgacttcgg gctgtgggct cgctcgcggc 
gaaggcctta ttaacaaaaa gttacccaaa 
gatatagtaa ctttgtgccg atgtgcacag 
gatggaagca actggcaaag aatagatctt 
gtggtggaaa atatctcgaa gcgatgcggt 
tgcattggtg ttggggattc ctccttgaag 
catttgaaco tcaatggatg cacaaaaato 
ttotgttcca agctgaaaca totggatctg 
ttgaagggga tcagtgaggg ctgccgaaac 
cagatcacga aggatggcat cgaggcactg 
ctcctgaggg gctgcacaca gttagaagat 
catgagcttg tgagcctcaa cttgcagtcc 
cagatatgca ggggctgtca ccggctacag 
acagatgcct ctcttacagc cctgggtttg 
gcccgatgct ccoatttgac tgacgcaggt 
ttggagaaga tggatcttga agaatgcatc 
tocattcact gtcctaaact gcaagccctg 
gatgggatcc tgcacctgag caacagtacc 
ttggacaact gcctcctcat cactgatgtg 
ctggagcgcc tcgagctgta ogactgocag 
cgggctcagc tccctcatgt caaagtccac 



tcttcggcca tggttttctc aaacaatgat 60 
gaacttctgt taagaatatt ttccttcttg 120 
atttccaagg cttggaacat ottagccctg 180 
tttaacttto aaacagatgt agagggtcga 240 
ggattcctga agaagctcag cttgcgaggc 300 
acctttgcac agaaotgccg aaacattgaa 360 
actgacagca cgtgttatag octtagcaga 420 
acctcctgtg tgtctattac aaacagctcc 480 
ctggagtacc tgaacctctc ttggtgtgat 540 
gtgcgaggtt gtcgaggcct gaaagocotg 600 
gaagctctga aacaoattoa gaattaotgc 660 
tgctcacgta tcacggatga aggtgtggtg 720 
gctctctgcc tttcgggttg cagcaacctc 780 
aactgtccgc gactgcaaat tttggaggct 840 
tttacacttt tagctcggaa ttgccacgaa 900 
ctgataaccg acagoacact catccagctc 960 
agcctgtccc actgtgaact catcacagat 1020 
tgtggccatg agaggctgcg ggtactggag 1080 
gocctggaac acctagagaa ctgccgaggc 1140 
caggttaccc gtgcaggcat caagcggatg 1200 
gcctactttg ctcccgtcac cccaccgaca 1260 
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gcagtggcag gaagtggaca gcgactgtgc 
cctgggccca aggggtgatg aggcatcctt 
actccaccat cacccaatct gttgattctc 
ttctgtatgg attgcagtta ctctggtgat 
tcaaatcaaa gccttgtgtc agttaacaca 
tgccagaaac ctggatctct taagagattg 
tggcatactc agcattcctc aaaaagacca 
taagctgttg attttctacc tgatacttaa 
ttttgattag caggactttt ccactttgaa 
actgcaaatt aattcataat gcctgatagt 
gttaataggt ttccatgaga caccaaagaa 
cttcaccttt ttgtttctgt caacttgtca 
agctcggagt ctgtgttgcc tgattggaaa 
aacacatttt tactaaagga aaaaagctaa 
gaaccttaaa gagaaagaac taaggcttaa 
tgaatggatg catgtaaaat ggatgtgatt 
atcaggttac accatagcta ctcaaaagtt 
ttggtacctt ttagactcat aaaattgaat 



aggtgctgtg tcattctctg acagcagctg 1320 
tcctctagaa gacctgagtc ttcctgaccg 1380 
cattgggaaa ggcatttaca ggtaaaagac 1440 
agttttcacc tttattctgc tgtgaaacaa 1500 
tgacaagtgg tctcaatgca gctaggacca 1560 
gtacctacct aggtacgaaa gttctaccct 1620 
tcagtgttag cacaaactga gcagaaaaaa 1680 
gccagtggcc tactttaatt cacaattcca 1740 
gataaatagc aactttatca aagtgactgt 1800 
tttatatata gagacttatg tggaaggcat 1860 
aagaggactc tatactgggt ggagcagggt 1920 
tatacacctc cagggaccaa aaacaaaagc 1980 
gtagaagctc tggtgtatgc tacagcacat 2040 
ttatgtccat gcctctcgta aaactggggg 2100 
gttatctgta gtataatcaa ttagaagtaa 2160 
ttttttcaag cttattttga aatcttaaaa 2220 
ttacacactt aaaactcaga tcagtaagtg 2280 
aaaccattgc aatgcttt 2328 



<210> 11652 
<211> 423 
<212> PRT 

<213> Homo sapiens 



<400> 11652 



Met 


Val 


Phe 


Ser 


Asn 


Asn 


Asp 


Glu 


1 








5 








Lys 


Glu 


Leu 


Leu 


Leu 


Arg 


1 le 


Phe 








20 










Cys 


Arg 


Cys 


Ala 


Gin 


1 le 


Ser 


Lys 






35 










40 


Gly 


Ser 


Asn 


Trp 


Gin 


Arg 


1 le 


Asp 




50 










55 




Glu 


Gly 


Arg 


Val 


Val 


Glu 


Asn 


1 le 


65 










70 






Lys 


Lys 


Leu 


Ser 


Leu 


Arg 


Gly 


Cys 










85 








Lys 


Thr 


Phe 


Ala 


Gin 


Asn 


Cys 


Arg 








100 










Gly 


Cys 


Thr 


Lys 


1 le 


Thr 


Asp 


Ser 






115 










120 


Cys 


Ser 


Lys 


Leu 


Lys 


His 


Leu 


Asp 




130 










135 




Asn 


Ser 


Ser 


Leu 


Lys 


Gly 


1 le 


Ser 


145 










150 






Leu 


Asn 


Leu 


Ser 


Trp 


Cys 


Asp 


Gin 



165 



Gly 


Leu 


1 le Asn 


Lys 


Lys Leu 


Pro 




10 






15 




Ser 


Phe 


Leu Asp 


1 le 


Val Thr 


Leu 


25 








30 




Ala 


Trp 


Asn 1 le 


Leu 


Ala Leu 


Asp 








45 






Leu 


Phe 


Asn Phe 


Gin 


Thr Asp Val 






60 








Ser 


Lys 


Arg Cys 


Gly 


Gly Phe Leu 






75 






80 


1 le 


Gly 


Val Gly 


Asp 


Ser Ser 


Leu 




90 






95 




Asn 


1 le 


Glu His 


Leu 


Asn Leu 


Asn 


105 








110 




Thr 


Cys 


Tyr Ser 


Leu 


Ser Arg 


Phe 








125 






Leu 


Thr 


Ser Cys 


Val 


Ser 1 1 e 


Thr 






140 








Glu 


Gly 


Cys Arg 


Asn 


Leu Glu 


Tyr 






155 






160 


1 le 


Thr 


Lys Asp 


Gly 


1 le Glu 


Ala 




170 






175 
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Leu 


Val 


Arg 


Gly 


Cys 


Arg 


Gly 


Leu Lys 


Ala 


Leu 


Leu 


Leu 


Arg 


Gly 


Cys 








180 








■A f\ f~ 

185 










190 






Thr 


Gin 


Leu 


Glu 


Asp 


Glu 


Ala 


Leu Lys 


His 


1 le 


Gin 


Asn 


Tyr 


Cys 


His 






195 










200 








205 








G lu 


Leu 


Va 1 


Ser 


Leu 


Asn 


Leu 


Gin Ser 


Cys 


Ser Arg 


1 le 


Thr 


Asp 


Glu 




210 










215 








220 










/^ 1 

Gly 


Va 1 


Val 


Gin 


1 le 


Cys 


Arg 


Gly Cys 


His 


Arg Leu 


Gin 


Ala 


Leu 


Cys 


/-k i— 
225 










230 








235 










240 


Leu 


Ser 


Gly 


Cys 


Ser 


Asn 


Leu 


Thr Asp 


Ala 


Ser 


Leu 


Thr 


Ala 


Leu 


Gly 










245 








250 










255 




Leu 


Asn 


Cys 


Pro 


Arg 


Leu 


Gin 


1 le Leu 


Glu 


Ala 


Ala 


Arg 


Cys 


Ser 


His 








260 








265 










270 






Leu 


Thr 


Asp 


Ala 


Gly 


Phe 


Thr 


Leu Leu 


Ala 


Arg Asn 


Cys 


His 


Glu 


Leu 






275 










280 








285 








Glu 


Lys 


Met 


Asp 


Leu 


Glu 


Glu 


Cys 1 1 e 


Leu 


1 le 


Thr 


Asp 


Ser 


Thr 


Leu 




290 










295 








300 










1 le 


Gin 


Leu 


Ser 


1 le 


His 


Cys 


Pro Lys 


Leu 


Gin 


Ala 


Leu 


Ser 


Leu 


Ser 


305 










310 








315 










320 


His 


Cys 


Glu 


Leu 


1 le 


Thr 


Asp 


Asp Gly 


1 le 


Leu 


His 


Leu 


Ser 


Asn 


Ser 










325 








330 










335 




Thr 


Cys 


Gly 


His 


Glu 


Arg 


Leu 


Arg Val 


Leu 


Glu 


Leu 


Asp 


Asn 


Cys 


Leu 








340 








345 










350 






Leu 


1 le 


Thr 


Asp 


Val 


Ala 


Leu 


Glu His 


Leu 


Glu 


Asn 


Cys 


Arg 


Gly 


Leu 






355 










360 








365 








Glu 


Arg 


Leu 


Glu 


Leu 


Tyr 


Asp 


Cys Gin 


Gin 


Val 


Thr 


Arg 


Ala 


Gly 


1 le 




370 










375 








380 










Lys 


Arg 


Met 


Arg 


Ala 


Gin 


Leu 


Pro His 


Val 


Lys 


Val 


His 


Ala 


Tyr 


Phe 


385 










390 








395 










400 


Ala 


Pro 


Val 


Thr 


Pro 


Pro 


Thr 


Ala Val 


Ala 


Gly 


Ser 


Gly 


Gin 


Arg 


Leu 










405 








410 










415 




Cys 


Arg 


Cys 


Cys 


Val 


1 le 


Leu 



















420 



<210> 11653 
<211> 2742 
<212> DNA 

<213> Homo sapiens 
<400> 11653 

aagaagatgc ctggagcagg cagcatcctc aaatggaagg taattgccct caaatcactt 60 
aactaggatg acctactttg ctttcctgta tagccaggtc tgttatcaga cccttatctt 120 
gggaggcato gtgccagago otggggcaag aaagggctgc tatccaggaa tgcaggtgaa 180 
attatagcta ttagcootgt ottagagtgt gaggaaaatg tgccccccta cccctggcta 240 
agtttgggtt cccatgtcat aaactgcctc cototctgat agctctgcat aaacatccca 300 
ggaactcaaa gtaacatttg atttcccaaa gagaacattt gcatttgtaa ctgtcagaaa 360 
taggagagat catcaaagct aaatgaattg ggctataaac agtttgaaat atgtctttaa 420 
attttaaaaa acatattttt tgtttgtttt ggggagagag gatcatttag actcaacaac 480 
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aaaacagaaa actgtgagtg ccattttgag acaagaccta cctggtcctt ccccctcata 540 
ctttctgcta ccccgtgacc tccctctctc cttccagtca cagattatcc gcttggtttt 600 
ggagttttaa atgtgtggtc ctgagaggga gaggagagca agagaatctc aagatagatt 660 
tggaagatta gggtaagaca gtgagggtac tagaagtgct ttcccaagtg agtccccaga 720 
ggggagggaa aatatccatg gagaaggggc agtgtggttg gtcctggcta aagggcctga 780 
acagcagagg ctattgcagc cctgcatagc acagggcaat ggaataactt cataggcccc 840 
caaactgcat ggaagcagat agggtcttag aagcacgggg ttgctttcct ggacctggtg 900 
tggcttggaa gccacaaaat gtttcctgtg cacctacaag agtgtaagaa aaccactgga 960 
taggaaagga ccttgcagac tggaatgagt catcatgcag accaaagtct acctcagtag 1020 
atggcagtgt ggatggatag ggacagatgt ccggatactg tctgtcgtgt gcactcccac 1080 
cccagccttt tggtattcct ggtacaaaga tataactctt aggaaaaaca gaaaccctaa 1140 
ataggctgag attaagtttc tttcacctgg aagaatgaag actatggtag attttgagtt 1200 
ataaaactca aatttttgca tttcttgaac acctaagtct atggactgat attagcacca 1260 
gctgcagaaa taagcacagt tctcaccact tttcaatttg aatgcagaag gagccttgtc 1320 
tggccatagc tctgccctct acagtggaaa acataacttt agtggaattt agagatcttt 1380 
gagtaaagac agaagaatag caaagtctgt tatttaccac ctcacttttt ttgtacaaat 1440 
atttgaaagc attttcgcat tatacaatac aatttgtttc tattttgagg caaacacatc 1500 
tgttagagga attattgcat ttcttccccc tagaaagctg tctccttaat ctttccacaa 1560 
agtcttgaga atgttagctt ctttttctac attgttggaa atcacagcgt ggtgttcctc 1620 
ctgacggcac tcccaccttc atcattctgt gcttacagtt tcaccacatt ccattgttct 1680 
aatgaggtga ctgagtggaa gctgaggtta gaagataaaa cttagaacag gagcagccct 1740 
tggctccttt cccttggagg gtgcttcaaa agaggtgaag ttttcaaaga tagaacttca 1800 
gggagagggt tttgtgttcc ggcttcgaag tggcagttct ttcctgagtt gtcacctgga 1860 
ctatcttacc atatttcctg gttgaatgat tcctctaaat cttatcttag cctggccaaa 1920 
tatccctggt ccctttgata tctaagtttt ctggccaaga agcaaattcc tgtagttcca 1980 
aatcagtagc tcaagttcct gggtcagact acccgcaggc cctcaagttg ctgtctggtt 2040 
gtcgtctaaa aagttgatgt cacaggccag ttgataaggc cttacacaag ttatgtgaca 2100 
attcttaacc taagtttcct cagctataaa gtggggatta tagcaatatc ccacaatacc 2160 
tctgacaatg aaataatgtg tatatattgc ttggcaccgg atatggtttg gatctgtatc 2220 
cccatccaaa tctcatgttg aaatgtaatc tgttatgttg gaggtgggac ctggtgggag 2280 
gtgattgaat catgggggtg gtttctaatg gtttatcact gtctccctag agctgttctc 2340 
atgatagagt tctcgtgaga tctggttgtc taaaagtgtg tggcacctcc ccaccccact 2400 
tttcctcctg ctccagcaat gttcaatgtg cctgcttcct gttcaccttc tgccatgatt 2460 
gtaagtttcc tgaggcctcc cctgccatgc ctcctgtaca gcctgtggaa ctatgagcca 2520 
attaaacctc ttttctttat aaattgccca gcctcaggta ttctttatag cagtacaaga 2580 
actaatacag cacctaatag gcattcaaca aatagtaatt ccctgctcct tctgcctaag 2640 
cagacatgca tgggtttgtg tatctaaact gtaggacttt acaaagacta aaatggaatt 2700 
ttttgaggca tttcactata atcaataaaa taaagtattt gt 2742 



<210> 11654 
<211> 1186 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (109). . (810) 
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<400> 11654 

actgagtttg agggtgcagt catagctctg 
gtccgagctt tacgggaggc tttttatcgg 
gctacagttt ttgtgtttgc tgttgttata 
attaagtcgg cccgttaccg aggacagtac 
tccaacatcc ccatcatcct ccagtcggcc 
atgctgtctg ttcgatttag tggcaacttt 
gtcagtgggg gaggacccgc acgttcttac 
cctcctgagt ccatgggcgc catctttgag 
ttcatgttgg ggtcatgtgc attcttctct 
gccaaagatg tagctaaaca gctgaaagaa 
acctctatgg ttcatgagct taataggtac 
tgcattggcg ccctgtcagt gctggctgac 
attctgctag cagtcactat tatttaccag 
gaagttggtg ggatgggtgc tttgtttttc 
tgaaagggaa aacactttga cggatcgttt 
ctcccctcac agtttcttgt ttcgagtgct 
ctaagtctgt gtgcagcatt agtacccgct 
aaaaaaagta catctagtgt tgcctgtaat 
ttaaatcatg acagtgagac ggtgagatgg 
tcatattgcc cccacttgtt gaaaaataaa 



ttccatttgt tggccaccag gacggacaaa 60 
cagaacttac ccaatctcat gaacctcatt 120 
tatttccaag gatttcgcgt tgatctgccc 180 
agcagctacc ccatcaaact cttctacacc 240 
ctggtgtcca acctgtatgt tatttcccag 300 
ttagtaaatt tactaggaca gtgggccgat 360 
ccagttggag gcctttgtta- ctatctttct 420 
gatcctgtcc atgtcgttgt ttatatcatc 480 
aagacatgga ttgaagtgtc tggttcctca 540 
cagcagatgg taatgagggg ccaccgagat 600 
atccccaccg cagctgcgtt tggcggtttg 660 
ttcctggggg ccattggatc tggcactgga 720 
tattttgaaa tatttgttaa agaacaggcc 780 
taaatgttca aatatttcat tttgtgcgtg 840 
ttgtcagatg acactggtgg ctcccctttt 900 
gactgacccg tttctgaaat gggcaccgag 960 
gccttaaaac tcaagtttac attattcatt 1020 
gctggaaacc agtgtatcta ccttgctgtg 1080 
attcgttttg cacacaacat tcaaaacact 1140 
tgtagttcaa attgcc 1186 



<210> 11655 
<211> 234 
<212> PRT 

<213> Homo sapiens 



<400> 11655 



Met 


Asn Leu 


1 le 


Ala 


Thr 


Val 


Phe 


Val 


Phe 


Ala Val 


Va 1 1 1 e Tyr Phe 


1 






5 










10 




15 


Gin 


Gly Phe 


Arg 


Val 


Asp 


Leu 


Pro 


1 le 


Lys 


Ser Ala 


Arg Tyr Arg Gly 






20 










25 






30 


Gin 


Tyr Ser 


Ser 


Tyr 


Pro 


1 le 


Lys 


Leu 


Phe 


Tyr Thr 


Ser Asn 1 le Pro 




35 










40 








45 


1 le 


1 le Leu 


Gin 


Ser 


Ala 


Leu 


Val 


Ser 


Asn 


Leu Tyr 


Va 1 1 1 e Ser G 1 n 




50 








55 








60 




Met 


Leu Ser 


Val 


Arg 


Phe 


Ser 


Gly 


Asn 


Phe 


Leu Val 


Asn Leu Leu Gly 


65 








70 










75 


80 


Gin 


Trp Ala 


Asp 


Val 


Ser 


Gly 


Gly 


Gly 


Pro 


Ala Arg 


Ser Tyr Pro Val 








85 










90 




95 


Gly 


Gly Leu 


Cys 


Tyr 


Tyr 


Leu 


Ser 


Pro 


Pro 


Glu Ser 


Met Gly Ala 1 le 






100 










105 






110 


Phe 


Glu Asp 


Pro 


Val 


His 


Val 


Val 


Val 


Tyr 


Me 1 le 


Phe Met Leu Gly 




115 










120 








125 


Ser 


Cys Ala 


Phe 


Phe 


Ser 


Lys 


Thr 


Trp 


1 le 


Glu Val 


Ser Gly Ser Ser 




130 








135 








140 
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Al. 1.-—. 

Ala Lys Asp 


Va 1 


Ala 


Lys 


Gin 


Leu 


145 






150 






Gly His Arg 


Asp 


Thr 


Ser 


Met 


Val 






165 








Thr Ala Ala 


Ala 


Phe 


Gly 


Gly 


Leu 




180 










Ala Asp Phe 


Leu 


Gly 


Ala 


1 le 


Gly 


195 










200 


Va 1 Thr Me 


1 le 


Tyr 


Gin 


Tyr 


Phe 


210 








215 




Glu Val Gly 


Gly 


Met 


Gly 


Ala 


Leu 


225 






230 







Lys Glu Gin Gin Met Val Met Arg 
155 160 
His Glu Leu Asn Arg Tyr Me Pro 

170 175 
Cys Me Gly Ala Leu Ser Val Leu 
185 190 
Ser Gly Thr Gly Me Leu Leu Ala 
205 

Glu I le Phe Val Lys Glu Gin Ala 
220 

Phe Phe 



<210> 11656 

<211> 2251 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (186). . (1595) 
<400> 11656 

gacgtcacgg tcactgacag cgtgagcccg 
gggtaagggt ctgagtggat ctcctgccag 
ggcoaggagt ttgcagocag ggcgocgggt 
gcagcatgtc tagactggga gccctgggtg 
gtaccgccgc cggccttgga ttcctgtgcc 
agcgtcatgg ccgcagccag agcctgccca 
coggacgcoa ogtgatgctc ctgcgggctg 
tgcccagcct tccacgggaa ggacaggaga 
ccagcGttgt ggcgctgcgg cgggaggtgg 
cgggggagat tgttggggag gtocgatgcc 
ggcgaaggtt tccgtttgtc ogggagagga 
tcacggcctc ctcgggagcc acgttcacag 
ccaatgcgga gtctgacaat gagcgggact 
aagtgagctg tgagactgtg aagatgggga 
cagcttcagg tgcctccagt gccctggagg 
tgcccctcct gcagcaggcc gacgagctgc 
gcttccagct gctgctcaac aacaagctgg 
goctggcccg agcctacagt gacatgtgtg 
catatgccct agatggaaaa gaagaagcag 
ctgactgtca cctgtggtat gcggtgcttt 
agaggogcat coagagtggc tttagcttca 
agccagaaaa ccccatggct cactttcttc 
tgagctggct agaaaaaaaa actgctacag 
tggaagatgc cctccagagc ttcctaaagg 



cggcggctgc tgccatggtg gctggcggcc 60 
gccagagcgc cttcgggggc cgcggcggaa 120 
ttgtggtctg cagtgtcgtg aggctgaggt 180 
gtgcccgtgc cgggctggga ctgttgctgg 240 
tcctttacag ccagcgatgg aaacggaccc 300 
aotccctgga ctatacgcag acttcagato 360 
tcccaggtgg ggctggagat gcctcagtgc 420 
aggtgctgga ccgcctggac tttgtgctga 480 
aggagctgag aagcagcctg cgagggcttg 540 
acatggaaga gaaccagaga gtggctcggc 600 
gtgactccac tggctccagc tctgtctact 660 
atgctgagag tgaagggggt tacacaacag 720 
ctgacaaaga aagtgaggac ggggaagatg 780 
gaaaggattc tottgacttg gaggaagagg 840 
ctggaggttc ctcaggcttg gaggatgtgc 900 
acaggggtga tgagcaaggc aagcgggagg 960 
tgtatggaag ccggcaggac tttctctggo 1020 
agctcactga ggaggtgagc gagaagaagt 1080 
aggctgctct ggagaagggg gatgagagtg 1140 
gtggtoagct ggctgagcat gagagcatcc 1200 
aggagoatgt ggacaaagcc attgctctcc 1260 
ttggcaggtg gtgotatcag gtctctcacc 1320 
ccttgcttga aagccctctc agtgccactg 1380 
ctgaagaact acagccagga ttttccaaag 1440 
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caggaagggt atatatttcc aagtgctaca 
ggtggatgaa gttggccctg gagctgccag 
aggacctgga agaactggaa gtcattttac 
acttgatgcc actatttaag gtgggggggc 
gatcaggaaa ccacacaaat ctgtctcctg 
ttagttaatt tattctaacc tctaacctaa 
gtttctgttg ttctctccct tgagtaatct 
aggattacac atgggtagag cctgcaagac 
tgaacttcaa agctatagga acaaagcaca 
taataggact cagtacatat agtcttaaga 
gatcagagtg gcccacagac attgctttct 
tccagggctg gaccacttga taacttccag 
ggtatggggt ttatgatgct ataaaacaat 
tacaaacttg aaataaacca aatttgatgt 



gagaactagg gaaaaactct gaagctagat 1500 
atgtcacgaa ggaggatttg gctatccaga 1560 
gagactaacc acgtttcact ggccttcatg 1620 
ggggaggctt ttttccttag accttgctga 1680 
ggtctgactg ctacccacta ccactcccca 1740 
tctagaattg gggcagtact catggcttcc 1800 
cttaaaaaaa tcaagattca cacctgcccc 1860 
ctgagacctt ccaattgctg gtgaggtgga 1920 
taacttgtca ctttaatctt tttcactgac 1980 
tcatacctta cctaccaagg taaaaagagg 2040 
tatcacctat catgtgaatt ctacctgtat 2100 
tgtcctggca gcttttggaa tgacagcagt 2160 
gtctgaaaag ttgcctagaa tatattttgt 2220 
t 2251 



<210> 11657 
<211> 470 
<212> PRT 

<213> Homo sapiens 
<400> 11657 



Met 


Ser Arg 


Leu 


Gly 


Ala 


Leu 


Gly 


Gly Ala Arg Ala Gly Leu Gly Leu 


1 






5 








10 15 


Leu 


Leu Gly 


Thr 


Ala 


Ala 


Gly 


Leu 


Gly Phe Leu Cys Leu Leu Tyr Ser 






20 










25 30 


Gin 


Arg Trp 


Lys 


Arg 


Thr 


Gin 


Arg 


His Gly Arg Ser Gin Ser Leu Pro 




35 










40 


45 


Asn 


Ser Leu 


Asp 


Tyr 


Thr 


Gin 


Thr 


Ser Asp Pro Gly Arg His Val Met 




50 








55 




60 


Leu 


Leu Arg 


Ala 


Val 


Pro 


Gly 


Gly 


Ala Gly Asp Ala Ser Val Leu Pro 


65 








70 






75 80 


Ser 


Leu Pro 


Arg 


Glu 


Gly 


Gin 


Glu 


Lys Val Leu Asp Arg Leu Asp Phe 








85 








90 95 


Val 


Leu Thr 


Ser 


Leu 


Val 


Ala 


Leu 


Arg Arg Glu Val Glu Glu Leu Arg 






100 










105 110 


Ser 


Ser Leu 


Arg 


Gly 


Leu 


Ala 


Gly 


Glu Me Val Gly Glu Val Arg Cys 




115 










120 


125 


His 


Met Glu 


Glu 


Asn 


Gin 


Arg 


Val 


Ala Arg Arg Arg Arg Phe Pro Phe 




130 








135 




140 


Val 


Arg Glu 


Arg 


Ser 


Asp 


Ser 


Thr 


Gly Ser Ser Ser Val Tyr Phe Thr 


145 








150 






155 160 


Ala 


Ser Ser 


Gly 


Ala 


Thr 


Phe 


Thr 


Asp Ala Glu Ser Glu Gly Gly Tyr 








165 








170 175 


Thr 


Thr Ala 


Asn 


Ala 


Glu 


Ser 


Asp 


Asn Glu Arg Asp Ser Asp Lys Glu 






180 










1 85 1 90 


Ser 


Glu Asp 


Gly 


Glu 


Asp 


Glu 


Val 


Ser Cys Glu Thr Val Lys Met Gly 




195 










200 


205 
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Arg 


Lys 


Asp 


Ser 




210 






Ser 


Ala 


Leu 


Glu 


n f— 

225 








Leu 


Leu 


Gin 


Gin 


Arg 


Glu 


Gly 


Phe 








260 


Arg 


Gin 


Asp 


Phe 






275 




G 1 u 


Leu 


Thr 


Glu 




290 






Lys 


Glu 


Glu 


Ala 


305 








Cys 


His 


Leu 


Trp 


Ser 


1 le 


Gin 


Arg 








340 


Asp 


Lys 


Ala 


1 le 






355 




Leu 


Gly 


Arg 


Trp 




370 






Lys 


Thr 


Ala 


Thr 


385 








Asp 


Ala 


Leu 


Gin 


Ser 


Lys 


Ala 


Gly 








420 


Lys 


Asn 


Ser 


Glu 






435 




Asp 


Val 


Thr 


Lys 




450 






Glu 


Val 


1 le 


Leu 



465 



Leu 


Asp 


Leu 


A\ 1 
Glu 






215 




Ala 


Gly 


Gly 


Ser 




230 






Ala 


Asp 


Glu 


Leu 


245 








Gin 


Leu 


Leu 


Leu 


Leu 


Trp 


Arg 


Leu 








280 


Glu 


Val 


Ser 


Glu 






295 




Glu 


Ala 


Ala 


Leu 




310 






Tyr 


Ala 


Val 


Leu 


325 








Arg 


1 le 


Gin 


Ser 


Ala 


Leu 


Gin 


Pro 








360 


Cys 


Tyr 


Gin 


Val 






375 




Ala 


Leu 


Leu 


Glu 




390 






Ser 


Phe 


Leu 


Lys 


405 








Arg 


Va 1 


Tyr 


1 le 


Ala 


Arg 


Trp 


Trp 








440 


Glu 


Asp 


Leu 


Ala 






455 




Arg 


Asp 







470 



Glu 


Glu 


Ala Ala 






220 


Ser 


Gly 


Leu Glu 






n o r~ 

235 


His 


Arg 


Gly Asp 




250 




Asn 


Asn 


Lys Leu 


265 






Ala 


Arg 


Ala Tyr 


Lys 


Lys 


Ser Tyr 






300 


Glu 


Lys 


Gly Asp 






315 


Cys 


Gly 


Gin Leu 




330 




Gly 


Phe 


Ser Phe 


345 






Glu 


Asn 


Pro Met 


Ser 


His 


Leu Ser 






380 


Ser 


Pro 


Leu Ser 






395 


Ala 


Glu 


Glu Leu 




410 




Ser 


Lys 


Cys Tyr 


425 






Met 


Lys 


Leu Ala 


1 le 


Gin 


Lys Asp 






460 



Ser 


Gly 


Ala 


Ser 


Asp 


Val 


Leu 


Pro 








240 


Glu 


Gin 


Gly 


Lys 






255 




Va 1 


Tyr 


Gly 


Ser 




270 






Ser 


Asp 


Met 


Cys 


285 








Ala 


Leu 


Asp 


Gly 


Glu 


Ser 


Ala 


Asp 








320 


Ala 


Glu 


His 


Glu 






335 




Lys 


Glu 


His 


Val 




350 






Ala 


His 


Phe 


Leu 


365 








Trp 


Leu 


Glu 


Lys 


Ala 


Thr 


Val 


Glu 








400 


Gin 


Pro 


Gly 


Phe 






415 




Arg 


Glu 


Leu 


Gly 




430 






Leu 


Glu 


Leu 


Pro 


445 








Leu 


Glu 


Glu 


Leu 



<210> 11658 
<211> 1025 
<212> DNA 

<213> Homo sapiens 
<400> 11658 

ggctcgtccc ttcccccacG cccagccgcc 
ctgcggagoo atggtccacg ccgcccgccc 
acgtctotcc cttaccagoc ttogottcct 
ctggccttct accgagacaa cagagaaacg 
atggctccga ccgcggcgct agggggcggg 
cctagaagac attaaaocga taccacagaa 



gccgocgccc gogcttcgoa acaaagccgg 60 
gogaccccgc cgccccgcat ggtagccgga 120 
ggtgcccagc tcttaggaoc gtgtgtgact 180 
cacagcaact cgcatggagg aatcggcgaa 240 
gccagcgagc ggtgttgaaa gcagcagggg 300 
atacaaagga toattagaga ctattatgaa 360 
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caactatatg ccaacaaatt ggaaaccaaa 
acttaccaaa attggaccaa gaagaaatag 
agattaaatc agtaatatag agtctcccat 
ctgctgaatt ctactgaaca gttaaagaag 
gagggcagca ttaccctgat accaaaacta 
ccagtatccc tgatgaacat agatgcaaga 
tgcctgtaat cccagcactt tgggaggcca 
tgagaccagc ctggccaaca tggcaaaacc 
gggcaaggtg gcgtgtgcct gtaatcctag 
ttgaacctgg agggaggagg ggcagaagtt 
cagcctgggt gacagagtga gactccatct 
ctagc 



tggaaatgga taaattcctg aacagataca 420 
aaaacctgaa aagaccaact atgagtaatg 480 
caaagaaaag tccaggccct gatggcttca 540 
aactcatacc agttctcaaa ctcatcctgt 600 
gatatggaca caagaaaaaa aatctatagg 660 
atcctcaaca agaccaggtg tggtggttca 720 
aggcaggtgg atcacctgag gtcaggaatt 780 
ctgtctgtac taaaaataca aaaattagcc 840 
ctacttggga ggctgaggca ggagaattgc 900 
gcagcgagct cagatcgtcc cactgcactc 960 
caaaataagt aaataaataa agagactcaa 1020 

1025 



<210> 11659 
<211> 1718 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (27). . (1286) 

<400> 11659 

gtgacgcagc ccgggtctca gggaacatgg 
tgcgaccgtt gctgcaggtg gtccaggctt 
cgctgcggcg gagcccagtg aaagtggtgt 
gcgctcctgg gaagcagccc cgcaaggcac 
agaaacaacc gctcgaggag tccgcatccc 
ttcgctacga taaagcttat cccggggaca 
agtccaggcc atttcgggaa aaacaaggga 
cagacgctot caaggctgga gctgtgocaa 
taaaggagtt gccagtcgat aagctgaaag 
atatcaagga ttggtccgac ctcgtaacgc 
ctgaccatgt taagatgaca tatccaaaga 
tgatttgtga caatctccgt gaccctggga 
gggcaggctg cagcaaagtg ttactcacca 
tgctccgggc gggtatgggc gcacatttcc 
aaacogtgcc caattacotg ccccctgaca 
tttatgccca ggctgagatg tctaataaag 
gagtgatgaa gtttcacaag tatgaggaag 
attggctgcc tcatgttgag gttcagagtt 
ctgtggtgat tggcggggag acctacggog 
gcactggtgg caagaggctg ctgatcccog 
ccatggcggc aagcatcctg cttttcgaag 
acttgagcag ggacaggagt taccactgag 
ctgcagctcc tcctacacca gcacactggt 
cccaogttca ggaggaaggt gtgatgcogt 



cggcgctggt gagacccgcg aggtttgtcg 60 
gggaccttga cgogaggcgc tgggtccggg 120 
ttccttccgg agaggtggtg gaacagaagc 180 
catctgaggc cagtgcccag gagcaacgag 240 
gcgctcccag cacctgggaa gagtctgggc 300 
ggaggctgag cagtgtaatg acaatagtaa 360 
agatcotgct ggaaggtcgo aggctcattt 420 
aaatgttctt ctttagccgt ctagaatacc 480 
gtgtcagcct cattaaggtg aaatttgagg 540 
cacaaggaat aatggggatt tttgccaagc 600 
ctcagcttca gcattcactg cctttattat 660 
acctggggac aattctgaga tctgcagctg 720 
aaggotgtgt ggatgcctgg gagoccaaag 780 
ggatgccoat tatcaataat ctggaatggg 840 
ctcgggtcta tgtggctgac aactgtggcc 900 
ctagtgacca tggctgggtg tgtgatcaac 960 
aggaagatgt agaaacogga gccagtoaag 1020 
acgactcgga ctggacagag gcgccggcag 1080 
tgagcctgga gtccctgcag ctggccgaga 1140 
ttgtgcctgg tgtggacagc ctcaactcgg 1200 
ggaaaagaca gctgcggggg agggcggagg 1260 
gacgcagaag tgacttctgc ttgaggacgt 1320 
gggaggctgg cggagtcagt gactatggcc 1380 
catacagtta caggaaaaat aagaacttcc 1440 



-5163/13211- 



tcagaaagaa caggtccgaa ttcttcctgt 
cttggtgaca ataggtgacc cacgtggctc 
gcactttgtg cccagaaagt tcctgaagca 
agctggtggg tgtttgtaat cgccaagcac 
gctgatcact ggttggtgga aaataaacta 



cgcgtcactg attttgaggt tcttttttct 1500 

tgtgtgtttt taaaaattgt ccaccaagaa 1560 

tcatcctggc agggaggcgc ctgctccacc 1620 

cagctatagg tcacagccac atcactcaca 1680 

tgagcagc 1718 



<210> 11660 
<211> 420 
<212> PRT 

<213> Homo sapiens 



<400> 11660 



G 


Met 


Ala Ala Leu Val 


Arg 


Pro 


Ala 


Arg 


Phe 


Val Val 


Arg Pro Leu Leu 




1 


5 










10 




15 




Gin 


Val Val Gin Ala 


Trp 


Asp 


Leu 


Asp 


Ala 


Arg Arg Trp Val Arg Ala 


m 




20 








25 






30 




Leu 


Arg Arg Ser Pro 


Val 


Lys 


Val 


Val 


Phe 


Pro Ser 


Gly Glu Val Val 






35 






40 








45 


Iffs 
•«? - 


Glu 


Gin Lys Arg Ala 


Pro 


Gly 


Lys 


Gin 


Pro 


Arg Lys 


Ala Pro Ser Glu 






50 




55 








60 




s 


Ala 


Ser Ala Gin Glu 


Gin 


Arg 


Glu 


Lys 


Gin 


Pro Leu 


Glu Glu Ser Ala 


'fcawf 


65 




70 










75 


80 




Ser 


Arg Ala Pro Ser 


Thr 


Trp 


Glu 


Glu 


Ser 


Gly Leu Arg Tyr Asp Lys 


ill 

.SUP. 




85 










90 




95 




Ala 


Tyr Pro Gly Asp 


Arg 


Arg 


Leu 


Ser 


Ser 


Val Met 


Thr 1 le Val Lys 






100 








105 






110 




Ser 


Arg Pro Phe Arg 


Glu 


Lys 


Gin 


Gly 


Lys 


1 le Leu 


Leu Glu Gly Arg 






115 






120 








125 




Arg 


Leu 1 le Ser Asp 


Ala 


Leu 


Lys 


Ala 


Gly 


Ala Val 


Pro Lys Met Phe 






130 




135 








140 






Phe 


Phe Ser Arg Leu 


Glu 


Tyr 


Leu 


Lys 


Glu 


Leu Pro 


Val Asp Lys Leu 




145 




150 










155 


160 




Lys 


Gly Val Ser Leu 


1 le 


Lys 


Val 


Lys 


Phe 


Glu Asp 


1 1 e Lys Asp Trp 






165 










170 




175 




Ser 


Asp Leu Val Thr 


Pro 


Gin 


Gly 


1 le 


Met 


Gly 1 le 


Phe Ala Lys Pro 






180 








185 






190 




Asp 


His Val Lys Met 


Thr 


Tyr 


Pro 


Lys 


Thr 


Gin Leu 


Gin His Ser Leu 






195 






200 








205 




Pro 


Leu Leu Leu 1 1 e 


Cys 


Asp 


Asn 


Leu 


Arg 


Asp Pro Gly Asn Leu Gly 






210 




215 








220 






Thr 


1 le Leu Arg Ser 


Ala 


Ala 


Gly 


Ala 


Gly 


Cys Ser 


Lys Val Leu Leu 




225 




230 










235 


240 




Thr 


Lys Gly Cys Val 


Asp 


Ala 


Trp 


Glu 


Pro 


Lys Val 


Leu Arg Ala Gly 






245 










250 




255 




Met 


Gly Ala His Phe 


Arg 


Met 


Pro 


1 le 


1 le 


Asn Asn 


Leu Glu Trp Glu 






260 








265 






270 




Thr 


Val Pro Asn Tyr 


Leu 


Pro 


Pro 


Asp 


Thr 


Arg Val 


Tyr Val Ala Asp 
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275 280 285 



A A M 


Cys 


G 1 y 


Leu 


Tyr 


Ala 


G 1 n 


Ala Glu 


Met 


Ser 


Asn 


Lys 


Ala 


Ser 


Asp 




290 










295 








300 










Hi s 


Gly 


Trp 


Va 1 


Cys 


Asp 


Gin 


Arg Val 


Met 


Lys 


Phe 


His 


Lys 


Tyr 


Glu 


305 










310 








315 










320 


u 1 U 


/2 1 ■ ■ 
U 1 U 


u 1 u 


Asp 


va 1 


u 1 U 


1 hr 


u 1 y Ala 


Cam- 


Gin Asp 


Trp 


Leu 


Pro 


H 1 s 










325 








330 










335 




Val 


Glu 


Val 


Gin 


Ser 


Tyr 


Asp 


Ser Asp 


Trp 


Thr 


Glu 


Ala 


Pro 


Ala 


Ala 








340 








345 










350 






Val 


Val 


t le 


Gly 


Gly 


Glu 


Thr 


Tyr Gly 


Val 


Ser 


Leu 


Glu 


Ser 


Leu 


Gin 






355 










360 








365 








Leu 


Ala 


Glu 


Ser 


Thr 


Gly 


Gly 


Lys Arg 


Leu 


Leu 


1 le 


Pro 


Val 


Val 


Pro 




370 










375 








380 










Gly 


Val 


Asp 


Ser 


Leu 


Asn 


Ser 


Ala Met 


Ala 


Ala 


Ser 


1 le 


Leu 


Leu 


Phe 


385 










390 








395 










400 


Glu 


Gly 


Lys 


Arg 


Gin 


Leu 


Arg 


Gly Arg 


Ala 


Glu 


Asp 


Leu 


Ser 


Arg 


Asp 



405 410 415 



Arg Ser Tyr His 
420 



<210> 11661 
<211> 922 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93) . , (629) 

<400> 11661 

ggccatctct gggoggcggc ggogggcggt 
gagacgctgg occtccttac agcctagaaa 
ttgotttaag tgacggagtc cacaagatcg 
gagtagtata tgtagatgga aaggaagaga 
gcaaagaaac attctatgtt ggagotgcaa 
tcagtggttt tgcttatgaa tatactctgg 
tggaggaoag atcaaaaacc accaatactt 
gaattgtttt ggaaaaagat gctatggacg 
cgggtgagtt tgtagatgat gggactgaaa 
acataaaggc tgtcagtagt gggaagcgga 
ataatagaga aatoccagag attgcaagtt 
aggacttttt aattactgtg gtaattaaat 
gtctgcaatg ttttaatttt ttaaaaagtt 
aaaaaccaat tatgtatagt oataaaaatt 
tttaaagaca aatggcaaat aagatatgga 
otttactata ataaatactt tt 



gtctgcgcgg tcggtgagao ccgcgcgggt 60 
aaatgacaga tctcgtagct gtttgggatg 120 
aatttgaaca tgggactaca tcaggcaaac 180 
taagaaaaga gtggatgtto aaattagtgg 240 
agaoaaaago gaccataaat atagacgcta 300 
aaattaatgg gaaaagtctc aagaagtata 360 
gggtattaca catggatggt gagaacttta 420 
tatggtgcaa tggtaaaaaa ttggagacag 480 
ctoacttcag tatcgggaac catgactgtt 540 
aagaagggat tattcatact ctcattgtgg 600 
aatgaatttt catcttaaga agtaaagatc 660 
gtgttcagta tgtacttatc agtacattta 720 
acatgaaact aacattccaa gggtcaggaa 780 
acaatttatg atgcaaataa tgtaaaatgt 840 
ccaaagtcac taatgtttta caacagtaac 900 

922 
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<210> 11662 

<211> 179 

<212> PRT 

<213> Homo sapiens 

<400> 11662 





Met 


Thr Asp 


Leu 


Val 


Ala Val 


Trp Asp Val 


Ala Leu 


Ser 


Asp 


Gly 


Val 




1 






5 




10 








15 






His 


Lys 1 le 


Glu 
20 


Phe 


Glu His 


Gly Thr Thr 
25 


Ser Gly 


Lys 


Arg 
30 


Val 


Val 




Tyr 


Val Asp 

35 


Gly 


Lys 


Glu Glu 


1 le Arg Lys 
40 


Glu Trp 


Met 
45 


Phe 


Lys 


Leu 




Val 


Gly Lys 


Glu 


Thr 


Phe Tyr 


Val Gly Ala 


Ala Lys 


Thr 


Lys 


Ala 


Thr 




50 






55 




60 












1 le 


Asn 1 1 e 


Asp 


Ala 


1 le Ser 


Gly Phe Ala 


Tyr Glu 


Tyr 


Thr 


Leu 


Glu 


iH ' 

sU 


65 








70 




75 








80 


r.£ I 


1 le 


Asn Gly 


Lys 


Ser 


Leu Lys 


Lys Tyr Met 


Glu Asp 


Arg 


Ser 


Lys 


Thr 










85 




90 








95 






Thir 


Asn Thr 


Trp 


Val 


Leu His 


Met Asp Gly 


Glu Asn 


Phe 


Arg 


1 le 


Val 


'-£1 






100 






105 






110 








Leu 


Glu Lys 


Asp 


Ala Met Asp 


Val Trp Cys 


Asn Gly 


Lys 


Lys 


Leu 


Glu 






115 








120 




125 








\1 


Thr 


Ala Gly 
130 


Glu 


Phe 


Val Asp 
135 


Asp Gly Thr 


Glu Thr 
140 


His 


Phe 


Ser 


1 le 




Gly 


Asn His 


Asp 


Cys 


Tyr 1 le 


Lys Ala Val 


Ser Ser 


Gly 


Lys 


Arg 


Lys 


o 


145 








150 




155 








160 




Glu 


Gly 1 le 


1 le 


His 


Thr Leu 


Me Va 1 Asp 


Asn Arg 


Glu 


1 le 


Pro 


Glu 



165 170 175 

Me Ala Ser 



<210> 11663 
<211> 2478 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (158). . (1384) 
<400> 11663 

tttgtgttcc ctcaaatggc ggtgtgaaga 
ctgaagaaac ttcttagagg ttcattgcac 
tgtcgacctt cttataagat acattttgga 
agaagagtta tacaagaagg tacttcttgg 
catcttttat ctcaacccag cagtttcaga 



gagttcgcct gagccagatc ccaggtttca 60 
ttctgagatt taatgtttac aacttggagt 120 
agtcaaaatg aaagttttct gtgaagtttt 180 
agccacactt gaaaatgaca gccatgatta 240 
tcaagattgt tctacagcca cctccttaga 300 
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atgggcaaac acctgtggta tccagggcag 
cattgctgta gcacctgtgt gtttgaagac 
aatgctcctt cagttaacag tgatcaaagt 
cgagttccat gcaaaggagc agtacagaga 
agtcgattct aaattaatct gcatgttcca 
tgcacagtgc cttgcattgc ttctatattt 
ttcctggatt gctttttgcc agaaaaatct 
atactgcctc tggactctta cagcaataat 
gaaaacagaa attctaaagc agttcctgac 
caattcctta ttctctcagc attttgaaaa 
cctgatgtgt ttcctggatt tgcttgagct 
acatttcact tgccagagga ttttattttt 
ctggcctatt caggcttttg ttaaaaggaa 
ctgtaaagtg ggtgaagacc tctgtcgtgg 
toatgtagcg gtggacatgc tggctttagc 
gttgttgaag acactgtctg tttatgaaaa 
acctgaatgt gaacttatca ctagtccaga 
tataatgaaa tccttagaaa tcaagtttca 
tgcgtgacca tggcccactg cagccctgac 
ccaacctggg aggtcctggc ctgggagatc 
acctgcactc cagtcctggt gcaacagatg 
gaggagaaga cagagagatt aaagaaaaat 
attattgttt gttgttattt ctttgttatt 
agggtcttgc tctgtctccc aggctcactg 
tctcgcctct gcttccccac cccatttgta 
aatgtagatt attgaaaatt agatattgaa 
caaagaaatt gttacatata taatttccag 
ttttacttga gaaaaatgaa tagtaaatgt 
aaagtttgaa ttgtgagcaa tgacatoact 
taactacaca ttagttataa ttctgtgcag 
tatataatto agttttaaat tgtagttcaa 
ttaataatag tacttctatg ctttaaacaa 
gacaaaatta tttttgcttg gttgcattct 
gatcttagtt gtctgctcat ttatttatct 
ttctaagaga cagttgttag gcagttgttg 
tgtatgctct ggaatgagtc actttttttc 
aaagatgctt cctaactg 



gcatcagccc atctctgttg gtgtggctcc 360 
caactctcag atgagcggtt ccagagaagt 420 
gatgacaacc cggatattgt ctgtcaaaac 480 
tgtaattaaa attctcttag aatcagccaa 540 
aaattcagat aaattgttat ctcacatggc 600 
ccaattgaga gaaaagataa ccttaagtaa 660 
ttctgaatac tctgagagta ataaagcaat 720 
aaaagaaatc tttaaagatt catgttcaca 780 
tcatttcgac accatttttg aagtgtttta 840 
ctgccgggat acttctaaaa tagtaaacat 900 
tctcatcgcc tccagaatcc acctgaagtt 960 
gaaaccatct tgcatgctag aagttattac 1020 
ggtcatcata ttcctcaaaa agtgccttct 1080 
atctgtgcct gccttaatgc cgccagacca 1140 
taatgctgtt ttgcaagctg tgaattcggg 1200 
acattccttt tttggaggtg atgaagttca 1260 
tcatgtgatc cttagagcag caagcttagt 1320 
aaattattct tcagcaagtg aaatgaaagg 1380 
cccccttcgg cocatgctat tcctcctgtc 1440 
aaggctacag tgagccgcga cccatcgcac 1500 
gagatccttt cagggagaga gagagagaga 1560 
atgttcactc ccacttatgt gtttattgtt 1620 
gttgtgttta ctgtttattt attttgaggc 1680 
cagcctcaac gttttgagct gaagtgatcc 1740 
ttaatccttc atacaattag tgtttctact 1800 
ttaaagctaa tatatgagaa gttatattga 1860 
aatagtaact caggagttca aagtcttcca 1920 
ctctaaacag gcagcataca gattcagtga 1980 
gaattgottt ggatataatt tagcttttaa 2040 
ttttaattta taacactaga tggcacctgt 2100 
actacctaaa acgttttttt atttttgtgc 2160 
acaaaaaata tgtttttctg ttattttgaa 2220 
tggacagaca gctctggcat ocgatgaagt 2280 
gcttttagca agaaatcaca taaottttat 2340 
caaatagatg atgtagctgt acattttaaa 2400 
cctgagcctc agtgtcctca tttgccaaat 2460 

2478 



<210> 11664 
<211> 409 
<212> PRT 

<213> Homo sapiens 
<400> 11664 

Met Lys Val Phe Cys Glu Val Leu Glu Glu Leu Tyr Lys Lys Val Leu 

15 10 15 

Leu Gly Ala Thr Leu Glu Asn Asp Ser His Asp Tyr I le Phe Tyr Leu 
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20 










25 










30 




Asn 


Pro 


Ala 


Val 


Ser 


Asp 


Gin 


Asp 


Cys 


Ser 


Thr 


Ala 


Thr 


Ser 


Leu Glu 






35 










40 










45 






Trp 


Ala 


Asn 


Thr 


Cys 


Gly 


1 le 


Gin 


Gly 


Arg 


His 


Gin 


Pro 


1 le 


Ser Val 




50 










55 










60 








Gly 


Val 


Ala 


Pro 


1 le 


Ala 


Val 


Ala 


Pro 


Val 


Cys 


Leu 


Lys 


Thr 


Asn Ser 


65 










70 










75 








80 


Gin 


Met 


Ser 


Gly 


Ser 


Arg 


Glu 


Val 


Met 


Leu 


Leu 


Gin 


Leu 


Thr 


Va 1 Me 










85 










90 










95 


Lys 


Val 


Met 


Thr 


Thr 


Arg 


1 le 


Leu 


Ser 


Val 


Lys 


Thr 


Glu 


Phe 


His Ala 








100 










105 










110 




Lys 


Glu 


Gin 


Tyr 


Arg 


Asp 


Val 


1 le 


Lys 


1 le 


Leu 


Leu 


Glu 


Ser 


Ala Lys 






115 










120 










125 






Val 


Asp 


Ser 


Lys 


Leu 


1 le 


Cys 


Met 


Phe 


Gin 


Asn 


Ser 


Asp 


Lys 


Leu Leu 




130 










135 










140 








Ser 


His 


Met 


Ala 


Ala 


Gin 


Cys 


Leu 


Ala 


Leu 


Leu 


Leu 


Tyr Phe 


Gin Leu 


145 










150 










155 








160 


Arg 


Glu 


Lys 


1 le 


Thr 


Leu 


Ser 


Asn 


Ser 


Trp 


1 le 


Ala 


Phe Cys 


Gin Lys 










165 










170 










175 


Asn 


Leu 


Ser 


Glu 


Tyr 


Ser 


Glu 


Ser 


Asn 


Lys 


Ala 


1 le 


Tyr Cys 


Leu Trp 








180 










185 










190 




Thr 


Leu 


Thr 


Ala 


1 le 


1 le 


Lys 


Glu 


1 le 


Phe 


Lys 


Asp 


Ser Cys 


Ser Gin 






195 










200 










205 






Lys 


Thr 


Glu 


1 le 


Leu 


Lys 


Gin 


Phe 


Leu 


Thr 


His 


Phe 


Asp Thr 


Me Phe 




210 










215 










220 








Glu 


Val 


Phe 


Tyr 


Asn 


Ser 


Leu 


Phe 


Ser 


Gin 


His 


Phe 


Glu 


Asn 


Cys Arg 


225 










230 










235 








240 


Asp 


Thr 


Ser 


Lys 


1 le 


Val 


Asn 


1 le 


Leu 


Met 


Cys 


Phe 


Leu Asp 


Leu Leu 










245 










250 










255 


Glu 


Leu 


Leu 


1 le 


Ala 


Ser 


Arg 


1 le 


His 


Leu 


Lys 


Leu 


His 


Phe 


Thr Cys 








260 










265 










270 




Gin 


Arg 


i le 


Leu 


Phe 


Leu 


Lys 


Pro 


Ser 


Cys 


Met 


Leu 


Glu 


Val 


Me Thr 






275 










280 










285 






Trp 


Pro 


1 le 


Gin 


Ala 


Phe 


Val 


Lys 


Arg 


Lys 


Val 


1 le 


1 le 


Phe 


Leu Lys 




290 










295 










300 








Lys 


Cys 


Leu 


Leu 


Cys 


Lys 


Val 


Gly 


Glu 


Asp 


Leu 


Cys 


Arg Gly 


Ser Val 


305 










310 










315 








320 


Pro 


Ala 


Leu 


Met 


Pro 


Pro 


Asp 


His 


His 


Val 


Ala 


Val 


Asp Met 


Leu Ala 










325 










330 










335 


Leu 


Ala 


Asn 


Ala 


Val 


Leu 


Gin 


Ala 


Val 


Asn 


Ser Gly 


Leu 


Leu 


Lys Thr 








340 










345 










350 




Leu 


Ser 


Val 


Tyr 


Glu 


Lys 


His 


Ser 


Phe 


Phe 


Gly Gly 


Asp Glu 


Val Gin 






355 










360 










365 






Pro 


Glu 


Cys 


Glu 


Leu 


1 le 


Thr 


Ser 


Pro 


Asp 


His 


Val 


1 le 


Leu 


Arg Ala 




370 










375 










380 








Ala 


Ser 


Leu 


Val 


1 le 


Met 


Lys 


Ser 


Leu 


Glu 


1 le 


Lys 


Phe 


Gin 


Asn Tyr 


385 










390 










395 








400 


Ser 


Ser 


Ala 


Ser 


Glu 


Met 


Lys 


Gly 


Ala 
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405 



<210> 11665 
<211> 1920 
<212> DNA 

<213> Homo sapiens 
<400> 11665 

gtattcctac tgtgctctct gaggatgtgg atgctgttga tctgcggacc acactttgag 60 
aaatacacag gtgacagctg tggtggaaag aactcccato caggaatcaa aacatgtctt 120 
cacattttgg ccatggaaot tgggggtctt gctttgttgc tcaggatgga gtacagtggt 180 
gcaatcttgt ctcactgcag catcgacctc tggggcttaa gccatccttg cacttcagcc 240 
tcccaagtag ctggtaotac aggggatgca acaacaaggc gccatcttgg aagtagacac 300 
caggccctca ccagacacca aacctgctgg tgcctcgatc ttcaatttcc agcctccaga 360 
gtgtcatggt ttctggaaga aaagactcaa gatgttctca gtagctgotg ttttoagaca 420 
tcatgaaagt cttctcctac cctctataaa aacaaacaat aaaactctao aaaggaaaag 480 
cccacaaaaa catgctgact ttagaagaat ccatgattta gaatattttt ataaatatct 540 
aagaaaacag gagtcctttc catatatatg gtccttggag atactttcca tatatatggt 600 
ccttggagaa tccagttttt atgagaaagg tgatttccaa aatctcttac actttacaat 660 
ttcaattttg gcctgagcat atctctcgat tgatctacct acctacatac tgatctatct 720 
tggatagagc actggacaaa aggtaggcac tgtttacaat ccactgacaa gaaaacacat 780 
gaagaagcaa acccoaoagc gctctgaaac ctggaagaga tgggttctac atgggtctga 840 
tgggattact gtactaacca gcctccgaat atcccgctcc gactcccact tgatcttcga 900 
gatggcttct tggtgggact gatgctcact ccgaaggtcc ccagccttga ttttatctgc 960 
ttggatcata ttgctcagag cctcgtccac ctgcttcttg gocgttttca ggtccgcaat 1020 
ttcctgtaag agcttaaggo gctctgtgtc aaacagtttc cgggcctcct cccgggcctc 1080 
aatggtgagc gctgtcctta ctttgtcact gctgccgtcg cggagagcac agagagcaga 1140 
cttgagcotc tggatctctc catcacgtac cttcaccgtc cttgacattt cctgctcgtg 1200 
ctgcttgata aggttctccc tcacagcctg cagctccttc atcttctcct catggagctt 1260 
ggctttgagt tctgtcacca gcaccgtgtg cttgcgctgc tccagctcac gaatcctctt 1320 
cgcttcttga gtcttctctc tttcaagctt tgatacctaa aaacagagag gogaaatgat 1380 
gaagagaaat gagcctcaaa ggacgggtgt gctcctaggc aggatttgca gctcaggccg 1440 
ctgtgatctc ttaattcctc atctcttttc caattccagg ccctctgaga aaaaagaact 1500 
acaggccttg aagctgggaa tacagtgtgt aagaggagga aatacctgag gatatttata 1560 
ttactttgtt oagatgaata tttgatgttc tggggcctta ctatgcaatg tgtggtctgc 1620 
agacaagcag cctcggtatc acccaggaag catgttagaa gcacagaatc cctggcttag 1680 
ccccagatct atgactoaga atttgcatot taacaaatcc ccatgtgatt ggtatacgcc 1740 
ttaaaattag aaagtatcgc tatcatggtt tttcccttta cggggaggac tgcaaaacag 1800 
atcgcctgga gagcttttta gactacacaa ccctagctag atcoaaactg ataaatgtgt 1860 
gtcttagaat agctcacagt ttgatattgt gataaggota ataaattagt gcctcaagtg 1920 



<210> 11666 
<211> 1142 
<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (151). . (501) 

<400> 11666 

agcttctttg tctctggctg ccgctggaac 
tctgctccta gaggcccagc ctctggtcct 
aagacgccgg gacaccctgg aagcctagaa 
gtcaaggggg caagtggata ccctggggct 
gaaaaggggc cgttgacatt tagggatgtg 
tgcctggaca ctgctcagca agatttgtat 
ctggtgttct tgggtattga tgtctctaag 
aaagatccct ggaatatgaa gagacacagt 
ctgttgttcc ccaggccgga gtgaaatggc 
agcagttctc ctacctcagc ctcccgagta 
cagctaagtt tgtattttta gtagagacag 
atctcctgac ctcaggtgat tcacccacct 
tgagctaccg cgcccagcca acacatcact 
ctgtgacttt taaaattgtg cttacatatg 
ttgtttgttc agcttcttca tttttacatc 
attttttacc tccataattt ctgtttttcc 
agttttctga ttttctgtag ttctctgtgt 
ttttgttttt aaaattaatg tatacatttt 
ttgttggtac tgcattgccc tgttttgtat 
tt 



tccgggtctc gtcttcactg ctctgtgtcc 60 
gtgacctgca ggtattggga atccacagct 120 
atggacaacc tgaggtatgg agtgtatcct 180 
gagaggaatc ttctggagta ctcttatttt 240 
gtcatagaat tctctcagga ggagtggcaa 300 
aggaaagtga tgttagagaa cttcagaaac 360 
ccagatctga tcacctgtct ggagcaagga 420 
atggtagcca cacccccaga tggagtttca 480 
gcgatttcac ctcgctgtgt cccaggttca 540 
gctgggatta cgggcatatg ccaccacacc 600 
ggtttctcca tgttggtcag gctagtctcg 660 
cagcttccca aagtgccggg attacaagct 720 
tttatcttgc agctcccgag attctctttt 780 
tgtttgatat aaatatcttt gtattctagt 840 
actttttaaa agatttctgt tattttttat 900 
aatattttaa atatttctgt tcttatttcc 960 
tcatatttta ctcattgagt attcaatttg 1020 
ttatttcttt ctgaaaaatt tataataatt 1080 
atattctaat cttttattaa aatttgcaca 1140 

1142 



<210> 11667 
<211> 117 
<212> PRT 

<213> Homo sapiens 



<400> 11667 



Met 


Asp Asn 


Leu 


Arg 


Tyr 


Gly 


Val 


Tyr 


Pro 


Val Lys 


Gly 


Ala 


Ser 


Gly 


1 






5 










10 








15 




Tyr 


Pro Gly 


Ala 


Glu 


Arg 


Asn 


Leu 


Leu 


Glu 


Tyr Ser 


Tyr 


Phe 


Glu 


Lys 






20 










25 








30 






Gly 


Pro Leu 


Thr 


Phe 


Arg 


Asp 


Val 


Val 


1 le 


Glu Phe 


Ser 


Gin 


Glu 


Glu 




35 










40 








45 








Trp 


Gin Cys 


Leu 


Asp 


Thr 


Ala 


Gin 


Gin 


Asp 


Leu Tyr 


Arg 


Lys 


Val 


Met 




50 








55 








60 










Leu 


Glu Asn 


Phe 


Arg 


Asn 


Leu 


Val 


Phe 


Leu 


Gly 1 le 


Asp 


Val 


Ser 


Lys 


65 








70 










75 








80 


Pro 


Asp Leu 


1 le 


Thr 


Cys 


Leu 


Glu 


Gin 


Gly 


Lys Asp 


Pro 


Trp Asn 


Met 








85 










90 








95 




Lys 


Arg His 


Ser 


Met 


Val 


Ala 


Thr 


Pro 


Pro 


Asp Gly 


Val 


Ser 


Leu 


Leu 






100 










105 








110 






Phe 


Pro Arg 


Pro 


Glu 
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115 



<210> 11668 
<211> 1398 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (86) . . (526) 

<400> 11668 

gtgcagcttg gtggcggctg agocggcagc gggccgcctc aggcagcccc ggccgggccg 60 
cccgggtccc cggcagcggg gtaggatggc gctaaagcgg atccagaagg aattaaccga 120 
cttgcagagg gatcctcctg cccagtgttc tgcaggacct gtcggtgatg aottgttcca 180 
ctggcaggcc aocatcatgg gcccgaatga cagtccttac caaggaggtg ttttottcct 240 
gaccatccac tttcctacag attacccgtt caagccccca aaggttgctt toacaaccaa 300 
aatttatcac cctaatatca acagcaatgg cagcatctgc cttgatatcc tgcggtctca 360 
gtggtctcca gcgttgactg tgtcaaaagt tctcttgtcc atctgctcgc tgctctgoga 420 
ccccaacccc gatgaccccc tggtgccaga gatagcacac acctacaagg ocgacagaga 480 
gaagtacaac agactagcaa gagagtggac acaaaaatat gctatgtaag tgccttggag 540 
gttttacatg agacactgtc caagagaagc tggcagagag gtcttccctt aaaactttgg 600 
gctgttggct gagccattca aagagcatca tctgttcttc aaacaaatgt tggtcaccca 660 
ctctctccag ctgcagcatg ttggtgccat tttcagcaat tacggctttg acagtgocac 720 
ctctttgatg ccaaatcagc aaccattgtt gttatgatct gcagtcttcc tggtgacact 780 
ggaatctctc tctctgccgc ctcagtttgt ctgctggtct cttggggggc caggccotgc 840 
acgtctctcc tacccggcot caaatggtgc ttctgcccat gatggtacca caccagggco 900 
tcagcctggc ccctcaccac ataccctttg ccttttagaa ctcagtgcca tcctgggtgc 960 
ccagggcaga gcaggctttg ttcgcacctc atctgctgca gaaccacatc ctgaggagtc 1020 
tcagcttatc ctggagggaa ttgggaaoag tgtcactggg aagtgaaggc otagccctgt 1080 
ggcttccacc agtctoctcc tgoagtgcca cgtggtggca tttctcgcct cacaccaaga 1140 
agcagcaagt ggaaaatttc aggatacaaa gcacataaca ccccataaga gatgattatg 1200 
tttttagaag caagagcaaa attatgaaac ctotagagat ttgggtcatg ttaotocatt 1260 
tgatgaagat totcactaoc gcccgctcct cccataggag cctacaotaa gtccaagtgt 1320 
gagccattca cagactagaa cacaaggagg gagagagact cttaaacgta aataaaaatg 1380 
caattcactc acaactct 1398 



<210> 11669 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 11669 

Met Ala Leu Lys Arg Me Gin Lys Glu Leu Thr Asp Leu Gin Arg Asp 

15 10 15 

Pro Pro Ala Gin Cys Ser Ala Gly Pro Val Gly Asp Asp Leu Phe His 
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20 



Irp 


b 1 n 


A 1 ^ 

A 1 a 


1 hr 


1 1 A 
1 1 e 


Met b 1 y Pro 












40 


Va 1 


rne 


rne 


Leu 


1 nr 


1 1 A u : A Du^ 

lie Mis rhe 




C A 

50 








55 


Pro 


Lys 


Va 1 


Ala 


rne 


Ihr Ihr Lys 


65 










70 


Asn 


Gly 


Ser 


1 le 


Cys 


Leu Asp 1 le 










85 




Leu 


Thr 


Val 


Ser 


Lys 


Val Leu Leu 








100 






Pro 


Asn 


Pro 


Asp 


Asp 


Pro Leu Val 






115 






120 


Ala 


Asp 


Arg 


Glu 


Lys 


Tyr Asn Arg 




130 








135 


Tyr 


Ala 


Met 








145 













25 




30 






Asn 


Asp Ser Pro Tyr 


Gin 


Gly 


Gly 




45 








Pro 


Thr Asp Tyr Pro 


Phe 


Lys 


Pro 




oO 








1 le 


Tyr His Pro Asn 


1 le 


Asn 


Ser 




75 






80 


Leu 


Arg Ser Gin Trp 


Ser 


Pro 


Ala 




90 




95 




Ser 


1 1 e Cys Ser Leu 


Leu Cys 


Asp 


105 




110 






Pro 


Glu 1 le Ala His 


Thr 


Tyr 


Lys 




125 








Leu 


Ala Arg Glu Trp 


Thr 


Gin 


Lys 



140 



<210> 11670 

<211> 827 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (210). . (800) 

<400> 11670 

gttgcctgag cagtgggctg cttaggaaga 
tcttgccgct ggcccagtca ctatgtagtg 
aaggttctta gtctcgacta gggcagtagc 
actgccggct gaacggagct gccgtcgcca 
tgcaaacagc tgcacagcaa gtggcagagg 
aaagtatcaa ccatgttgtg gtttttatgc 
gaggatctgt ctacttttct tatootgatt 
gatttgtcac gaatgggaag Goaagtgcca 
aaggaagcca acatcctttt ggagccatga 
ttggaatttc agtggaatta ttagacagta 
ctgtatcctc agttgactca ttcactcagt 
attttgcttc atcatttgct gtctctcagg 
tcattccggc aaatgtggtt ctgaaatggt 
acootctctt ttggaaaaca taatttgaat 



gaaggtcaga gttcgcgggg gcagaggcat 60 
gaggggcaga caccctcccg caaattctgg 120 
cccaggactc ctagtcgccg gcttcaggtc 180 
tgtttggctg cttggtggcg gggaggctgg 240 
ataaatttgt ttttgactta cctgattatg 300 
tgggaacaat cccatttoct gagggaatgg 360 
caaatggaat gccagtatgg caactcctag 420 
tcttcaaaat ttcaggtctt aaatctggag 480 
atattgtccg aactccatct gttgctoaga 540 
tggctcagca gactcctgta ggtaatgctg 600 
tcacacaaaa gatgttggac aatttctaca 660 
cccagatgac accaagccca tctgaaatgt 720 
atgaaaactt toaaagacga ctagoacaga 780 
aaaataattt ttaatgg 827 



<210> 11671 
<211> 197 
<212> PRT 
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<213> Homo sapiens 
<400> 11671 



Met 


Phe Gly Cys 


Leu Va 1 


Ala Gly Arg 


Leu 


Val Gin 


Thr 


Ala 


Ala 


Gin 


1 




5 




10 








15 




Gin 


Val Ala Glu 


Asp Lys 


Phe Val Phe 


Asp 


Leu Pro 


Asp 


Tyr 


Glu 


Ser 




20 




25 








30 






1 le 


Asn His Val 


Val Val 


Phe Met Leu 


Gly 


Thr 1 le 


Pro 


Phe 


Pro 


Glu 




35 




40 






45 








Gly 


Met Gly Gly 


Ser Val 


Tyr Phe Ser 


Tyr 


Pro Asp 


Ser 


Asn 


Gly 


Met 




50 




55 




60 










Pro 


Val Trp Gin 


Leu Leu 


Gly Phe Val 


Thr 


Asn Gly 


Lys 


Pro 


Ser 


Ala 


65 




70 






75 








80 


1 le 


Phe Lys 1 1 e 


Ser Gly 


Leu Lys Ser 


Gly 


Glu Gly 


Ser 


Gin 


His 


Pro 






85 




90 








95 




Phe 


Gly Ala Met 


Asn 1 le 


Val Arg Thr 


Pro 


Ser Val 


Ala 


Gin 


1 le 


Gly 




100 




105 








110 






1 le 


Ser Val Glu 


Leu Leu 


Asp Ser Met 


Ala 


Gin Gin 


Thr 


Pro 


Val 


Gly 




115 




120 






125 








Asn 


Ala Ala Val 


Ser Ser 


Val Asp Ser 


Phe 


Thr Gin 


Phe 


Thr 


Gin 


Lys 




130 




135 




140 










Met 


Leu Asp Asn 


Phe Tyr 


Asn Phe Ala 


Ser 


Ser Phe 


Ala 


Val 


Ser 


Gin 


145 




150 






155 








160 


Ala 


Gin Met Thr 


Pro Ser 


Pro Ser Glu 


Met 


Phe lie 


Pro 


Ala 


Asn 


Val 






165 




170 








175 




Val 


Leu Lys Trp 


Tyr Glu 


Asn Phe Gin 


Arg 


Arg Leu 


Ala 


Gin 


Asn 


Pro 




180 




185 








190 






Leu 


Phe Trp Lys 


Thr 

















195 



<210> 11672 
<211> 1605 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (340). . (1524) 
<400> 11672 

gttgtttctg aggagttcag gaatcagatt gtacgtgaac ttgtgaottt goctgcaaat 60 
cgttggaggg agcagttaga ctattacgot cgotgoagcc aggctoctgg ctgtggggaa 120 
ctcotctttg aoactgacac ttggagcttg cagataagga agaoaggggc toagacagct 180 
actgacttto ctoatgctat caggatatgg tacaaaacta aacctgaagg gcgatoggtt 240 
acatggacct cagaccagag tggcaggcca tgtgtttata ctgtgggato tcooataaac 300 
aacagggccc tttttccatg ooaggagcoa coogttgcca tgtoaacatg goaggctaoa 360 
gttcgagoag ctgcatcttt tgttgtttta atgagtgggg aaaattctgc caaaccaacg 420 
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cagctttggg aagagtgctc aagctggtat 
accttcacaa ttgcagtggg atgctggaca 
gatttggcaa cagagagacc cttctcacct 
tgcagtcaca tggaataccc ctgccgcttc 
attcctcatc gggtctttgc ccctgtgtgc 
cggctgatcc ctccttgcct ctcagcagca 
cggctggatg ttctcatcgt ccctgccaac 
aaagacaaaa ctggccacac aagtgactcg 
ccggagaaga tcttcatgca ggtgcattat 
gccaaaagac ttggagatga aacctatttt 
catggacagc tgattctttc ccaggatttc 
gaaaaaaggc ttgagctgtc tgttgaaaac 
ataccaaagc cgctgcagag ggagcgtcgc 
gtgcgcgccg aggtcacgaa atggattgga 
agggagaagg aagaggtgtt tgaaaagctt 
catctcttgg agcagaagac tctgagcccc 
cacctccagg atcaggatgc agaggttcgc 
aagttcacga aagcctacaa aagtgtggag 
atctttcagc agatggggat tctgtaaagg 
ttctcggtat ctctttcata acaaataatt 



tactatgtaa ctatgccaat gccagcctcc 480 
gaaatgaaga tggagacatg gtcatcaaat 540 
tctgaggcca acttcaggca tgttggtgtt 600 
cagaatgctt ctgccaccac ccaggagatc 660 
ctcacgggtg cctgccaaga gacccttctg 720 
cattctgttc tgggagcaca cccgttctct 780 
tttccaagtc tggggatggc cagacccagt 840 
ggagcatctg ttatcaagca tggacttaat 900 
ttaaagggct acttccttct tcggtttctt 960 
tcatttttaa gaaaatttgt gcacacattt 1020 
cttcaaatgc tactggagaa cattccagaa 1080 
atctaccaag actggcttga gagttccgga 1140 
gccggggcgg agtgcgggct tgcgcggcaa 1200 
gtgaaccgga gaccccgaaa acggaagcgc 1260 
cttccagacG agctggtctt gcttctggag 1320 
cgaactctgc aaagcctcca gaggacatac 1380 
catcggtggt gtgaactcat tgttaagcac 1440 
aggttccttc aggaggatca ggtaggtgtc 1500 
ctgtccctgc acttcacaca ggaatccacg 1560 
aaatctgtta cagag 1605 



<2r0> 11673 
<211> 395 
<212> PRT 

<213> Homo sapiens 



<400> 11673 






















Met 


Ser 


Thr 


Trp 


Gin 


Ala 


Thr 


Val 


Arg 


Ala 


Ala 


Ala 


Ser Phe Val Val 


1 








5 










10 






15 


Leu 


Met 


Ser 


Gly 


Glu 


Asn 


Ser 


Ala 


Lys 


Pro 


Thr 


Gin 


Leu Trp Glu Glu 








20 










25 








30 


Cys 


Ser 


Ser 


Trp 


Tyr 


Tyr 


Tyr 


Val 


Thr 


Met 


Pro 


Met 


Pro Ala Ser Thr 






35 










40 










45 


Phe 


Thr 


1 le 


Ala 


Val 


Gly 


Cys 


Trp 


Thr 


Glu 


Met 


Lys 


Met Glu Thr Trp 




50 










55 










60 




Ser 


Ser 


Asn 


Asp 


Leu 


Ala 


Thr 


Glu 


Arg 


Pro 


Phe 


Ser 


Pro Ser Glu Ala 


65 










70 










75 




80 


Asn 


Phe 


Arg 


His 


Val 


Gly 


Val 


Cys 


Ser 


His 


Met 


Glu 


Tyr Pro Cys Arg 










85 










90 






95 


Phe 


Gin 


Asn 


Ala 


Ser 


Ala 


Thr 


Thr 


Gin 


Glu 


1 le 


1 le 


Pro His Arg Val 








100 










105 








110 


Phe 


Ala 


Pro 


Val 


Cys 


Leu 


Thr 


Gly 


Ala 


Cys 


Gin 


Glu 


Thr Leu Leu Arg 






115 










120 










125 


Leu 


1 le 


Pro 


Pro 


Cys 


Leu 


Ser 


Ala 


Ala 


His 


Ser 


Val 


Leu Gly Ala His 




130 










135 










140 




Pro 


Phe 


Ser 


Arg 


Leu 


Asp 


Val 


Leu 


1 le 


Val 


Pro 


Ala 


Asn Phe Pro Ser 


145 










150 










155 




160 
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Leu 


Gly 


Met 


Ala 


Arg 


Pro 


Ser 


Lys 


Asp 


Lys 


Thr 


Gly 


His 


Thr 


Ser 


Asp 










165 










170 










175 




Ser 


Gly 


Ala 


Ser 


Val 


1 le 


Lys 


His 


Gly 


Leu 


Asn 


Pro 


Glu 


Lys 


1 le 


Phe 








180 










185 










190 






Met 


Gin 


Val 


His 


Tyr 


Leu 


Lys 


Gly 


Tyr 


Phe 


Leu 


Leu 


Arg 


Phe 


Leu 


Ala 






195 










200 










205 








Lys 


Arg 


Leu 


Gly 


Asp 


Glu 


Thr 


Tyr 


Phe 


Ser 


Phe 


Leu 


Arg 


Lys 


Phe 


Val 




210 










215 










220 










His 


Thr 


Phe 


His 


Gly 


Gin 


Leu 


1 le 


Leu 


Ser 


Gin 


Asp 


Phe 


Leu 


Gin 


Met 


225 










230 










235 










240 


Leu 


Leu 


Glu 


Asn 


1 le 


Pro 


Glu 


Glu 


Lys 


Arg 


Leu 


Glu 


Leu 


Ser 


Val 


Glu 










245 










250 










255 




Asn 


1 le 


Tyr 


Gin 


Asp 


Trp 


Leu 


Glu 


Ser 


Ser 


Gly 


1 le 


Pro 


Lys 


Pro 


Leu 








260 










265 










270 






Gin 


Arg 


Glu 


Arg 


Arg 


Ala 


Gly 


Ala 


Glu 


Cys 


Gly 


Leu 


Ala 


Arg 


Gin 


Val 






275 










280 










285 








Arg 


Ala 


Glu 


Val 


Thr 


Lys 


Trp 


1 le 


Gly 


Val 


Asn 


Arg 


Arg 


Pro 


Arg 


Lys 




290 










295 










300 










Arg 


Lys 


Arg 


Arg 


Glu 


Lys 


Glu 


Glu 


Val 


Phe 


Glu 


Lys 


Leu 


Leu 


Pro 


Asp 


305 










310 










315 










320 


Gin 


Leu 


Val 


Leu 


Leu 


Leu 


Glu 


His 


Leu 


Leu 


Glu 


Gin 


Lys 


Thr 


Leu 


Ser 










325 










330 










335 




Pro 


Arg 


Thr 


Leu 


Gin 


Ser 


Leu 


Gin 


Arg 


Thr 


Tyr 


His 


Leu 


Gin 


Asp 


Gin 








340 










345 










350 






Asp 


Ala 


Glu 


Val 


Arg 


His 


Arg 


Trp 


Gys 


Glu 


Leu 


1 le 


Val 


Lys 


His 


Lys 






355 










360 










365 








Phe 


Thr 


Lys 


Ala 


Tyr 


Lys 


Ser 


Val 


Glu 


Arg 


Phe 


Leu 


Gin 


Glu 


Asp 


Gin 




370 










375 










380 










Val 


Gly 


Val 


1 le 


Phe 


Gin 


Gin 


Met 


Gly 


1 le 


Leu 












385 










390 










395 













<210> 11674 
<211> 1384 
<212> DNA 

<213> Homo sapiens 
<400> 11674 

aaaaatggag attotccagg gacccttccg tatotgcota 
taatacgctg ttgctgtact ggacacttgo tocoatctac 
gggattccta aggatgtcac cacagtgttg gccagatgca 
otoatcaooc caoaaacata ccattcaggt tttgccaaga 
aagottctgt gcttgttagt gaacaccaac tcagctcotc 
atgagatgaa aacaacaagc aggocaggca cggtggctca 
tgggaggccg aggcgggcgg atcacctgag gtcgggagct 
oagagaaacc coatotctac tgaaaataca aaattagcca 
taataccagc tactcaggag ctgaggcagg agaattgctt 
gcagtgagcc aggatcacac oactgcgctc tagcctgggc 



ggcattttgc tgtctcctcc 60 
tctcttctct ggaatocacg 120 
caggtcacag gggactgaac 180 
atgacactgt aaatgtaaca 240 
tcotgtattc agaaatoagg 300 
tgoctgtaat cccagcaott 360 
cgagaccacc ctgatcaaaa 420 
ggcgtggtgg caaatgoctg 480 
gaaoccggga ggtggaggct 540 
aacaagagcg aaactctgto 600 
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tcaaaagaaa aaaattaaaa ataaaagaac 
agatgagcct gaatctaagc aagaaaagcc 
gcatggtagt aataccatac acataaggga 
tttttgagct taaggtaact tttgcgtagc 
ctacgatgga aagactgaag gggtccaagc 
ggcagaatca gtcaaggaga gcttcagggt 
acaagctgtt gagaagaaag gaaaattcag 
ggaactgtta cagtgaacta aatatggcct 
ccctgtggac gaactgcaac ctaacttaat 
gtatgcacct gtaactatag ctgagtcctg 
cacacactgc tgagtgttca gctgtgttca 
tccagttgtt tctggacctc actgctgaga 
tactcctcac ttcagatttc tgtacatcat 
atgt 



aaggaaacaa aagtaacaag gcttgaagcc 660 
cagaagaaat cccattttgg gtcactggct 720 
agagaggagg atgtggcttt cactttgaat 780 
tacaaagaag aattcaacag agatttaaac 840 
tgtagagaaa caggactgca aaccacaaag 900 
gggatgaaca gggaccaatg gaacatttgg 960 
agaaaaagaa ctgtcagtga ggtcataata 1020 
gggaaggact ctgtacttct agatttgagt 1080 
aggtagaaag actgataacc taactttgga 1140 
gccaatccca acagccaaac ttctgccact 1200 
aataaggcaa atgctgagca ccgtaaccag 1260 
actgtaacgg acccagttgc ttctggacct 1320 
gttcGcttta ttacctataa atcttccacc 1380 

1384 



<210> 11675 
<211> 2398 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (239). . (2164) 
<400> 11675 

actcaatgga gccotcaagg tagaacctco 
gcccaagaaa cattctccca aaaggaggct 
aatcttccgg aagagtcgtg tcttgactaa 
tgccaaccaa gctttcgtgt acatagtacc 
gttgctggac caacttagga gtcattgtac 
tgcaccGctt tctgggccta ggcgatacca 
ttcctttcac attgacagca gcagttccag 
tcgggaattc ctatggcago atgtggagct 
tgtgggcagg aacccacagc cttcccattt 
agcagcttca aaactgtatg aggtggctat 
cactggagag ctaacatcta agattttaag 
tattgacaca aaattctcag aaaaccgatg 
ctaccagtca aatttgcctc ataattacac 
ggctottcga gtgtacagtc aacatgctag 
gttacatgag gactgotaca aattttggag 
tttgaotgat caaoactgtg tgcacaaatt 
agaggctgat agaaatccgc ctgtgctata 
ttgcaactgt ggaaggaaac aagcacctcg 
ttatgacttc tatoagcttc tggaagaaaa 
cccagtattt gaacoaagta ctccagatcc 
tcctccagat tcggatgctg ataaacttaa 
cacgagcctg agtttagctt tgagtttggg 



toggaaccaa gacccagctc atccagacaa 60 
gcagcatgcc ctggaggacc agatctatag 120 
tcagagcatc aactgcctct ttactgtgcc 180 
gggaagccag gaggaggacc cagtaggtat 240 
tgtgaaggac ccggaatctt tgctggtgcc 300 
ggtgatgagg oagcacagcc gaoaaoaact 360 
ttcttcaggc oagctagtgg atttcactct 420 
agttctaagc aagaaaggtt tcgatgacag 480 
tgaacttcct acttatcaga agtggatctc 540 
tgatgggaaa gaagaggact tggggtcacc 600 
cagtattaaa gtcttggaag gatttttgga 660 
ccaaaaagct ttacccatgg cccacagtgc 720 
aatgactgtc cataagaatc agcttgccca 780 
aggtccagca tttcacaaat aogccatgca 840 
caatggccat oagctctgtg aggagaggag 900 
tcactcatta cotaaatcag gagaaaaaco 960 
tcacaatagc cgagctcgat ctactggcgc 1020 
agatgatccc tttgatatca aagcagccaa 1080 
gtgttgtgga aaattggatc atatcaattt 1140 
tgctcctgct aaaaatgaat cctctcctgc 1200 
agaaaaagaa cctcaaaccc aaggagagag 1260 
ccaatccaca gatagcttag gtacctatcc 1320 
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agctgatcca caagcaggag gagataatcc 
tgagaagagg ccaaacttcg ttgatcgaca 
gctacattca aattgcccta aaggtctcct 
actaggccct gctaagtctt ataactttca 
aggaacaaat tatcttatgc cttgggacat 
agacttagac acaaactctt ggcctgctcc 
ggttgtaatg ggaagaggaa gacggcgaga 
atatgaagac tctcgaggtc ggagattcat 
aatgggaagt gggccaaagg aatcagcttt 
tattctgtca tcctctcaag gtagagggct 
ttttgttgtg gttcctgatg ctcctttgca 
cccaccacca tgtccggtat tctacccaga 
cctttgggtt ttgagatttc cttatgcata 
taaggaaaat gtgcagttaa tgagctacaa 
acaataagtg ttttccagcc agttcaatcc 
ttgtggctgt gtttttggta tgtgtttact 
ttacaggagt tcagtatttg gaaactaatt 
ttattgtaaa cgtgactaca actttctaat 



agaagttcat ggtcaagtag aagtgaaaac 1380 
ggcatccaca gttgagtatc tcccaggcat 1440 
acccaaattc tccagctggt ctttggttaa 1500 
tacaggtttg gaccaacagg gctttattcc 1560 
tgtcatcagg actagagctg aagatgaagg 1620 
aaataaagct attcctggaa agagaagtgc 1680 
tgacatagct cgagcttttg tgggctttga 1740 
gtgctctggg cctgacaaag taatgaaagt 1800 
aaaagcccta aatagtgaca tgcccttata 1860 
gaaacctcat tatgctcaac ttatgaggct 1920 
gataatacta atgcctcagg ttcagccagg 1980 
aaaacaagaa atcacccttc cacctgatgg 2040 
tgtgactgag agaggacctt gtttcccccc 2100 
ggtgctccgt ggggttctta aggcagtaac 2160 
tatacttgag ctggtttttg tttttggtat 2220 
gtgttttccc aaatccaaaa tgtgttttgg 2280 
tgttctactt tttcattata ttgttgatat 2340 
aaagattggt tgttctagca aagaatat 2398 



<210> 11676 
<211> 642 
<212> PRT 

<213> Homo sapiens 



<400> 11676 












Met 


Leu Leu 


Asp 


Gin 


Leu 


Arg 


Ser 


1 






5 








Ser 


Leu Leu 


Val 


Pro 


Ala 


Pro 


Leu 






20 










Met 


Arg Gin 


His 


Ser 


Arg 


Gin 


Gin 




35 










40 


Ser 


Ser Ser 


Ser 


Ser 


Gly 


Gin 


Leu 




50 








55 




Leu 


Trp Gin 


His 


Val 


Glu 


Leu 


Val 


65 








70 






Ser 


Val Gly 


Arg 


Asn 


Pro 


Gin 


Pro 








85 








Gin 


Lys Trp 


1 le 


Ser 


Ala 


Ala 


Ser 






100 










Gly 


Lys Glu 


Glu 


Asp 


Leu 


Gly 


Ser 




115 










120 


1 le 


Leu Ser 


Ser 


lie 


Lys 


Val 


Leu 




130 








135 




Lys 


Phe Ser 


Glu 


Asn 


Arg 


Cys 


Gin 


145 








150 






Ala 


Tyr Gin 


Ser 


Asn 


Leu 


Pro 


His 








165 









His 


Cys 


Thr Val 


Lys 


Asp 


Pro 


Glu 




10 








15 




Ser 


Gly 


Pro Arg 


Arg 


Tyr 


Gin 


Val 


25 








30 






Leu 


Ser 


Phe His 


1 le 


Asp 


Ser 


Ser 








45 








Val 


Asp 


Phe Thr 


Leu 


Arg 


Glu 


Phe 






60 










Leu 


Ser 


Lys Lys 


Gly 


Phe 


Asp 


Asp 






75 








80 


Ser 


His 


Phe Glu 


Leu 


Pro 


Thr 


Tyr 




90 








95 




Lys 


Leu 


Tyr Glu 


Val 


Ala 


1 le 


Asp 


105 








110 






Pro 


Thr 


Gly Glu 


Leu 


Thr 


Ser 


Lys 








125 








Glu 


Gly 


Phe Leu 


Asp 


1 le 


Asp 


Thr 






140 










Lys 


Ala 


Leu Pro 


Met 


Ala 


His 


Ser 






155 








160 


Asn 


Tyr 


Thr Met 


Thr 


Val 


His 


Lys 




170 








175 





-5177/13211- 



Asn 


Gin 


Leu 


A 1 _ 

Ala 


f\ 1 

G 1 n 


Ala 


Leu 


Arg Val 


Tyr 


Ser 


Gin 


1 1 ; _ 

His 


Ala 


Arg Gly 








180 










185 










190 




Pro 


Ala 


Phe 


His 


Lys 


Tyr 


Ala 


Met 


Gin 


Leu 


His 


Glu 


Asp 


Cys 


Tyr Lys 






•i (\ r* 

195 










200 










205 






Phe 


Trp 


Ser 


Asn 


Gly 


His 


Gin 


Leu 


Cys 


Glu 


Glu 


Arg 


Ser 


Leu 


Thr Asp 




210 










215 










220 








Gin 


His 


Cys 


Val 


His 


Lys 


Phe 


His 


Ser 


Leu 


Pro 


Lys 


Ser 


Gly 


Glu Lys 


225 










230 










235 








240 


Pro 


Glu 


Ala 


Asp 


Arg 


Asn 


Pro 


Pro 


Val 


Leu 


Tyr 


His 


Asn 


Ser 


Arg Ala 










245 










250 










255 


Arg 


Ser 


Thr 


Gly 


Ala 


Cys 


Asn 


Cys Gly 


Arg 


Lys 


Gin 


Ala 


Pro 


Arg Asp 








260 










265 










270 




Asp 


Pro 


Phe 


Asp 


1 le 


Lys 


Ala 


Ala 


Asn 


Tyr 


Asp 


Phe 


Tyr 


Gin 


Leu Leu 






275 










280 










285 






Glu 


Glu 


Lys 


Cys 


Cys 


Gly 


Lys 


Leu Asp 


His 


1 le 


Asn 


Phe 


Pro 


Val Phe 




290 










295 










300 








Glu 


Pro 


Ser 


Thr 


Pro 


Asp 


Pro 


Ala 


Pro 


Ala 


Lys 


Asn 


Glu 


Ser 


Ser Pro 


305 










310 










315 








320 


Ala 


Pro 


Pro 


Asp 


Ser 


Asp 


Ala 


Asp 


Lys 


Leu 


Lys 


Glu 


Lys 


Glu 


Pro Gin 










325 










330 










335 


Thr 


Gin 


Gly 


Glu 


Ser 


Thr 


Ser 


Leu 


Ser 


Leu 


Ala 


Leu 


Ser 


Leu 


Gly Gin 








340 










345 










350 




Ser 


Thr 


Asp 


Ser 


Leu 


Gly 


Thr 


Tyr 


Pro 


Ala 


Asp 


Pro 


Gin 


Ala 


Gly Gly 






355 










360 










365 






Asp 


Asn 


Pro 


Glu 


Val 


His 


Gly 


Gin 


Val 


Glu 


Val 


Lys 


Thr 


Glu 


Lys Arg 




370 










375 










380 








Pro 


Asn 


Phe 


Val 


Asp 


Arg 


Gin 


Ala 


Ser 


Thr 


Val 


Glu 


Tyr 


Leu 


Pro Gly 


385 










390 










395 








400 


Met 


Leu 


His 


Ser 


Asn 


Cys 


Pro 


Lys 


Gly 


Leu 


Leu 


Pro 


Lys 


Phe 


Ser Ser 










405 










410 










415 


Trp 


Ser 


Leu 


Val 


Lys 


Leu 


Gly 


Pro 


Ala 


Lys 


Ser 


Tyr 


Asn 


Phe 


His Thr 








420 










425 










430 




Gly 


Leu 


Asp 


Gin 


Gin 


Gly 


Phe 


1 le 


Pro 


Gly 


Thr 


Asn 


Tyr 


Leu 


Met Pro 






435 










440 










445 






Trp 


Asp 


1 le 


Val 


1 le 


Arg 


Thr 


Arg Ala 


Glu 


Asp 


Glu 


Gly 


Asp 


Leu Asp 




450 










455 










460 








Thr 


Asn 


Ser 


Trp 


Pro 


Ala 


Pro 


Asn 


Lys 


Ala 


1 le 


Pro 


Gly 


Lys 


Arg Ser 


465 










470 










475 








480 


Ala 


Val 


Val 


Met 


Gly 


Arg 


Gly 


Arg Arg 


Arg 


Asp 


Asp 


1 le 


Ala 


Arg Ala 










485 










490 










495 


Phe 


Val 


Gly 


Phe 


Glu 


Tyr 


Glu 


Asp 


Ser 


Arg 


Gly 


Arg 


Arg 


Phe 


Met Cys 








500 










505 










510 




Ser 


Gly 


Pro 


Asp 


Lys 


Val 


Met 


Lys 


Val 


Met 


Gly 


Ser 


Gly 


Pro 


Lys Glu 






515 










520 










525 






Ser 


Ala 


Leu 


Lys 


Ala 


Leu 


Asn 


Ser Asp 


Met 


Pro 


Leu 


Tyr 


1 le 


Leu Ser 




530 










535 










540 








Ser 


Ser 


Gin 


Gly 


Arg 


Gly 


Leu 


Lys 


Pro 


His 


Tyr 


Ala 


Gin 


Leu 


Met Arg 


545 










550 










555 








560 
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Leu Phe Val Val Val Pro Asp Ala 
565 

Gin Val Gin Pro Gly Pro Pro Pro 
580 

Gin Glu He Thr Leu Pro Pro Asp 
595 600 
Tyr Ala Tyr Val Thr Glu Arg Gly 

610 615 
Val Gin Leu Met Ser Tyr Lys Val 
625 630 
Thr Gin 



Pro 


Leu 


Gin 


1 le 


1 le Leu Met 


Pro 




570 






575 




Cys 


Pro 


Val 


Phe 


Tyr Pro Glu 


Lys 


585 








590 




Gly 


Leu 


Trp 


Val 


Leu Arg Phe 


Pro 










605 




Pro 


Cys 


Phe 


Pro 


Pro Lys Glu 


Asn 








620 






Leu 


Arg 


Gly 


Val 


Leu Lys Ala 


Val 






635 






640 



<210> 11677 
<211> 1262 
<212> DNA 
<213> Homo sapiens 

<400> 11677 

ttttttaagc aacatcatga attttatcta ctccagaagt ctctacaata gaaaaaaaag 60 
tgcagtgctt ctaggatata aaattcacat tacttttgaa agccaagaag ttggtcttat 120 
ocagttaggt Gttcttatga agagttttoa tccagggata taactccttg gtcagtgatt 180 
ttattgttta catcctgaga ctgttctaca gtttctttga ctcctggcat ttgccttaag 240 
gacctatagc aagctgtttc taggatcaga aactcaagag aggcatttct ctgctttttc 300 
actaaaggtc agttgtttta atttgaaacc tgaaatgcct ctttagcaaa agcctgtggt 360 
atggggtaaa gccatgtaag aagagaatag tctcagtcac atatgaagag gaaaatttgo 420 
agctgocagt gctttccttg tggccctgcc aaccagotct tccaggacga actcagtcca 480 
gcatggtttt gatgtaacca tccatgcttt tatttttgtt aagtcttttg tgactgggac 540 
agttaatttt agtagctgaa gaacgtctag ttgtttgctt gatatttgtg aacatttact 600 
gcatggatca caaaacaata taccctgtat ttottacacg ccacttatat gcagcaagga 660 
gtaaatgtgt tactagatto gggtagtgca ttttgtcact gaatctgacc ttgagaatgt 720 
acattaatto ttatatttta cataatgtat gtgttgttta agaaatgtat aaaaaacctg 780 
aaaaaaatga gtaagaactg gcagaagtta aaaccctttg tatcaaaaga tctttattgg 840 
tagagcactg gttatcttct ggatactaaa aagttgtatt acaaagccaa acacttgcat 900 
tcacaacttt aaaaaaagat ccaaggaact attcataatg atgaaattcc aactacatac 960 
aaggaggaga aaataagaac ocagtcataa cagaggaatt otataggagt ctgcatcaat 1020 
tcattottaa ggttgcotac tctctgttat gtgaattagc gtctgtgttt cacccattgt 1080 
ctgtgtttag tccttgttca ccactagggc aaggaattct taactaggcc tctgtttacc 1140 
aacttctctt tctcctcctt tccctcttat tcctccttct cctcttcctt cttatataat 1200 
gctagtatat tctcaaaatt goaaagctgt gagaatatta aaataatcat ggctaatgtt 1260 
CO 1262 



<210> 11678 

<211> 963 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (541). . (789) 

<400> 11678 

cacagctaac atggcggcgc cctgtgtgtc 
tctctggggt aggggtagcc tcgcccggaa 
gttgcaaaca aatgtcagat cccagatatt 
aaagaaaaac gttcctacct caaaacgtga 
gattgaagag ttcaacatag gaaagagaca 
aactttcact caagaagata ttgacagagc 
tgagaaacga gccaggccag taatgaagca 
aatccagtgg ggagaagatg gccgtccatt 
atactattca ttaatgatta ccagctttac 
atgttccctt tccactttgt tgaccggctg 
gggggcggga ggtcagcgca ggctggagca 
agctttgtca ccgaggacga ggtcgagtgg 
ccacgtgtga gggaacggaa gaagccaggc 
aagaaacgct aagggtttgc tcccaggaaa 
atgtggcaga cacacagtaa ataatggctg 
tctttgagct gtgagatgga tttattttta 
aat 



ctacggcgga gcagtttcgt accggcttct 60 
gcaaggcctc tggaaaaccg cggcccctga 120 
aaggctaaga catactgcat ttgtaatacc 180 
aacttacaca gaggatttta ttaaaaagca 240 
tttagccaac atgatgggag aagatccaga 300 
tattgcttac cttttcccaa gtggtttgtt 360 
tcctgaacag atttttccaa gacaaagagc 420 
tcactatctc ttctatactg gcaaacagtc 480 
ttcccgatca cacaggacag agaacagctg 540 
ggaaagcacg acgtgacctg cacagtctca 600 
atacgactgg caatggcaaa agccttgtgc 660 
atgagacaag ctggactact tactactgat 720 
caagagggag cccgcagaaa gtttacgtgg 780 
ggagaggaag agctatatat atgtgccgac 840 
accagcatga gggcagtact gtcagaaatt 900 
aatgctactt tgtaaaggtg acctttaaaa 960 

963 



<210> 11679 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 11679 



Met 


Phe Pro 


Phe 


His 


Phe 


Val 


Asp 


Arg Leu Gly Lys His Asp Val Thr 


1 






5 








10 15 


Cys 


Thr Val 


Ser 


Gly 


Gly 


Gly Arg Ser Ala Gin Ala Gly Ala Me Arg 






20 










25 30 


Leu 


Ala Met 


Ala 


Lys 


Ala 


Leu 


Cys 


Ser Phe Val Thr Glu Asp Glu Val 




35 










40 


45 


Glu 


Trp Met 


Arg 


Gin 


Ala 


Gly 


Leu 


Leu Thr Thr Asp Pro Arg Val Arg 




50 








55 




60 


Glu 


Arg Lys 


Lys 


Pro 


Gly 


Gin 


Glu 


Gly Ala Arg Arg Lys Phe Thr Trp 


65 








70 






75 80 



Lys Lys Arg 



<210> 11680 
<211> 2467 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (27), . (2180) 

<400> 11680 

gagaagtaga gtccttagaa aaaaatatgg ccattcttga tccaccagat gctgaccact 60 
tatacagtgc aaaggtaatg ctgatggcta gccctagtat ggaagattta tatcataagt 120 
catgtgotct tgctgaggac ccacaagaac ttcgagatgg attccaacat cotgctagac 180 
ttgttaagtt tttagtgggc atgaaaggca aggatgaagc tatggccatt ggaggccact 240 
ggtctccttc gttggatgga ccagacccag aaaaagatcc ctctgtgttg attaagactg 300 
ctattcgttg ttgtaaggct ctgacaggca ttgatctaag tgtgtgcaca caatggtacc 360 
gttttgcaga gattcgctac catcgcoctg aggagaccca caaggggcgt acagttccag 420 
ctcatgtgga gacagtggtt ttatttttcc cggatgtttg gcattgcctt cccacccgct 480 
cagagtggga aaccctctcc cgaggataca agcagcagct ggtcgagaag cttcagggtg 540 
aacgcaagga ggctgatgga gaacaggatg aagaagagaa ggatgatggt gaagctaaag 600 
aaatttctao acctacccat tggtctaaac ttgatocaaa gacaatgaag gtaaatgacc 660 
tccgaaaaga attagaaggt cgagctctta gttccaaagg attaaaatcc cagttaatag 720 
cccgattgac aaaacagctt aaagtagagg aacaaaaaga agaacagaag gagttagaga 780 
aatctgaaaa agaagaggat gaggatgatg ataggaaatc tgaagacgat aaagaggaag 840 
aagaaaggaa acgtcaagag gaaatagaac gccagcgtcg agaaagaaga tatattttgo 900 
otgatgaaco ggccatcatt gtacatccaa attgggctgc aaaaagtggc aagtttgatt 960 
gtagcatcat gtctttgagt gtcctattgg actacagatt agaggataat aaagaacatt 1020 
catttgaggt ttcattgttt gcggaacttt tcaacgaaat gcttcaaaga gattttggtg 1080 
tccgtatata caaatcatta ctgtctcttc ctgagaaaga ggacaaaaaa gaaaaggata 1140 
aaaaaagcaa aaaagatgag agaaaagata aaaaagaaga aagagatgat gaaactgatg 1200 
aaccaaaacc caaacggaga aaatcaggcg atgataaaga taaaaaagaa gatagagatg 1260 
aaaggaagaa agaagataaa agaaaaggtg attctaaaga tgatgatgaa actgaagaag 1320 
ataacaatca agatgaatat gaccctatgg aagcagaaga agctgaggat gaagaagatg 1380 
atagggatga ggaagaaatg accaaacgag atgacaaaag agatatcaac agatactgca 1440 
aggagaggcc ctotaaagat aaggaaaaag aaaagactca aatgatcaca attaacagag 1500 
atctgttaat ggcttttgtt tattttgatc aaagtcattg tggttacctt cttgaaaagg 1560 
atttggaaga aatactttat actcttggac tacatctttc tcgggctcag gtaaagaagc 1620 
ttcttaataa agtagtgctc cgtgaatctt gcttttaccg gaaattaaca gacacctcaa 1680 
aagatgaaga gaaccatgaa gagtctgagt cattgoagga agatatgcta ggaaacagat 1740 
tattacttcc aacacoaaca gtaaagcagg aatcaaagga tgtggaagaa aatgttggcc 1800 
tcattgtgta caatggtgca atggtagatg taggaagcct cttgcaaaaa ttggaaaaga 1860 
gcgaaaaagt aagagctgag gtagaacaga agctgcagtt actagaagaa aaaacagatg 1920 
aagatgaaaa aaccatatta aatttggaga attccaacaa aagcctctct ggtgaactca 1980 
gagaagttaa aaaggaoctt agtcagttac aagaaaactt aaagatttca gaaaacatga 2040 
gtttacaatt tgaaaaccaa atgaataaga caatcagaaa cttatctacg gtaatggatg 2100 
aaatccacac tgttctcaag aaggataatg taaagaatga agacaaagat caaaaatcca 2160 
aggagaatgg tgccagtgta tgataaaatc catgtagtga tgaggaatgg tgttaaataa 2220 
tgtaatatat aaaaatcatg atataagaat gtttgaaggt gatgcatgtt tgattttagt 2280 
agtataaatg tattttagtt caaatgatgt ataaagtttt atgaatgtga gtttctgctt 2340 
ttgaaaattg cttgtaattc ctagccttca aattattaaa cactccttga gtgaaataat 2400 
tttgcattgc aaagtgtttt aggatgaact ttgttatagt tttaactcca ataaagttca 2460 
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tcagttt 



<210> 11681 
<211> 718 
<212> PRT 

<213> Homo sapiens 



<400> 11681 
















Met 


Ala 


1 le 


Leu 


Asp 


Pro Pro Asp Ala 


Asp 


His 


Leu Tyr Ser Ala Lys 


1 








5 






10 




15 


Val 


Met 


Leu 


Met 


Ala 


Ser Pro Ser 


Met 


Glu 


Asp Leu Tyr His Lys Ser 








20 






25 






30 


Cys 


Ala 


Leu 


Ala 


Glu 


Asp Pro Gin 


Glu 


Leu 


Arg Asp Gly Phe Gin His 






35 






40 








45 


Pro 


Ala 


Arg 


Leu 


Val 


Lys Phe Leu 


Val 


Gly 


Met 


Lys Gly Lys Asp Glu 




50 








55 








60 


Ala 


Met 


Ala 


1 le 


Gly 


Gly His Trp Ser 


Pro 


Ser 


Leu Asp Gly Pro Asp 


65 










70 






75 


80 


Pro 


Glu 


Lys 


Asp 


Pro 


Ser Val Leu 


1 le 


Lys 


Thr 


Ala Me Arg Cys Cys 










85 






90 




95 


Lys 


Ala 


Leu 


Thr 


Gly 


1 1 e Asp Leu 


Ser 


Val 


Cys 


Thr Gin Trp Tyr Arg 








100 






105 






110 


Phe 


Ala 


Glu 


1 le 


Arg 


Tyr His Arg Pro 


Glu 


Glu 


Thr His Lys Gly Arg 






115 






120 








125 


Thr 


Val 


Pro 


Ala 


His 


Val Glu Thr 


Val 


Val 


Leu 


Phe Phe Pro Asp Val 




130 








135 








140 


Trp 


His 


Cys 


Leu 


Pro 


Thr Arg Ser Glu 


Trp 


Glu 


Thr Leu Ser Arg Gly 


145 










150 






155 


160 


Tyr 


Lys 


Gin 


Gin 


Leu 


Val Glu Lys 


Leu 


Gin 


Gly Glu Arg Lys Glu Ala 










165 






170 




175 


Asp 


Gly 


Glu 


Gin 


Asp 


Glu Glu Glu 


Lys 


Asp 


Asp Gly Glu Ala Lys Glu 








180 






185 






190 


1 le 


Ser 


Thr 


Pro 


Thr 


His Trp Ser Lys 


Leu 


Asp 


Pro Lys Thr Met Lys 






195 






200 








205 


Val 


Asn 


Asp 


Leu 


Arg 


Lys Glu Leu 


Glu 


Gly 


Arg Ala Leu Ser Ser Lys 




210 








215 








220 


Gly 


Leu 


Lys 


Ser 


Gin 


Leu Me Ala 


Arg 


Leu 


Thr 


Lys Gin Leu Lys Val 


225 










230 






235 


240 


Glu 


Glu 


Gin 


Lys 


Glu 


Glu Gin Lys 


Glu 


Leu 


Glu 


Lys Ser Glu Lys Glu 










245 






250 




255 


Glu 


Asp 


Glu 


Asp 


Asp 


Asp Arg Lys 


Ser 


Glu 


Asp Asp Lys Glu Glu Glu 








260 






265 






270 


Glu 


Arg 


Lys 


Arg 


Gin 


Glu Glu 1 le 


Glu 


Arg 


Gin Arg Arg Glu Arg Arg 






275 






280 








285 


Tyr 


1 le 


Leu 


Pro 


Asp 


Glu Pro Ala 


1 le 


1 le 


Val 


His Pro Asn Trp Ala 




290 








295 








300 


Ala 


Lys 


Ser 


Gly 


Lys 


Phe Asp Cys 


Ser 


1 le 


Met 


Ser Leu Ser Val Leu 
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305 310 






315 




320 


Leu Asp Tyr Arg Leu G 1 u Asp Asn Lys 


Glu 


His Ser Phe Glu 


Val 


Ser 


325 




330 




335 




Leu Phe Ala Glu Leu Phe Asn 


Glu Met 


Leu 


Gin Arg Asp Phe 


Gly 


Val 


340 


345 




350 






Arg 1 1 e Tyr Lys Ser Leu Leu 


Ser Leu 


Pro 


Glu Lys Glu Asp 


Lys 


Lys 


355 


360 




365 






Glu Lys Asp Lys Lys Ser Lys 


Lys Asp 


Glu 


Arg Lys Asp Lys 


Lys 


Glu 


370 375 






380 






Glu Arg Asp Asp Glu Thr Asp Glu Pro 


Lys 


Pro Lys Arg Arg 


Lys 


Ser 


385 390 






395 




400 


Gly Asp Asp Lys Asp Lys Lys 


Glu Asp 


Arg 


Asp Glu Arg Lys 


Lys 


Glu 


405 




410 




415 




Asp Lys Arg Lys Gly Asp Ser Lys Asp 


Asp 


Asp Glu Thr Glu 


Glu 


Asp 


420 


425 




430 






Asn Asn Gin Asp Glu Tyr Asp 


Pro Met 


Glu 


Ala Glu Glu Ala 


Glu 


Asp 


435 


440 




445 






Glu Glu Asp Asp Arg Asp Glu 


Glu Glu 


Met 


Thr Lys Arg Asp 


Asp 


Lys 


450 455 






460 






Arg Asp 1 le Asn Arg Tyr Cys 


Lys Glu 


Arg 


Pro Ser Lys Asp 


Lys 


Glu 


465 470 






475 




480 


Lys G 1 u Lys Thr G 1 n Met 1 1 e 


Thr Me 


Asn 


Arg Asp Leu Leu 


Met 


Ala 


485 




490 




495 




Phe Val Tyr Phe Asp Gin Ser 


His Cys 


Gly 


Tyr Leu Leu Glu 


Lys 


Asp 


500 


505 




510 






Leu Glu Glu Me Leu Tyr Thr 


Leu Gly 


Leu 


His Leu Ser Arg 


Ala 


Gin 


515 


520 




525 






Val Lys Lys Leu Leu Asn Lys 


Val Val 


Leu 


Arg Glu Ser Cys 


Phe 


Tyr 


530 535 






540 






Arg Lys Leu Thr Asp Thr Ser Lys Asp 


Glu 


Glu Asn His Glu 


Glu 


Ser 


545 550 






555 




560 


Glu Ser Leu Gin Glu Asp Met Leu Gly 


Asn 


Arg Leu Leu Leu 


Pro 


Thr 


565 




570 




575 




Pro Thr Val Lys Gin Glu Ser 


Lys Asp 


Val 


Glu Glu Asn Val 


Gly 


Leu 


580 


585 




590 






Me Val Tyr Asn Gly Ala Met Val Asp 


Val 


Gly Ser Leu Leu 


Gin 


Lys 


595 


600 




605 






Leu Glu Lys Ser Glu Lys Val 


Arg Ala 


Glu 


Val Glu Gin Lys 


Leu 


Gin 


610 615 






620 






Leu Leu Glu Glu Lys Thr Asp Glu Asp 


Glu 


Lys Thr 1 le Leu 


Asn 


Leu 


625 630 






635 




640 


Glu Asn Ser Asn Lys Ser Leu 


Ser Gly 


Glu 


Leu Arg Glu Val 


Lys 


Lys 


645 




650 




655 




Asp Leu Ser Gin Leu Gin Glu 


Asn Leu 


Lys 


1 le Ser Glu Asn 


Met 


Ser 


660 


665 




670 






Leu Gin Phe Glu Asn Gin Met 


Asn Lys 


Thr 


1 le Arg Asn Leu 


Ser 


Thr 


675 


680 




685 






Val Met Asp Glu 1 le His Thr 


Val Leu 


Lys 


Lys Asp Asn Val 


Lys Asn 
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690 695 700 

Glu Asp Lys Asp Gin Lys Ser Lys Glu Asn Gly Ala Ser Val 
705 710 715 



<210> 11682 
<211> 820 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (170). . (481) 

<400> 11682 

cctttgcgcg goacctggcg gtggogggag ccgttgggct gagtcgggat cggggacgtc 60 
gcccgagagc ggggacgagg aggtgtcggg cgcgggttcg agcccggtgt cgggcggcgt 120 
gaacttgttc gccaacgacg gcagcttcct ggagctgttc aagcggaaga tggaggagga 180 
gcagcggcag oggcaggagg agccgccccc gggtccgoag cgacccgacc agtcggccgc 240 
cgccgctggc cccggggato cgaagaggaa gggcggtccg ggctccacac ttagcttcgt 300 
gggcaaacgc agaggcggga acaaactagc cctcaagacg ggaatagtag ccaagaagca 360 
gaagacggag gatgaggtat taacaagtaa aggtgaogcg tgggccaagt acatggcaga 420 
agtgaaaaag tacaaagctc accagtgcgg tgacgatgat aaaactoggc ccctggtgaa 480 
atgacgcccc tcccccacct gcccatggcc tgggactctc tgcgatgtac ataactattt 540 
aatgcagcgg cagcggogac agccttccct gagaggactt aaaagcagaa ggaaaccgag 600 
atgcttcccg cagccgtgga cgattctcca ggactctttt tttaccttga gcacttgcct 660 
cgtgagactt oatagaacag tggtttactg tccccccctt ctcacctcct cattctctct 720 
ggctctttct gtcttcctct tctcaccctc ctccctcocc ttagccatca cttctgggaa 780 
gtaaagaact tgacttagtg ccggaaaaaa aaaaaaaaac 820 



<210> 11683 
<211> 104 
<212> PRT 

<213> Homo sapiens 



<400> 11683 



Met Glu Glu Glu Gin 


Arg 


Gin Arg Gin Glu Glu 


Pro 


Pro Pro Gly Pro 


1 5 




10 




15 


Gin Arg Pro Asp Gin 


Ser 


Ala Ala Ala Ala Gly 


Pro 


Gly Asp Pro Lys 


20 




25 




30 


Arg Lys Gly Gly Pro 


Gly 


Ser Thr Leu Ser Phe 


Val 


Gly Lys Arg Arg 


35 




40 




45 


Gly Gly Asn Lys Leu 


Ala 


Leu Lys Thr Gly Me 


Val 


Ala Lys Lys Gin 


50 




55 


60 




Lys Thr Glu Asp Glu 


Val 


Leu Thr Ser Lys Gly 


Asp 


Ala Trp Ala Lys 


65 


70 


75 




80 


Tyr Met Ala Glu Val 


Lys 


Lys Tyr Lys Ala His 


Gin 


Cys Gly Asp Asp 
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85 90 95 

Asp Lys Thr Arg Pro Leu Val Lys 
100 



<210> 11684 
<211> 912 
<212> DNA 

<213> Homo sapiens 
<400> 11684 

acagatgttt gggagctctt actctgacat gaagttataa ttggtaatgg agactcagac 60 
aatgttgtag attacagagt gaactatgct ttttagtgtt aaatgoaata gcttgagata 120 
caatgtttta cttggtacat aaatgctggt tttctttcag atttaaggac atacactttt 180 
tttttttttt ttttaagaga cagggtcttc tatgttgccc aggctgtctt tgaactcctg 240 
ggatcaagtg atcctcctgc ctcagccttc gaagtagttg ggactacagg cccaogccac 300 
cgtgcctggc tggacatgta aatttgaagt gaatggttaa acatcoagct agctgaaagc 360 
atggcagacc ctaacagaaa agotacagtg tgtttttgca gctatgaagt gaatggtttc 420 
ctggggaaaa ttgtgacttt gtataactgt tgttgaaacc agaataaatt atatttcact 480 
tgcatatgca taaattatta aaattttoag aagtcagtga tacagaagta ctattttgca 540 
atgttaatct gtttgagtct ttggagaaag tggtttcatt gtaggtacat agtgcactgt 600 
taatatttta aacaagtagt tcactcttoo atttaaggga tagoagttcc ttgtataaaa 660 
tgactggatg agtataaagg aattatgttg tcatgtgcct ttaaccagct ttagtaatta 720 
otataatcto atatttatga tagttctgtt aggtgacagg accaaatgaa aatattttat 780 
gttttctcat cactttagat tttatcatta tgtacattac tgggttttta gcatttccta 840 
atgtgaagtt ttaatcactt ttaagtatac atttttttot gtatcattta aataaaatat 900 
ttttataaot tt 912 



<210> 11685 
<211> 2040 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (151). . (1905) 
<400> 11685 

cagaagaagc acaaatgctc agtgtattac agtaaacaca aaacoagcao agctgcggcc 60 
agcagcacca gcaogactac tgaggaaaaa cagacttcac ccctgggcag ctoactgcct 120 
gctgctaaag aggacatttg cactgatgcc atgcgtgaga actggatcag cctcagatat 180 
gcaagtggca taaatgtcaa cctgcagaag aatttaaccc ttcccaaaaa cttactgaat 240 
aaagaagaaa acacactgaa aaacacaatt gttttcagta atcottctto agaatgtagt 300 
atgaaggagg gagtacagac atgtatgttt cotaaggaaa ctgacattaa aacttcagag 360 
aacacagccg agttcaagga acgggagctc tgtccactga agacctccaa gaaactacct 420 
gaaaaccatt taccaagaaa ctcacctcag taccaccagc cagacttgcc agaaatttcc 480 
aggaaaaata atgggaataa ccagcaagta cctgtcaaga atgaagtaga tcattgtgaa 540 
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aatttgaaga aggtggacac aaagccttct 
gaagacatgt tttctgagaa acaggacata 
aagaaaaagc ttcaggagaa aagagaagga 
cgaacatgta gaaagaacaa gaaaaggggt 
agtgatctaa agcttgtgtg cagtgacttt 
gtaagaagct ggtgtataca ggaaagcact 
gcaagcagtt tacctgctgc ccagagagag 
aaatgtgtgg acaagttctg ctccgattcc 
gtgcgtgcca gccggggcag ctgggggagc 
aagaagccca tggtggacgc ccagcacttc 
gattttcctt ctgaagctGc catctccttg 
accgtgaata gtctcccaca atacgcagag 
acaggtgttg aagaagataa aggtctttac 
gtgtgtgtga caagcagctt aaactgcacc 
gagtcagccc cggttcataa tagtttcatt 
tccagcgcat actgtccatt ggaattgaac 
aactatgcca atggcttccc ctgtcctgca 
tctcagtcta cctggaacac cccacccaac 
atcagctctc cgccctacct cacaagcacc 
ggttccatct gggccccgca aagcgatgtg 
acggaacatt cgacccacat ggaaaaccaa 
ttcaacccgt ttcgcgccta tatgaacctg 
gcaaatttcc cactgtctag agactcgagt 
ttttaaacaa tgtgaataaa gaggcttgtg 
gatagattat gacattggtg gatattttgg 



tcagaaaaga agattcacaa aacatctaga 600 
cctttcgtag agcaagaaga tccttatagg 660 
aatttacaaa atttaaattg gggtaaaagt 720 
gttgctccag tctcaaggcc tcctgaacag 780 
gagaggtctg agctgagcag tgacatcaat 840 
agggaggttt gtaaagcaga tgccgaaatt 900 
gcagaaggtt actaccagaa gcctgagaag 960 
agctctgact gtgggagctc ctctggcagc 1020 
tggagcagca ccagcagctc cgacggggat 1080 
ctgccggccg gagacagtgt ttcacaaaat 1140 
aatctttctc ataacatctg caatcccatg 1200 
ccttcctgtc ccagccttcc tgccgggccc 1260 
tcacctggag acctgtggcc cactccgcca 1320 
ctggagaacg gcgtgccttg tgtgattcag 1380 
gattggagtg caacatgcga aggccagttt 1440 
gattacaatg cctttccaga agaaaacatg 1500 
gatgttcaga cagactttat tgatcacaac 1560 
atgcctgctg cctggggaca tgccagtttc 1620 
cgaagcttgt ctccaatgtc tggacttttt 1680 
tatgaaaatt gctgccccat caaccccacc 1740 
gcggtcgtgt gcaaggaata ctacccgggg 1800 
gacatatgga ctaccacagc gaataggaat 1860 
tactgtggga atgtgtgaaa ataattggat 1920 
ttttgattac tagtgtaaac tggttattga 1980 
cacttttata tgaaaataaa ttttttaatg 2040 



<210> 11686 
<211> 585 
<212> PRT 

<213> Homo sapiens 



<400> 11686 



Met 


Arg 


Glu 


Asn 


Trp 


1 le 


Ser 


Leu 


Arg 


Tyr 


Ala 


Ser 


Gly 


1 le Asn 


Val 


1 








5 










10 








15 




Asn 


Leu 


Gin 


Lys 


Asn 


Leu 


Thr 


Leu 


Pro 


Lys 


Asn 


Leu 


Leu 


Asn Lys 


Glu 








20 










25 










30 




Giu 


Asn 


Thr 


Leu 


Lys 


Asn 


Thr 


1 le 


Val 


Phe 


Ser 


Asn 


Pro 


Ser Ser 


Glu 






35 










40 










45 






Cys 


Ser 


Met 


Lys 


Glu 


Gly 


Val 


Gin 


Thr 


Cys 


Met 


Phe 


Pro 


Lys Glu 


Thr 




50 










55 










60 








Asp 


1 la 


Lys 


Thr 


Ser 


Glu 


Asn 


Thr 


Ala 


Glu 


Phe 


Lys 


Glu 


Arg Glu 


Leu 


65 










70 










75 








80 


Cys 


Pro 


Leu 


Lys 


Thr 


Ser 


Lys 


Lys 


Leu 


Pro 


Glu 


Asn 


His 


Leu Pro 


Arg 










85 










90 








95 




Asn 


Ser 


Pro 


Gin 


Tyr 


His 


Gin 


Pro 


Asp 


Leu 


Pro 


Glu 


1 le 


Ser Arg 


Lys 








100 










105 










110 




Asn 


Asn 


Gly 


Asn 


Asn 


Gin 


Gin 


Val 


Pro 


Val 


Lys 


Asn 


Glu 


Val Asp 


His 



-5186/13211- 







1 15 








120 








125 








Cys 


Glu 


Asn 


Leu Lys 


Lys 


Val 


Asp Thr 


Lys 


Pro 


Ser 


Ser 


Glu 


Lys 


Lys 




130 








135 








140 










1 le 


His 


Lys 


Thr Ser 


Arg 


Glu 


Asp Met 


Phe 


Ser 


Glu 


Lys 


Gin 


Asp 


1 le 


145 








150 








155 










160 


Pro 


Phe 


Val 


Glu Gin 


Glu 


Asp 


Pro Tyr 


Arg 


Lys 


Lys 


Lys 


Leu 


Gin 


Glu 








165 








170 










175 




Lys 


Arg 


Glu 


Gly Asn 


Leu 


Gin 


Asn Leu 


Asn 


Trp Gly 


Lys 


Ser 


Arg Thr 








180 






185 










190 






Cys 


Arg 


Lys 


Asn Lys 


Lys 


Arg 


Gly Val 


Ala 


Pro 


Val 


Ser 


Arg 


Pro 


Pro 






195 








200 








205 








Glu 


Gin 


Ser 


Asp Leu 


Lys 


Leu 


Val Cys 


Ser 


Asp 


Phe 


Glu 


Arg 


Ser 


Glu 




210 








215 








220 










Leu 


Ser 


Ser 


Asp 1 1 e 


Asn 


Val 


Arg Ser 


Trp 


Cys 


1 le 


Gin 


Glu 


Ser 


Thr 


225 








230 








235 










240 


Arg 


Glu 


Val 


Cys Lys 


Ala 


Asp 


Ala Glu 


1 le 


Ala 


Ser 


Ser 


Leu 


Pro 


Ala 








245 








250 










255 




Ala 


Gin 


Arg 


Glu Ala 


Glu 


Gly 


Tyr Tyr 


Gin 


Lys 


Pro 


Glu 


Lys 


Lys 


Cys 








260 






265 










270 






Val 


Asp 


Lys 


Phe Cys 


Ser 


Asp 


Ser Ser 


Ser 


Asp Cys 


Gly 


Ser 


Ser 


Ser 






275 








280 








285 








Gly 


Ser 


Val 


Arg Ala 


Ser 


Arg 


Gly Ser 


Trp 


Gly 


Ser 


Trp 


Ser 


Ser 


Thr 




290 








295 








300 










Ser 


Ser 


Ser 


Asp Gly 


Asp 


Lys 


Lys Pro 


Met 


Val 


Asp 


Ala 


Gin 


His 


Phe 


305 








310 








315 










320 


Leu 


Pro 


Ala 


Gly Asp 


Ser 


Val 


Ser Gin 


Asn 


Asp 


Phe 


Pro 


Ser 


Glu 


Ala 








325 








330 










335 




Pro 


1 le 


Ser 


Leu Asn 


Leu 


Ser 


His Asn 


1 le 


Cys Asn 


Pro 


Met 


Thr 


Val 








340 






345 










350 






Asn 


Ser 


Leu 


Pro Gin 


Tyr 


Ala 


Glu Pro 


Ser 


Cys 


Pro 


Ser 


Leu 


Pro 


Ala 






355 








360 








365 








Gly 


Pro 


Thr 


Gly Val 


Glu 


Glu 


Asp Lys 


Gly 


Leu 


Tyr 


Ser 


Pro 


Gly Asp 




370 








375 








380 










Leu 


Trp 


Pro 


Thr Pro 


Pro 


Val 


Cys Val 


Thr 


Ser 


Ser 


Leu 


Asn 


Cys 


Thr 


385 








390 








395 










400 


Leu 


Glu 


Asn 


Gly Val 


Pro 


Cys 


Va 1 Me 


Gin 


Glu 


Ser 


Ala 


Pro 


Val 


His 








405 








410 










415 




Asn 


Ser 


Phe 


1 1 e Asp 


Trp 


Ser 


Ala Thr 


Cys 


Glu 


Gly 


Gin 


Phe 


Ser 


Ser 








420 






425 










430 






Ala 


Tyr 


Cys 


Pro Leu 


Glu 


Leu 


Asn Asp 


Tyr 


Asn 


Ala 


Phe 


Pro 


Glu 


Glu 






435 








440 








445 








Asn 


Met 


Asn 


Tyr Ala 


Asn 


Gly 


Phe Pro 


Cys 


Pro 


Ala 


Asp 


Val 


Gin 


Thr 




450 








455 








460 










Asp 


Phe 


1 le 


Asp His 


Asn 


Ser 


Gin Ser 


Thr 


Trp Asn 


Thr 


Pro 


Pro 


Asn 


465 








470 








475 










480 


Met 


Pro 


Ala 


Ala Trp 


Gly 


His 


Ala Ser 


Phe 


1 le 


Ser 


Ser 


Pro 


Pro 


Tyr 








485 








490 










495 




Leu 


Thr 


Ser 


Thr Arg 


Ser 


Leu 


Ser Pro 


Met 


Ser Gly 


Leu 


Phe 


Gly Ser 
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500 



1 le 


Trp Ala 


Pro 


Gin 


Ser Asp Val 






515 






520 


Pro 


Thr 


Thr 


Glu 


His 


Ser Thr His 




530 








535 


Lys 


Glu 


Tyr 


Tyr 


Pro 


Gly Phe Asn 


545 










550 


Asp 


1 le 


Trp 


Thr 


Thr 


Thr Ala Asn 










565 




Arg Asp 


Ser 


Ser 


Tyr 


Cys Gly Asn 



580 



505 510 
Tyr G I u Asn Cys Cys Pro I I e Asn 
525 

Met Glu Asn Gin Ala Val Val Cys 
540 

Pro Phe Arg Ala Tyr Met Asn Leu 
555 560 
Arg Asn Ala Asn Phe Pro Leu Ser 
570 575 

Val 

585 



<210> 11687 
<211> 1088 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (92) . . (955) 

<400> 11687 

attgcccgcg cggtgaggga gcgtggtctc 
gcagttgtgt ccagocggtc acggggcggc 
gaaggcgccg tgccgagctg ggactgagga 
gacgoccgag gacagggagg tgcgtctgca 
tcgaagacaa acaaaaacat ctttggaagt 
gtttataatt gctataggaa ataatgcagt 
aggagtctgg gaggaagttg gttgtgctaa 
cactacacat ctgtcctcca oagaggottt 
ctcggttttt ctctgtoggt gcagttgcta 
ggaaaaggtt tttggctctt gtccaaggaa 
acatgttaco gattataaaa octcagaatc 
agccctaaaa acacagaatt tcaaagactc 
tatagtacac gaccttcctg cagoagttct 
aattctgtac ttgtgttata ctgatgtgat 
taagcctata ctttctacca gaagcttgaa 
tgagatacta aagaaattga tgacaacaaa 
ttaaacattg ttttgtagtg tatattactt 
tcttttgtag attacttttg ggggatatat 
aaaaaact 



gcgcaagccg gcgtgcggtc cggcggcgct 60 
tatggcggcc acgttcttcg gagaggtggt 120 
cgaagaggag gaggaggagg ggoggaggga 180 
gctggcgcgg aagagggaag tgcggctcct 240 
ttctttgcta gaaaaatatc cgtgctccaa 300 
agoatttctg toatoatttg ttatgaattc 360 
aotctggaat gaatggtgta gaacaacaga 420 
ttgtgtgttt tatcatctaa aatccaatcc 480 
tgttgcagaa gatcaacagt atcagtggct 540 
gaacatgcag ataactattc tcacatgtcg 600 
caccggcagc ottccttctc ctttcctgag 660 
ggcgtgttgt ccattgotag aacaaccgaa 720 
aagotactgt caagtatgga aaatcccggc 780 
gaaattagac ctaatcacag tggaagcttt 840 
gggtttggtt aagaatattc cccaaagcac 900 
tgagattcag agtaacattt atacatgatc 960 
gtccattcct ttaaggggag cagcctgcac 1020 
tttgagaatg atgaaaogga ataaaattgt 1080 

1088 



<210> 11688 
<211> 288 
<212> PRT 

<213> Homo sapiens 
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<400> 11688 
















Met Ala Ala Thr 


Phe 


rne u i y u i u 


va 1 


va 1 Lys Aia rro 


Cys 


Arg Ala 


1 


5 






1 n 
1 u 




15 




Gly Thr Glu Asp Glu 


^iii /^iii /^iii 

U 1 U U 1 U u 1 u 


1^ 1 1 1 

U 1 u 


u 1 u u 1 y Arg Arg 


u 1 U 


Thr 


Pro 


20 






/.o 










Glu Asp Arg Glu 


Val 


Arg Leu Gin 


Leu 


AIA 

Ala Arg Lys Arg 


u 1 U 


Val 


Arg 


35 




40 




A n 
4b 








Leu Leu Arg Arg Gin 


Thr Lys Thr 


Ser 


Iaii /^Iii 

Leu u 1 u va 1 oer 


Leu 


Leu 


Glu 


50 




55 




bO 








Lys Tyr Pro Cys Ser 


Lys Phe Me 


1 le 


A 1 a lie u 1 y Asn 


Asn 


Ala 


Val 


65 




70 




/o 






80 


Ala Phe Leu Ser 


Ser 


Phe Val Met 


Asn 


oer u 1 y vai irp 


U 1 u 


Glu 


Val 




85 










95 




Gly Cys Ala Lys 


Leu 


Trp Asn Glu 


Trp 


Cys Arg Thr Thr 


A AM 

Asp 


Thr 


Thr 


100 






105 




1 10 






His Leu Ser Ser 


Thr 


Glu Ala Phe Cys 


va 1 rne I yr His 


Leu 


Lys 


Ser 


115 




120 




1 25 








Asn Pro Ser Val 


Phe 


Leu Cys Arg Cys 


ber Oys lyr Val 


Ala 


Glu Asp 


130 




135 




140 








Gin Gin Tyr Gin Trp 


Leu Glu Lys Val 


rne bly Ser Cys 


Pro 


Arg Lys 


145 




150 




i Cd 






160 


Asn Met Gin lie 


Thr 


1 le Leu Thr Cys 


Arg His Val Ihr 


Asp 


Tyr 


Lys 




165 






1 /O 




175 




Thr Ser Glu Ser 


Thr 


Gly Ser Leu 


Pro 


oer rro rhe Leu 


Arg 


Ala 


Leu 


180 






185 




190 






Lys Thr Gin Asn 


Phe 


Lys Asp Ser 


Ala 


Cys Cys Pro Leu 


Leu 


Glu 


Gin 


195 




200 




r\ r\ 

205 








Pro Asn Me Val 


His 


Asp Leu Pro 


Ala 


Ala Val Leu Ser 


Tyr 


Cys 


Gin 


210 




215 




220 








Va 1 Trp Lys 1 1 e 


Pro 


Ala Me Leu 


Tyr 


Leu Cys Tyr Thr 


Asp 


Val 


Met 


225 




230 




235 






240 


Lys Leu Asp Leu 


1 le 


Thr Val Glu 


Ala 


Phe Lys Pro Me 


Leu 


Ser 


Thr 




245 






250 




255 




Arg Ser Leu Lys 


Gly 


Leu Val Lys 


Asn 


1 1 e Pro G 1 n Ser 


Thr 


Glu 


1 le 


260 






265 




270 






Leu Lys Lys Leu 


Met 


Thr Thr Asn 


Glu 


Me Gin Ser Asn 


1 le 


Tyr 


Thr 


275 




280 




285 









<210> 11689 
<211> 3097 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (267) . . (2750) 
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<400> 11689 

gagaatggct caactctcca aatagagaga 
ctgccgatta tataaaatac tgggagtttg 
aacagcttta tccaaaggaa aacgatttgg 
agaagaaaga tacagagaga aatgacatac 
ttcataaatt tcgccgcacg tcagtcatgc 
tccagactca agagaacttt ccggccaatt 
gttctctggt aactacacaa aggaagttga 
aactggctag agctgttctg aatccaaacc 
ctacaacatc tgagagaatt attgcgtact 
caatagaaac tgcatatgct atggtgaaac 
ttcatggacc acctggaaca ggaaaatcaa 
tgacagagaa ccagaggaag gggcattcag 
accgtgtcct cgtgtgtgca ccttccaatg 
tccttgaatt caaagaaaaa tgtaaagaca 
taaatttagt acgactgggt ccagaaaagt 
tggacagcca agtaaaccac agaatgaaaa 
ataaaagaaa ggaatttcta gattatcagc 
gccgaggtgg acgggaaata cagaggcaag 
aggaaaggca ggaacttgct tctaaaatta 
agagtatcat catcttagag tcccatatca 
tactacttga gtctgctttc cgtgggcaag 
atgaggctgg acagtcttgt gaaattgaga 
agctcatcct agtaggagat cctaagcagc 
aggagtatgg ctacgaccag tcaatgatgg 
tagaacacaa catgatcagc aggctgccca 
atccagacat atgcctcttc ccttctaatt 
gacagacaga agccattcga tgttcatcag 
atgttggaga tggttcagaa agacgggata 
aactggtgat ggaaataatt aagcttatta 
acattggcat aataactcat tacaaggccc 
aagagttcga tagaaaagga ccagcagaag 
agaaggattg tgttattgtt acgtgtgtca 
tcctggcaag tttgcagaga ttgaatgtca 
tcctcggaca tttgaggacc ctgatggaaa 
ctcagaagcg tggtgccatt attaagacct 
agattctgaa actcaagcct gtgctgcaga 
cagaggggtc cagaccccag ggtggtttgc 
agacatctgt tgctgcttct ctataccaca 
ctgttacttc aaaggaccct gaaagacctc 
tgctgaagag gatgggcatt gaggtcaaag 
cgagccccca gcatcctgga gcaacacctc 
accaggacct gagccatata cagcagcccg 
aacctcccgt gcggggcgaa cctccagctg 
aatgtgatga cccggaagag gagctctgtc 
gggagcagga gaagtgtggt tccgagaccc 
agaggacact ggagcaggag gacagcagtt 



atttctatca gttgcaagta cgaaaatttc 60 
cagtttatct ggaagaatgt gaactggcta 120 
tgtttttagc tcctgagaga ataaatgaag 180 
aagatctcca cgaatatcat tctggttatg 240 
gtaatgggaa aactgagtgt tacctttcca 300 
taaacgaact tgtgaattgt attgtaatca 360 
aagccatgtc tctgttgggt agtcggaacc 420 
ctatggactt ctgtacaaaa gatttactga 480 
taagagattt caatgaagat caaaagaaag 540 
actcaccatc agttgccaaa atctgcttga 600 
aaactattgt tggcctcctc tatcgtctac 660 
acgaaaactc caatgccaaa atcaaacaaa 720 
cagctgttga tgaactcatg aaaaaaatta 780 
agaagaatcc tttaggaaac tgtggagata 840 
ctattaatag tgaggttcta aagttcagtt 900 
aagagttacc ttctcatgtt caggcgatgc 960 
tggatgagct ttcccggcag cgagctctat 1020 
aattagatga aaacatttcc aaagtttcta 1080 
aagaggttca aggacgccca cagaaaacac 1140 
tctgctgcac gttgagcaca agtggtggtt 1200 
ggggtgtccc cttcagctgt gtcattgttg 1260 
ctcttactcc actcatccat cgctgcaata 1320 
tccctccgac agtcatctct atgaaagcac 1380 
ctcgcttctg cagactgctg gaagagaatg 1440 
ttctacagct cactgttcag tacaggatgc 1500 
atgtttataa cagaaactta aaaacaaata 1560 
attggccatt tcagccatac cttgtgtttg 1620 
atgactcata tataaatgtt caagaaataa 1680 
aagacaaaag aaaggatgtt agttttcgaa 1740 
agaagacgat gattcagaag gatttggaca 1800 
tagacactgt ggatgcattc cagggtcggc 1860 
gagcaaatag catccaaggt tcaattggat 1920 
ccatcacacg agccaagtac agcctcttca 1980 
accagcattg gaatcagctg attcaggatg 2040 
gtgacaaaaa ctatagacat gatgcagtga 2100 
gaagtctcac tcaccctcct accatagccc 2160 
ccagcagcaa gctagacagt ggatttgcca 2220 
caccctctga ctccaaggaa attactctta 2280 
ctgttcatga ccaacttcag gacccacgac 2340 
gaggaatatt cctttgggat ccacaaccct 2400 
ctacgggcga gccgggcttc cctgtcgttc 2460 
ctgctgtagt ggctgctctg agcagccaca 2520 
ccagtcccga ggcttccacg tgtcagagca 2580 
acaggagaga ggccagggct ttcagtgaag 2640 
atcacaccag gaggaactct aggtgggaca 2700 
ccaagaaaag aaagctttta taggaaagcc 2760 
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cagtgacatg ggccagcagc cacagcatat 
catctagata agcttgtttt ttgtaaggag 
catccttaac acctgagcct ctggtcatct 
cagagggcat tgtgtatccg taataatgtc 
cttagtcttc tatagacaag gaggtcagac 
tatttgtata gcaaataaca aaatcctttt 



tgtaaactga agatgaccag ctcgtgggac 2820 
tttgtgtgct gttggaaaac atggaaaatg 2880 
tcagtatttt ctgtcatttg caaaagcttt 2940 
cttgaagtca gagactggaa atgttgatct 3000 
tggagtgaat gttgtaaaag ttgaaatgta 3060 
aaaattt 3097 



<210> 11690 
<211> 828 
<212> PRT 

<213> Homo sapiens 



<400> 11690 












Met 


Arg Asn 


Gly 


Lys 


Thr 


Glu 


Cys 


1 






5 








Asn 


Phe Pro 


Ala 


Asn 


Leu 


Asn 


Glu 






20 










Ser 


Leu Val 


Thr 


Thr 


Gin 


Arg 


Lys 




35 










40 


Ser 


Arg Asn 


Gin 


Leu 


Ala 


Arg 


Ala 




50 








55 




Phe 


Cys Thr 


Lys 


Asp 


Leu 


Leu 


Thr 


65 








70 






Tyr 


Leu Arg 


Asp 


Phe 


Asn 


Gtu 


Asp 








85 








Tyr 


Ala Met 


Val 


Lys 


His 


Ser 


Pro 






100 










His 


Gly Pro 


Pro 


Gly 


Thr 


Gly 


Lys 




115 










120 


Tyr 


Arg Leu 


Leu 


Thr 


Glu 


Asn 


Gin 




130 








135 




Ser 


Asn Ala 


Lys 


1 le 


Lys 


Gin 


Asn 


145 








150 






Asn 


Ala Ala 


Val 


Asp 


Glu 


Leu 


Met 








165 








Glu 


Lys Cys 


Lys 


Asp 


Lys 


Lys 


Asn 






180 










Asn 


Leu Val 


Arg 


Leu 


Gly 


Pro 


Glu 




195 










200 


Lys 


Phe Ser 


Leu 


Asp 


Ser 


Gin 


Val 




210 








215 




Pro 


Ser His 


Val 


Gin 


Ala 


Met 


His 


225 








230 






Gin 


Leu Asp 


Glu 


Leu 


Ser 


Arg 


Gin 








245 








Glu 


1 le Gin 


Arg 


Gin 


Glu 


Leu 


Asp 



260 



Tyr 


Leu 


Ser 1 le 


Gin Thr Gin 


Glu 




10 




15 




Leu 


Val 


Asn Cys 


1 le Val 1 le 


Ser 


25 






30 




Leu 


Lys 


Ala Met 


Ser Leu Leu 


Gly 








45 




Val 


Leu 


Asn Pro 


Asn Pro Met Asp 






60 






Thr 


Thr 


Ser Glu 


Arg Me Me 


Ala 






75 




80 


Gin 


Lys 


Lys Ala 


1 le Glu Thr 


Ala 




90 




95 




Ser 


Val 


Ala Lys 


1 1 e Cys Leu 


1 le 


105 






110 




Ser 


Lys 


Thr 1 le 


Val Gly Leu 


Leu 








125 




Arg 


Lys 


Gly His 


Ser Asp Glu 


Asn 






140 






Arg 


Val 


Leu Val 


Cys Ala Pro Ser 






155 




160 


Lys 


Lys 


lie Me 


Leu Glu Phe 


Lys 




170 




175 




Pro 


Leu 


Gly Asn Cys Gly Asp 


1 le 


185 






190 




Lys 


Ser 


1 1 e Asn 


Ser Glu Val 


Leu 








205 




Asn 


His 


Arg Met Lys Lys Glu 


Leu 






220 






Lys 


Arg 


Lys Glu 


Phe Leu Asp Tyr 






235 




240 


Arg 


Ala 


Leu Cys Arg Gly Gly 


Arg 




250 




255 




Gtu 


Asn 


1 le Ser 


Lys Val Ser 


Lys 


265 






270 
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Glu Arg Gin Glu Leu Ala Ser Lys lie Lys Glu Val Gin Gly Arg Pro 

275 280 285 

Gin Lys Thr Gin Ser lie Me lie Leu Glu Ser His Me Me Cys Cys 

290 295 300 

Thr Leu Ser Thr Ser Gly G1y Leu Leu Leu Glu Ser Ala Phe Arg Gly 
305 310 315 320 

Gin Gly Gly Val Pro Phe Ser Cys Val Me Val Asp Glu Ala Gly Gin 

325 330 335 

Ser Cys Glu Me Glu Thr Leu Thr Pro Leu I le His Arg Cys Asn Lys 

340 345 350 

Leu Me Leu Val Gly Asp Pro Lys Gin Leu Pro Pro Thr Val Me Ser 

355 360 365 

Met Lys Ala Gin Glu Tyr Gly Tyr Asp Gin Ser Met Met Ala Arg Phe 

370 375 380 

Cys Arg Leu Leu Glu Glu Asn Val Glu His Asn Met Me Ser Arg Leu 
385 390 395 400 

Pro II e Leu G I n Leu Thr Va I Gin Tyr Arg Met His Pro Asp Me Cys 

405 410 415 

Leu Phe Pro Ser Asn Tyr Val Tyr Asn Arg Asn Leu Lys Thr Asn Arg 

420 425 430 

G I n Thr Glu Ala Me Arg Cys Ser Ser Asp Trp Pro Phe G I n Pro Tyr 

435 440 445 

Leu Val Phe Asp Val Gly Asp Gly Ser Glu Arg Arg Asp Asn Asp Ser 

450 455 460 

Tyr Me Asn Val Gin Glu Me Lys Leu Val Met Glu Me Me Lys Leu 
465 470 475 480 

I le Lys Asp Lys Arg Lys Asp Val Ser Phe Arg Asn I le Gly Me Me 

485 490 495 

Thr His Tyr Lys Ala Gin Lys Thr Met Me Gin Lys Asp Leu Asp Lys 

500 505 510 

Glu Phe Asp Arg Lys Gly Pro Ala Glu Val Asp Thr Val Asp Ala Phe 

515 520 525 

Gin Gly Arg Gin Lys Asp Cys Val I le Val Thr Cys Val Arg Ala Asn 

530 535 540 

Ser Me Gin Gly Ser Me Gly Phe Leu Ala Ser Leu Gin Arg Leu Asn 
545 550 555 560 

Val Thr Me Thr Arg Ala Lys Tyr Ser Leu Phe Me Leu Gly His Leu 

565 570 575 

Arg Thr Leu Met Glu Asn Gin His Trp Asn Gin Leu I le Gin Asp Ala 

580 585 590 

Gin Lys Arg Gly Ala Me Me Lys Thr Cys Asp Lys Asn Tyr Arg His 

595 600 605 

Asp A I a Va I Lys I I e Leu Lys Leu Lys Pro Va I Leu Gin Arg Ser Leu 

610 615 620 

Thr His Pro Pro Thr Me Ala Pro Glu Gly Ser Arg Pro Gin Gly Gly 
625 630 635 640 

Leu Pro Ser Ser Lys Leu Asp Ser Gly Phe Ala Lys Thr Ser Val Ala 
645 650 655 
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Ala 


Ser 


Leu 


Tyr 


His 


Thr Pro Ser Asp 


Ser 


Lys 


Glu 


1 le 


Thr 


Leu 


Thr 








660 




665 










670 






Val 


Thr 


Ser 


Lys 


Asp 


Pro Glu Arg Pro 


Pro 


Val 


His 


Asp 


Gin 


Leu 


Gin 






675 






680 








685 








Asp 


Pro Arg 


Leu 


Leu 


Lys Arg Met Gly 


1 le 


Glu 


Val 


Lys 


Gly 


Gly 


1 le 




690 








695 






700 










Phe 


Leu 


Trp 


Asp 


Pro 


Gin Pro Ser Ser 


Pro 


Gin 


His 


Pro 


Gly 


Ala 


Thr 


705 










710 




715 










720 


Pro 


Pro 


Thr 


Gly 


Glu 


Pro Gly Phe Pro 


Val 


Val 


His 


Gin 


Asp 


Leu 


Ser 










725 




730 










735 




His 


1 le 


Gin 


Gin 


Pro 


Ala Ala Val Val 


Ala 


Ala 


Leu 


Ser 


Ser 


His 


Lys 








740 




745 










750 






Pro 


Pro 


Val 


Arg 


Gly 


Glu Pro Pro Ala 


Ala 


Ser 


Pro 


Glu 


Ala 


Ser 


Thr 






755 






760 








765 








Cys 


Gin 


Ser 


Lys 


Cys 


Asp Asp Pro Glu 


Glu 


Glu 


Leu 


Cys 


His 


Arg 


Arg 




770 








775 






780 










Glu 


Ala 


Arg 


Ala 


Phe 


Ser Glu Gly Glu 


Gin 


Glu 


Lys 


Cys 


Gly 


Ser 


Glu 


785 










790 




795 










800 


Thr 


His 


His 


Thr 


Arg 


Arg Asn Ser Arg 


Trp 


Asp Lys 


Arg 


Thr 


Leu 


Glu 










805 




810 










815 




Gin 


Glu Asp 


Ser 


Ser 


Ser Lys Lys Arg 


Lys 


Leu 


Leu 











820 825 



<210> 11691 
<211> 2652 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (128). . (496) 

<400> 11691 

gattgcaaag gaaaaattag atcaattaaa gcaggagttt gaattctggt atcotgttga 60 

tcttcgcgtc tctggcaagg atcttgttcc aaatcatctt toatattacc tttataatca 120 

tgtggctatg tggccggaac aaagtgacaa atggcctaca gctgtgagag caaatggaca 180 

tctcctcctg aactctgaga agatgtcaaa atocacaggo aacttcctca otttgaccca 240 

agctattgac aaattttcag cagatggaat gcgtttggct ctggctgatg ttggtgacac 300 

tgtagaagat gccaactttg tggaagccat ggcagatgca ggtattotcc gtctgtacac 360 

ctgggtagag tgggtgaaag aaatggttgc caactgggac agcctaagaa gtggtcctgc 420 

cagcactttc aatgatagag tttttgccag tgaattgaat gcaggaatta taaaaacaga 480 

tcaaactatg aaaagatgat gtttaaagaa gctttgaaaa cagggttttt tgagtttcag 540 

gccgcaaaag ataagtaccg tgaattggct gtggaaggga tgcaoagaga acttgtgttc 600 

cggtttattg aagttcagac acttctcctc gctccattct gtccacattt gtgtgagcac 660 

atctggacac tcctgggaaa gcctgactca attatgaatg cttcatggcc tgtggcaggt 720 

Gctgttaatg aagttttaat acactcctoa cagtatctta tggaagtaao acatgaoctt 780 

agactacgac tcaagaaota tatgatgcca gctaaaggga agaagactga oaaacaacco 840 
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ctgcagaagc cctcacattg caccatctat 
accaccctgt ctgttctacg taaacacttt 
aaagtcattg ctagtgaact aggcagtatg 
atgccatttg ttgccatgat taaggaaaat 
ttgcaattag aatttgatga aaaggctgtg 
tcgcttgagc tagaacacat agaagtcaag 
gaagactgct gtcctgggaa accacttaat 
tctctggtga atccccagcc atccaatggc 
ggagataact gtgattccat aatcaggcgt 
ctttccaaag tgaaactgat gagatttgat 
gtcctgggaa aggagtacac cgagaagacc 
gacctcatga goaagaaaat tcatctgact 
acaataatct atctggttca ttaaactcat 
gaatactact actctgattg tgtctactga 
atagattgat ttcatttcta accatccaat 
tctttgattc ctggacctaa taaatttttt 
gtttttgcca aactcttttt aaaaaacaaa 
ttaagatgaa cataaaagtg tcagtatgct 
gaaggctaag gtgtacctaa cagcttttta 
ttttttttaa aaaagaaaag tagtaaatta 
catgatgatt taaaagaact aatgagaata 
tgtataaaga acaaataggt cctgcatttt 
ctaagaacca ataatggctt cttcaaggct 
acctacacta aatatgggca ttttaaaaga 
atttactaaa tttgtcttaa gtccaattgt 
gctcacacct ataatcccag cactttggga 
agtttgagac cagcctgacc aacatggtga 
agcttggcat ggtggcgggt acctgtaatc 
tcgcttgaac ctgggagacc gaggttgcag 
ttaggcaaca agagtgaaac tctgtctcaa 
gtcatgctga ct 



gtggcaaaga actatccacc ttggcaacat 900 
gaggccaata acggaaaact gcctgacaac 960 
ccagaactga agaaatacat gaagaaagtc 1020 
ctggagaaga tggggcctcg tattctggat 1080 
cttatggaga atatagtcta tctgactaat 1140 
tttgcctccg aagcagaaga taaaatcagg 1200 
gtttttagaa tagaacctgg tgtgtccgtt 1260 
cacttctcaa ccaaaattga aatcaggcaa 1320 
ttaatgaaaa tgaatcgagg aattaaagac 1380 
gatccactgt tggggcctcg acgagttcct 1440 
cccatttctg agcatgctgt tttcaatgtg 1500 
gagaatggga taagggtgga tattggcgat 1560 
gcacattgga gatttatcct ggtttcttag 1620 
ttggctatca gaaccttagg ctggacctaa 1680 
tctgcatgta ttcataattc tatcaagtca 1740 
ttccctttct ttgggtgtcc aagagaaatg 1800 
ttgttgctat ttcctagaag tttctggttt 1860 
tcttttatga ggtgtacttt atactttgat 1920 
tagtatattc atttatggag ttagctgtat 1980 
gcagcttttt tttttaaatg aagagaactt 2040 
ttttgacttg acttcaatta ctaagtattt 2100 
ataagacttt ttaaagcttt aattattcaa 2160 
aatatcaata gtttataagc agtatatttc 2220 
agattccccc cttccccccc agaaatctgc 2280 
gtttaaaggt catgctggtc gggtgtggtg 2340 
ggccaaggtg ggcagtcacc tgaggtcagg 2400 
aaccccgtct ctactaaaaa tacaaaaatt 2460 
ccagctgctt gggagtgtga ggcaggagaa 2520 
tgagctgaaa ccgtgccatt gcactccagc 2580 
tcaatccatc aatcaatcaa taaaatagag 2640 

2652 



<210> 11692 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 11692 

Met Trp Pro Glu Gin Ser Asp Lys Trp Pro Thr Ala Val Arg Ala Asn 

15 10 15 

Gly His Leu Leu Leu Asn Ser Glu Lys Met Ser Lys Ser Thr Gly Asn 

20 25 30 

Phe Leu Thr, Leu Thr Gin Ala Me Asp Lys Phe Ser Ala Asp Gly Met 

35 40 45 

Arg Leu Ala Leu Ala Asp Val Gly Asp Thr Val Glu Asp Ala Asn Phe 

50 55 60 

Va I Glu Ala Met A I a Asp Ala Gly Me Leu Arg Leu Tyr Thr Trp Va I 
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65 70 75 80 

Glu Trp Val Lys Glu Met Val Ala Asn Trp Asp Ser Leu Arg Ser Gly 

85 90 95 

Pro Ala Ser Thr Phe Asn Asp Arg Val Phe Ala Ser Glu Leu Asn Ala 

100 105 110 

Gly Me Me Lys Thr Asp Gin Thr Met Lys Arg 
115 120 



<210> 11693 
<211> 2076 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (22). . (1344) 



<400> 11693 

gggacggggt ccgactcaga aatggcggcc tccatgttct acggcaggct agtggccgtg 60 
gccacccttc ggaaccacog gcotcggacg gccoagcaac agcaaaggaa tctctcacta 120 
oatgaataca tgagtatgga attattgcaa gaagctggtg tctccgttcc caaaggatat 180 
gtggcaaagt caccagatga agcttatgca attgccaaaa aattaggttc aaaagatgtc 240 
gtgataaagg cacaggtttt agctggtggt agaggaaaag gaacatttga aagtggcctc 300 
aaaggaggag tgaagatagt tttctctcca gaagaagcaa aagctgtttc ttcacaaatg 360 
attgggaaaa aattgtttao caagcaaacg ggagaaaagg gcagaatatg caatcaagta 420 
ttggtctgtg agcgaaaata tcccaggaga gaatactact ttgcaataac aatggaaagg 480 
tcatttcaag gtcctgtatt aataggaagt tcacatggtg gtgtcaacat tgaagatgtt 540 
gctgctgaga ctcctgaagc aataattaaa gaacctattg atattgaaga aggcatcaaa 600 
aaggaacaag ctctccagct tgcacagaag atgggatttc cacotaatat tgtggaatca 660 
gcagcagaaa aoatggtcaa gctttacagc ctttttctga aatacgatgc aaccatgata 720 
gaaataaatc caatggtgga agattcagat ggagctgtat tgtgtatgga tgcaaagatc 780 
aattttgact ctaattcagc ctatcgccaa aagaaaatct ttgatctaca ggactggacc 840 
caggaagatg aaagggacaa agatgctgct aaggcaaatc tcaactacat tggcctcgat 900 
ggaaatatag gctgcctagt aagtggtgct ggtttggcta tggccacaat ggatataata 960 
aaacttcatg gagggactcc agccaacttc cttgatgttg gtggtggtgc tacagtccat 1020 
caagtaacag aagcatttaa gcttatcact tcagataaaa aggtactggc tattctggtc 1080 
aacatttttg gaggaatcat gcgctgtgat gttattgcac agggtatagt catggcagta 1140 
aaagacttgg aaattaaaat acctgttgtg gtacggttac aaggtacacg agtcgatgat 1200 
gctaaggcac tgatagcgga cagtggactt aaaatacttg cttgtgatga cttggatgaa 1260 
gctgctagaa tggttgtaaa gctctctgaa atagtgacct tagcgaagca agcacatgtg 1320 
gatgtgaaat ttcagttgcc aatatgatct gaaaacccag tggatggctg aaggtgttaa 1380 
atgtgctata atcattaaga atactgtgtt ctgtgttatt gttctttttc tttttagtgt 1440 
gtggagattg taattgccat ctaggcacac aaacatttaa aaggatttgg actgcattta 1500 
attgtaccat tcagaatgga ctgtttgtac gaagcatgta taatgcagtt atcttctttc 1560 
tttcgtcgca gccagtcttt tttgcttctc ctacaaaacg taacttgcaa tttgccagtt 1620 
tattattgtt ggatacaaag ttcttcattg ataagagtcc tataaataag ataaatacga 1680 
agataaagct ttattcttta gtgttaaaat acagtatatc taataactag cctcattagt 1740 
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agagcagtat attaaaacaa tgttttatgt 
tgataaatgt atcaatcact atttataaac 
tctaagtatt ttgatgaagt aactttgtaa 
acactgatta actgcaagtc ttcatgattc 
ttcaaataaa ggcatatata ccaaggactt 
taataaaaat ctcccaatat gaaaaaaaaa 



aaaaagtgtt tatcttcagc accaaataca 1800 
agagctttca aacactcctc agaatattct 1860 
ttatttgaac attgttttaa tcattaggaa 1920 
tgtcatatta agaaacacct gtaggtttgc 1980 
acagacaaaa ttaagaatgt caatttaagt 2040 
aaaaac 2076 



<210> 11694 
<211> 441 
<212> PRT 

<213> Homo sapiens 



P y 



i y 



<400> 11694 
























Met 


Ala Ala Ser 


Met 


Phe 


Tyr 


Gly 


Arg 


Leu 


Val Ala 


Val 


Ala 


Thr 


Leu 


1 




5 










10 








15 




Arg 


Asn His Arg Pro 


Arg 


Thr 


Ala 


Gin 


Gin 


Gin Gin 


Arg 


Asn 


Leu 


Ser 




20 










25 








30 






Leu 


His Glu Tyr Met 


Ser 


Met 


Glu 


Leu 


Leu 


Gin Glu 


Ala 


Gly 


Val 


Ser 




35 








40 








45 








Val 


Pro Lys Gly 


Tyr 


Val 


Ala 


Lys 


Ser 


Pro 


Asp Glu 


Ala 


Tyr 


Ala 


1 le 




50 






55 








60 










Ala 


Lys Lys Leu 


Gly 


Ser 


Lys 


Asp 


Val 


Val 


1 le Lys 


Ala 


Gin 


Val 


Leu 


65 






70 










75 








80 


Ala 


Gly Gly Arg Gly 


Lys 


Gly 


Thr 


Phe 


Glu 


Ser Gly 


Leu 


Lys 


Gly 


Gly 






85 










90 








95 




Val 


Lys 1 le Val 


Phe 


Ser 


Pro 


Glu 


Glu 


Ala 


Lys Ala 


Val 


Ser 


Ser 


Gin 




100 










105 








110 






Met 


Me Gly Lys 


Lys 


Leu 


Phe 


Thr 


Lys 


Gin 


Thr Gly 


Glu 


Lys 


Gly 


Arg 




115 








120 








125 








1 le 


Cys Asn Gin 


Val 


Leu 


Val 


Cys 


Glu 


Arg 


Lys Tyr 


Pro 


Arg 


Arg 


Glu 




130 






135 








140 










Tyr 


Tyr Phe Ala 


1 le 


Thr 


Met 


Glu 


Arg 


Ser 


Phe Gin 


Gly 


Pro 


Val 


Leu 


145 






150 










155 








160 


1 le 


Gly Ser Ser 


His 


Gly 


Gly 


Val 


Asn 


1 le 


Glu Asp 


Val 


Ala 


Ala 


Glu 






165 










170 








175 




Thr 


Pro Glu Ala 


1 le 


1 le 


Lys 


Glu 


Pro 


1 le 


Asp 1 1 e 


Glu 


Glu 


Gly 


1 le 




180 










185 








190 






Lys 


Lys Glu Gin 


Ala 


Leu 


Gin 


Leu 


Ala 


Gin 


Lys Met 


Gly 


Phe 


Pro 


Pro 




195 








200 








205 








Asn 


lie Val Glu 


Ser 


Ala 


Ala 


Glu 


Asn 


Met 


Val Lys 


Leu 


Tyr 


Ser 


Leu 




210 






216 








220 










Phe 


Leu Lys Tyr Asp 


Ala 


Thr 


Met 


1 le 


Glu 


1 le Asn 


Pro 


Met 


Val 


Glu 


225 






230 










235 








240 


Asp 


Ser Asp Gly Ala 


Val 


Leu 


Cys 


Met 


Asp 


Ala Lys 


1 le 


Asn 


Phe 


Asp 






245 










250 








255 




Ser 


Asn Ser Ala 


Tyr 


Arg 


Gin 


Lys 


Lys 


1 le 


Phe Asp 


Leu 


Gin 


Asp 


Trp 




260 










265 








270 
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1 nr 


^ 1 n 

u 1 n 


u 1 U 


Asp 


u 1 U 


Arg Asp Lys Asp 


A 1 * 

Ala 


Ala Lys 


Ala 


Asn 


Leu 


Asn 






Z /O 












285 








Tyr 


1 1 e 


V3 1 y 


Leu 


Asp 


/^l.. 

b 1 y Asn lie Gly 


Cys 


Leu Val 


Ser 


Gly 


Ala 


Gly 












one 




300 










Leu 


A 1 4^ 

A 1 a 


flfiet 


A 1 a 


1 nr 


ll^-i* Aam 11^ 11^ 

Met Asp Me lie 


Lys 


1 II* 
Leu His 


Gly 


/\ 1 
Gly 


Thr 


Pro 












olO 




315 








320 


A 1 o 

A 1 a 


Asn 


rhe 


Leu 


Asp 


Va 1 G 1 y G 1 y G 1 y 


Ala 


Thr Val 


His 


1 

Gin 


Val 


Thr 














330 








o o f— 

335 




U 1 u 


A 1 

A 1 a 


rne 


Lys 


Leu 


lie fhr Ser Asp 


Lys 


Lys Val 


Leu 


Ala 


1 le 


Leu 








O VI A 




345 








350 






va 1 


Asn 


1 1 A 
1 le 


Phe 


Gly 


Gly Me Met Arg 


Cys 


Asp Val 


1 le 


Ala 


Gin 


Gly 






occ 
obb 






360 






365 








1 le 


Val 


Met 


Ala 


Val 


Lys Asp Leu Glu 


1 le 


Lys 1 le 


Pro 


Val 


Val 


Val 




370 








375 




380 










Arg 


Leu 


Gin 


Gly 


Thr 


Arg Val Asp Asp 


Ala 


Lys Ala 


Leu 


1 le 


Ala 


Asp 


385 










390 




395 








400 


Ser 


Gly 


Leu 


Lys 


1 le 


Leu Ala Cys Asp 


Asp 


Leu Asp 


Glu 


Ala 


Ala 


Arg 










405 




410 








415 




Met 


Val 


Val 


Lys 


Leu 


Ser Glu 1 le Val 


Thr 


Leu Ala 


Lys 


Gin 


Ala 


His 








420 




425 








430 






Val 


Asp 


Val 


Lys 


Phe 


G 1 n Leu Pro 1 1 e 















435 440 



<210> 11695 
<211> 2494 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (63) . . (797) 

<400> 11695 

agtagacctt tctgcgagta cgagccaacc ggcagacccg actgaatgct cggattggga 60 
aaatgaaacg gaggaagcaa gatgaagggc agagggaagg ctcctgcatg gctgaggatg 120 
atgctgtgga catcgagcat gagaacaaca accgctttga ggagtatgag tggtgtggac 180 
agaagcggat acgggccacc actctoctgg aaggtggott Gogaggctot ggcttcatca 240 
tgtgcagcgg caaagagaac coggacagtg atgotgactt ggatgtggat ggggatgaca 300 
ctctggagta tgggaagcca caatacacag aggctgatgt catcccctgc acaggcgagg 360 
agcctggtga agccaaggag agagaggcac ttcggggcgc agtcctaaat ggcggccctc 420 
ccagcacgcg catcacacct gagttctcta aatgggccag tgatgagatg ccatccacca 480 
gcaatggtga aagcagcaag caggaggoca tgcagaagac otgcaagaac agcgacatcg 540 
agaaaatcao cgaagattoa gctgtgacca cgtttgaggc totgaaggot cgggtcagag 600 
aacttgaacg gcagctatct ogtggggacc gttacaaatg cctcatctgc atggactcgt 660 
actcgatgcc cctaacgtcc atccagtgtt ggcacgtgca ctgcgaggag tgctggotgo 720 
ggaccctggt gaggtggcat gggggtcggg gaatgggagg ccgctccggg cactgcccag 780 
atgtctgtgc ttatgcotga gcctgcctgg gggaagtggg gagcatggcg caaaggagaa 840 
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cagagccagg agccaggata tttacccgca 
ctccccaact gcaggtttag gaacttctcc 
cccgccccgg tccccgaagg cccactgcat 
ggaggctggc tgtaggtaaa caggaccagg 
ctccttctgc tcctgcccct gttcttcgct 
acagtaataa aaggctcgga cgtgggctct 
gttagggctg cggctgccac agctggaccc 
gcggggctgg ccaggcggtt tgatcctggc 
ctcacagaag ctgcctatgc gtccccagcc 
actggtgcag agagacatgg ctgcaggccc 
gtgtagacca gagccctccc tgttctccct 
caacacgatc acagcgcccg gagacctgcg 
gcaggcctcg cctccagcag ccccacctgc 
tttgtacata cttgcacaca ggttccccat 
acacacacac acatttacac acgcaggact 
cactacctgc tggctcccac ctatggtttg 
gggtggggca gggaggtggg ggttggggga 
cccatactga cagacggaca gacagacatg 
gaccgtgtat gtttacaatg ttgtgtataa 
cctccccctt tggttgtatg attttcttct 
ttcagggttg gctgggagct cggcccatcc 
tgtggtgtcc cttccctctc ccatgtgctc 
gacatggggc acacgcccca agggacatga 
tttataagga gttggggggt agaggcagga 
ttagggggct agaggacagt gctcctggcc 
attagagctg cctttcccag ggaaaaagtg 
ggtgtgatgc tgtgtctgta tattctatac 
acatttgaca tggattaaac cagtataaac 



ggatatttac ccccaggctc gctgcctctc 900 
ccctccatga gttcactgca ttctcccttc 960 
cacacagact ggtgaggcct ggggtcagga 1020 
gccttggccc ctccccctcc cattactaag 1080 
caggagcagc cattaaaatg tcgcccggag 1140 
gtgtcctgat caaaggccgc gtgtaatctc 1200 
agccttgttc tcattactgg ggctcctgct 1260 
gtccccccaa cacaggagcg tgcctgcctg 1320 
tgggctgaca ggaccaaggt ctcagcacac 1380 
aggtgctcac atgcgcacac atggctcatt 1440 
gcagggtgcc aagaagctct gccctcagtg 1500 
gaggatctac ttgtgagcta tctgccccag 1560 
ccccagcctc tgtgacagtg accgtctccc 1620 
gtacatacat gcacatactc aaacatgcgt 1680 
ctggagccag agtagaggct gtggcccagg 1740 
ggggccatac ctgttccagc tctgttccca 1800 
gtagtggggc acggctccta agatccagcc 1860 
caaacaccag actgaagcac atgtaatata 1920 
atgggacaac tcctcgccct ctacctgtcc 1980 
tttttaagaa cccctggaag cagcgcctcc 2040 
acctcttggg gtacctgcct ctctctctcc 2100 
ggtgttcagt ggtgtatatt tcttctccca 2160 
tcctctcctt agtcttagct catggggctc 2220 
aatgggaacc gagctgaagc agaggctgag 2280 
acccagcctc tgctgagaac cattcctggg 2340 
tcgtctcccc gaccctcccg tgggccctgt 2400 
aaaggtactt gtcctttccc tttgtaaact 2460 
agtt 2494 



<210> 11696 
<211> 245 
<212> PRT 

<213> Homo sapiens 
<400> 11696 

Met Lys Arg Arg Lys Gin Asp Glu Gly Gin Arg Glu Gly Ser Cys Met 

15 10 15 

Ala Glu Asp Asp Ala Val Asp Me Glu His Glu Asn Asn Asn Arg Phe 

20 25 30 

Glu Glu Tyr Glu Trp Cys Gly Gin Lys Arg Me Arg Ala Thr Thr Leu 

35 40 45 

Leu Glu Gly Gly Phe Arg Gly Ser Gly Phe Me Met Cys Ser Gly Lys 

50 55 60 

Glu Asn Pro Asp Ser Asp Ala Asp Leu Asp Val Asp Gly Asp Asp Thr 
65 70 75 80 

Leu Glu Tyr Gly Lys Pro Gin Tyr Thr Glu Ala Asp Val Me Pro Cys 
85 90 95 
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1 nr 


u 1 y 


G 1 U 


Glu 


Pro 


Gly 


Glu 


A 1 ^ 1 

Ala Lys 


Glu 


Arg Glu 


Ala Leu Arg Gly 








lUU 








105 






110 


Ala 


Va 1 


Leu 


Asn 


Gly 


Gly 


Pro 


Pro Ser 


Thr 


Arg 1 1 e 


Thr Pro Glu Phe 






lib 










120 






125 


ber 


Lys 


Trp 


Ala 


Ser 


Asp 


G 1 u 


Met Pro 


Ser 


Thr Ser 


Asn Gly Glu Ser 




1 dO 










135 






140 




Ser 


Lys 


Gin 


Glu 


Ala 


Met 


Gin 


Lys Thr 


Cys 


Lys Asn 


Ser Asp Me Glu 


14b 










150 








155 


160 


Lys 


1 le 


Thr 


Glu 


Asp 


Ser 


Ala 


Val Thr 


Thr 


Phe Glu 


Ala Leu Lys Ala 










165 








170 




175 . 


Arg 


Val 


Arg 


Glu 


Leu 


Glu 


Arg 


Gin Leu 


Ser 


Arg Gly 


Asp Arg Tyr Lys 








180 








185 






190 


Cys 


Leu 


tie 


Cys 


Met 


Asp 


Ser 


Tyr Ser 


Met 


Pro Leu 


Thr Ser Me Gin 






195 










200 






205 


Cys 


Trp 


His 


Val 


His. 


Cys 


Glu 


Glu Cys 


Trp 


Leu Arg 


Thr Leu Val Arg 




210 










215 






220 




Trp 


His 


Gly 


Gly 


Arg 


Gly 


Met 


Gly Gly 


Arg 


Ser Gly 


His Cys Pro Asp 


225 










230 








235 


240 


Val 


Cys 


Ala 


Tyr 


Ala 






















245 















<210> 11697 
<211> 2590 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (984). . (1643) 
<400> 11697 

acttttccag atotaggagc accatggaoa cctcgtcaga gatgctggta cggtttggac 60 
ggcgctgtgg acgggcgaag gaaagtacag tottaggtat gtctttatca gcagtgtgaa 120 
aacggactaa tacagtaaat tggtaccagc agagtggggc attgctgaaa agataactga 180 
aaatgtggaa gcgactttgg cactgggtaa caggcagaga ttggaaoagt ttgaagagct 240 
cagaagaaga caggaaaatg tgggaaagtt tggaacttcc tagagacttg ttgaatgcct 300 
ttgaccaaaa tgctgatagc gacatggaca ataaaatgca ggctgagatg gtctcagatg 360 
gagatgagga actttctgga aactggagta aaggtgattc ttgctatgtt ttagcaaaaa 420 
gaotagcgtc attttacctc tgccctagag atttgtggaa ctttgagaaa gatgatttag 480 
ggtacctcgc agaagaaatt tctaagcagc aaagcattca agaggtgagt tggataotgt 540 
taagggcagt cagttttaaa agggaaacag agcataaaaa ttcagaaaat ttgtagcctg 600 
atctggcaga agaaatttct aagcagcaaa goattcaaga ggtgagttgg gtactgttaa 660 
gagoattcag tttcaaaagg gaaacagagc ataaaaatto agaaaatttg tagcctgact 720 
atgcaataga aaagaaaaac cagttttotg gggagaaatt caagccagct gcagaaatct 780 
goataagcat caagaagcot aatgttaatc cccaggacca tggggaaaat gtctccaggc 840 
catgtcagag accttcacag cagcccctcc tgtcacaggc ccagagatcc aggaggaaaa 900 
aatggtttta tgggccagga ccagggtcoc tgtgctgtgt goagcctata gacttggtgc 960 
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cctgtgtccc agctgctcca gccatggctg aaaggggcca atgtagagct catgctgtgg 1020 
cttcagaggg tggaagcccc aagccttggc agcttccaca tggtgttgag cctgtaggta 1080 
cacagaagtc aagaattgag gtttgggaac ctccacctag atttcagaag atgtatggaa 1140 
atgcctggat gtccaggcaa aagtttgctg cagtggcagg gccctcatgg agaacctctg 1200 
ctagggcaat gcagaaggga attgtggggc cggagctccc acgtagagtc cctaatgggg 1260 
cattatctag tggagctgtg agaagagggc caccgtcctt cagaccccag catggtggat 1320 
ccactgacag cttgcaccat gcgcctggaa aagccgcaga cactcaatgc cagtccgtga 1380 
aagcagccag gagggaggct gtaccctgca aggccacagg ggcagaactg ccaaaggcca 1440 
tgggtcccca ccttttgcat cagcgtgacc tgaatgtgag acctagagtc aaaggagatc 1500 
attttggagc tttaaaattt gattgtcctg ctggattttg gacttgcatg ggtcctgcag 1560 
cccctttgtt ttggccaatg tctcccattt ggaatggctg tatttaccca atacctgtac 1620 
ccctatcgta tctaggaagt aactagcttg cttttcattt tacaggctca taggcagaag 1680 
ggacttgcct tgtctcaaat gagactttgg actatggact tttgggttaa tgctgaaatg 1740 
agttaagact ttgggggact gttgtgaagg catgattggt tttgaaatgt gaggacatga 1800 
gatttagagg gggccagggg cagaatgata tggttgggct gtgtccccac ccaaatctca 1860 
acttgaattg tatctcccag aattcctaca cgttgtggga gggacccagg gagaggtaat 1920 
pi tgaatcatgg gggctggtct ttaccatgcc attcttataa tagtgaatac gtctcatgag 1980 

atctgatggg attatcaggg acttccgctt ttgcttcttc ctcgttttct cttgctgcca 2040 
"2 ccatgtaaga agtgcctttc gcctctcacc atgattctga ggcctcccca gccatgtgga 2100 

actgtaagtc caactaaacc tttttttctc tccagtctca ggtatgtctt tatcagcagc 2160 
atgaaaatat actaatacat atttcatgtt aatgggctgg gagatttagt attgttaaga 2220 
^ tggtttgaat atttgtcccc ttcaaaactc atgttgaaaa ttaattccca aaatgacagt 2280 

Q attgagaggt ggggccttta agaagtgatt gggtcatgag ggatctgctt tcatgaatgg 2340 

Sj attagaaatg gggtcttgct gtgaatggat taatggctta tgctggaatt gagactgttg 2400 

fu gcttcataag aagaggaaga gagacctgag ctagcatcct cagccccctt gccatatgat 2460 

gccctgcatt acttccagac tctgcagaga gaccttacca gcaagaaagc cctcaccaaa 2520 
O tgcagcccct caaccttgca cttctgagcc tctataattc taagaaataa aatcctgttc 2580 

O tttataaatt 2590 



<210> 11698 
<211> 220 
<212> PRT 

<213> Homo sapiens 
<400> 11698 

Met Ala Glu Arg Gly Gin Cys Arg Ala His Ala Val Ala Ser Glu Gly 

15 10 15 

Gly Ser Pro Lys Pro Trp Gin Leu Pro His Gly Val Glu Pro Val Gly 

20 25 30 

Thr Gin Lys Ser Arg lie Glu Val Trp Glu Pro Pro Pro Arg Phe Gin 

35 40 45 

Lys Met Tyr Gly Asn Ala Trp Met Ser Arg Gin Lys Phe Ala Ala Val 

50 55 60 

Ala Gly Pro Ser Trp Arg Thr Ser Ala Arg Ala Met Gin Lys Gly I le 
65 70 75 80 

Val Gly Pro Glu Leu Pro Arg Arg Val Pro Asn Gly Ala Leu Ser Ser 
85 90 95 
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Gly 


Ala 


Val 


Arg 








100 


Ser 


Thr 


Asp 


Ser 






115 




Cys 


Gin 


Ser 


Val 




130 






Thr 


Gly 


Ala 


Glu 


145 








Arg 


Asp 


Leu 


Asn 


Leu 


Lys 


Phe 


Asp 








180 


Ala 


Pro 


Leu 


Phe 






195 




Pro 


1 le 


Pro 


Val 




210 







Arg Gly Pro Pro 

Leu His His Ala 
120 

Lys Ala Ala Arg 
135 

Leu Pro Lys Ala 
150 

Val Arg Pro Arg 
165 

Cys Pro Ala Gly 

Trp Pro Met Ser 
200 

Pro Leu Ser Tyr 
215 



Ser 


Phe 


Arg 


Pro 


105 








Pro 


Gly 


Lys 


Ala 


Arg 


Glu 


Ala 


Val 








140 


Met 


Gly 


Pro 


His 






155 




Val 


Lys 


Gly 


Asp 




170 






Phe 


Trp 


Thr 


Cys 


185 








Pro 


1 le 


Trp 


Asn 


Leu 


Gly 


Ser 


Asn 








220 



Gin 


His 


Gly 


Gly 




110 






Ala 


Asp 


Thr 


Gin 


125 








Pro 


Cys 


Lys 


Ala 


Leu 


Leu 


His 


Gin 








160 


His 


Phe 


Gly 


Ala 






175 




Met 


Gly 


Pro 


Ala 




190 






Gly 


Cys 


1 le 


Tyr 


205 









<210> 11699 
<211> 1072 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74). . (1006) 

<400> 11699 

gtggcccgga tgttcggtgc agctgccaga 
cttcaggcgg cccatggctg tcgatattca 
gaocctatta tttaaaaatg gctoaactga 
aggacagaga acgaatgcac agaaatattg 
tgattggctc tatcttggat ttatggcaat 
tgaatggtac tcggggaaaa agagttccag 
tgaatgcagc atggcagcta ttatcacott 
tattcgttca tgtcgagtat tgatgctttc 
tccagattac gttaccacag tacactgtac 
tgtatttatc tattacgcat tctgcttggt 
gaagaagatt gcatgtgggt tagggaaatc 
ttaottcttc ccaattttaa ccgtgcttoa 
cttccoatac attatattag tgttatcttt 
tgaaatagag aactgctatg atcttctggt 
ccactggtta cttcatgcct atggaataat 
agatttgccc cttttggctt tggtacctac 
atttaccgaa ccttoaagga tactctcaga 
tgaaatgcca aaaacctgag aagtgctcct 



tccgctgatc tagcgcttct cgaaaaaaac 60 
accagcatgc cttggacttt attgtgggaa 120 
aatatatgga gaatgtgggg tatgcccaag 180 
tcagccttgc acagaatcto ctgaacttta 240 
gcttcctctg gttttacatt ggttcttcat 300 
cgcacttttc caacacatca ctgcattatt 360 
acttgtgagt gatccagttg gtgttcttta 420 
tgactggtao aogatgcttt acaacccaag 480 
tcatgaagcc gtctacccac tatataccat 540 
attaatgatg ctgctccgac ctcttctggt 600 
tgatcgattt aaaagtattt atgctgcaot 660 
ggcagttggt ggaggcottt tatattacgc 720 
ggttactotg gctgtgtaca tgtctgcttc 780 
cagaaagaaa agacttattg ttctcttcag 840 
ctccatttcc agagtggata aacttgagca 900 
accagccott ttttacttgt tcactgcaaa 960 
aggagcoaat ggacaotgag tgtagacatg 1020 
aataaaaaag taaatcaatc tt 1072 
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<210> 11700 
<211> 311 
<212> PRT 

<213> Homo sapiens 



<400> 11700 



Met 


Ala 


Va 1 Asp Me Gin 


Pro Ala 


Cys 


Leu 


Gly Leu 


Tyr 


Cys 


Gly Lys 


1 




5 






10 








15 




Thr 


Leu 


Leu Phe Lys Asn Gly Ser 


Thr 


Glu 


Me Tyr 


Gly 


Glu 


Cys Gly 






20 




25 








30 






Val 


Cys 


Pro Arg Gly Gin Arg Thr 


Asn 


Ala 


Gin Lys 


Tyr 


Cys 


Gin 


Pro 






35 


40 








45 








Cys 


Thr 


Glu Ser Pro Glu 


Leu Tyr 


Asp 


Trp 


Leu Tyr 


Leu 


Gly 


Phe 


Met 




50 




55 






60 










Ala 


Met 


Leu Pro Leu Val 


Leu His 


Trp 


Phe 


Phe 1 le 


Glu 


Trp 


Tyr 


Ser 


65 




70 








75 








80 


Gly 


Lys 


Lys Ser Ser Ser Ala Leu 


Phe 


Gin 


His 1 le 


Thr 


Ala 


Leu 


Phe 






85 






90 








95 




Glu 


Cys 


Ser Met Ala Ala 


Me Me 


Thr 


Leu 


Leu Val 


Ser 


Asp 


Pro 


Val 






100 




105 








110 






Gly 


Val 


Leu Tyr 1 1 e Arg Ser Cys 


Arg 


Val 


Leu Met 


Leu 


Ser 


Asp 


Trp 






115 


120 








125 








Tyr 


Thr 


Met Leu Tyr Asn 


Pro Ser 


Pro 


Asp 


Tyr Val 


Thr 


Thr 


Val 


His 




130 




135 






140 










Cys 


Thr 


His Glu Ala Val 


Tyr Pro 


Leu 


Tyr 


Thr 1 le 


Val 


Phe 


Me Tyr 


145 




150 








155 








160 


Tyr 


Ala 


Phe Cys Leu Val 


Leu Met 


Met 


Leu 


Leu Arg 


Pro 


Leu 


Leu 


Val 






165 






170 








175 




Lys 


Lys 


Me Ala Cys G 1 y 


Leu Gly 


Lys 


Ser 


Asp Arg 


Phe 


Lys 


Ser 


1 le 






180 




185 








190 






Tyr 


Ala 


Ala Leu Tyr Phe 


Phe Pro 


1 le 


Leu 


Thr Val 


Leu 


Gin 


Ala 


Val 






195 


200 








205 








Gly 


Gly 


Gly Leu Leu Tyr 


Tyr Ala 


Phe 


Pro 


Tyr Me 


1 le 


Leu 


Val 


Leu 




210 




215 






220 










Ser 


Leu 


Val Thr Leu Ala 


Val Tyr 


Met 


Ser 


Ala Ser 


Glu 


1 le 


Glu 


Asn 


225 




230 








235 








240 


Cys 


Tyr Asp Leu Leu Val 


Arg Lys 


Lys 


Arg 


Leu 1 le 


Val 


Leu 


Phe 


Ser 






245 






250 








255 




His 


Trp 


Leu Leu His Ala 


Tyr Gly 


1 le 


1 le 


Ser 1 1 e 


Ser 


Arg 


Val 


Asp 






260 




265 








270 






Lys 


Leu 


Glu Gin Asp Leu 


Pro Leu 


Leu 


Ala 


Leu Val 


Pro 


Thr 


Pro 


Ala 






275 


280 








285 








Leu 


Phe Tyr Leu Phe Thr Ala Lys 


Phe 


Thr 


Gtu Pro 


Ser 


Arg 


1 le 


Leu 



290 295 300 



Ser Glu Gly Ala Asn Gly His 
305 310 
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<210> 11701 

<211> 2608 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (52) . . (2607) 

<400> 11701 

gttattaatc aaaatgcaaa gcagttggaa aataaggagc atctctggaa aatgtggagt 60 
gttatagtca ccccattaac tgaattgatt aatcagacca atgaagtaaa tcaaggtgat 120 
gccttagaac ataattttag tgccatctat ggtgcattga otttaccagt aaaccacatt 180 
ttttcagaac agagatttoo agtgoccacc atgaagaott tgcttagaac ttggtcagaa 240 
ttatatagag catttgctcg ttgtgctgct ttggtggcaa cagcagaaga gaacttgtgc 300 
tgtgaggaac tttcttccaa gataatgtcc agtttggaag atgaaggctt ttctaatttg 360 
ttgttcgtgg atagaattat ttatattatt actgtaatgg ttgattgcat tgacttctca 420 
ccatataata ttaaatatca gcccaaagtt aaatcaccac agagaccttc agattggtcc 480 
aaaaagaaga atgagcccct agggaaattg acttctttat ttaaacttat tgtgaaagtg 540 
atotattctt tccacacact gagcttcaag gaagcacatt ctgataocot cttcactatt 600 
ggcaactcaa tcaccggcat tatttccagt gtacttgggo atatttcttt gccttctatg 660 
atccgaaaaa tatttgcaac tttaacaaga cctctggcat tattttatga aaactcaaag 720 
cttgatgaag ttcctaaagt atatagttgt ctgaacaaca agttagaaaa gctactggga 780 
gaaattattg cttgtctgca attcagctac accggaaott atgatagtga acttcttgaa 840 
caactctccc cactattatg cataatattt ctgcacaaga ataaacagat togaaaacag 900 
agtgctcagt tctggaatgc cacttttgcc aaagtgatga tgttggttta tcctgaagag 960 
ttaaaaccag tactaacaca agocaaacaa aaatttctgc tcctgttgoc tggtttggaa 1020 
actgttgaaa tgatggagga atccagtgga ccatattctg atggaacaga aaattcacaa 1080 
ctaaatgtga agataagtgg catggagaga aaatcaaatg gaaaaagaga ttcatttttg 1140 
gcacaaacaa agaataaaaa agaaaatatg aaaccagcag ccaaactgaa acttgaatct 1200 
tcgtctttaa aagtaaaggg tgaaattctt ttggaagagg aaaagtotac tgactttgtg 1260 
tttatacctc cagaaggaaa agatgcaaag gaaagaatat taactgatca tcaaaaagaa 1320 
gttctcaaaa caaagcggtg tgatattcct gccatgtata ataatctgga tgtttcccaa 1380 
gataccttat ttactcagta tagtcaggaa gagcctatgg aaattcctac tttaacaaga 1440 
aaaccaaagg aggattctaa gatgatgatt acggaggagc aaatggacag tgaoattgtc 1500 
attcctcaag atgtcacgga agaotgtggt atggctgaac atcttgaaaa gtcctccctt 1560 
tcgaataatg agtgtggttc tcttgacaaa accagtccag aaatgtcaaa cagtaataat 1620 
gatgaaagaa aaaaagcttt aatttcatoa aggaaaacat caactgaatg tgcatctagt 1680 
acagaaaatt otttogttgt cagcagtagt tcagtttcta ataccactgt tgctggaact 1740 
occcoatacG ctacaagtog gaggcaaacc tttattactt tggagaagtt tgatggttca 1800 
gaaaatagac cttttagtcc atcccccttg aataatattt catcaactgt tacagtgaaa 1860 
aataaccagg aaaccgtgat taaaacagat tttctaccaa aagcaaagca aagagaaggg 1920 
actttttcaa aatctgatto tgaaaaaata gtgaatggaa ctaagagatc aagccggaga 1 980 
gctggtaaag ctgaacaaac agggaataaa aggtctaagc ccttaatgag atctgagocg 2040 
gagaaaaata ctgaggaatc tgttgaaggo attgtagtct tagaaaataa cccacctggt 2100 
ttgcttaatc aaacagaatg tgtgtcagat aatcaggttc atctttctga atctacaatg 2160 
gagcatgaca atacaaagct taaagcagca acagtggaaa atgctgtatt attggaaact 2220 
aatactgtag aggagaaaaa tgtagaaatt aatttggaat ocaaagagaa taoaccccca 2280 
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gtagtaatat cagcagatca aatggtaaat 
cagaaaaccc ttagacggtc ttcaaggcga 
agccaagata aggaaaatag tcatcaaaaa 
cttcagaaga gtccattgca tataaaagat 
gaacaaactc tacaggagaa tttaattgag 
ggggaaacta gtgctaatgc agaaactg 



gaggatagtc aggttcagat aactccaaat 2340 
cgttcagaag tagtagagtc taccactgaa 2400 
aaggaacgac gtaaggaaga agaaaaacct 2460 
gatgtgttac ctaaacaaaa actgattgct 2520 
aaaggaagta atttacatga gaagactctt 2580 

2608 



<210> 11702 
<211> 852 
<212> PRT 

<213> Homo sapiens 
<400> 11702 

Met Trp Ser Val Me Val Thr Pro Leu Thr Glu Leu Me Asn Gin Thr 

15 10 15 

Asn Glu Val Asn Gin Gly Asp Ala Leu Glu His Asn Phe Ser Ala Me 

20 25 30 

Tyr Gly Ala Leu Thr Leu Pro Val Asn His Me Phe Ser Glu Gin Arg 

35 40 45 

Phe Pro Val Pro Thr Met Lys Thr Leu Leu Arg Thr Trp Ser Glu Leu 

50 55 60 

Tyr Arg Ala Phe Ala Arg Oys Ala Ala Leu Val Ala Thr Ala Glu Glu 
65 70 75 80 

Asn Leu Cys Cys Glu Glu Leu Ser Ser Lys Me Met Ser Ser Leu Glu 

85 90 95 

Asp Glu Gly Phe Ser Asn Leu Leu Phe Val Asp Arg. Me Me Tyr I le 

100 105 110 

Me Thr Va I Met Va I Asp Cys Me Asp Phe Ser Pro Tyr Asn Me Lys 

115 120 125 

Tyr Gin Pro Lys Val Lys Ser Pro Gin Arg Pro Ser Asp Trp Ser Lys 

130 135 140 

Lys Lys Asn Glu Pro Leu Gly Lys Leu Thr Ser Leu Phe Lys Leu Me 
145 150 155 160 

Val Lys Val Me Tyr Ser Phe His Thr Leu Ser Phe Lys Glu Ala His 

165 170 175 

Ser Asp Thr Leu Phe Thr Me Gly Asn Ser Me Thr Gly Me Me Ser 

180 185 190 

Ser Val Leu Gly His Me Ser Leu Pro Ser Met Me Arg Lys Me Phe 

195 200 205 

Ala Thr Leu Thr Arg Pro Leu Ala Leu Phe Tyr Glu Asn Ser Lys Leu 

210 215 220 

Asp Glu Val Pro Lys Val Tyr Ser Cys Leu Asn Asn Lys Leu Glu Lys 
225 230 235 240 

Leu Leu Gly Glu Me Me Ala Cys Leu Gin Phe Ser Tyr Thr Gly Thr 

245 250 255 

Tyr Asp Ser Glu Leu Leu Glu Gin Leu Ser Pro Leu Leu Cys Me Me 
260 265 270 
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Phe 


Leu 


His 


Lys 


Asn 


Lys 


Gin 


1 le 






275 










280 


Asn 


Ala 


Thr 


Phe 


Ala 


Lys 


Val 


Met 




290 










295 




Lys 


Pro 


Val 


Leu 


Thr 


Gin 


Ala 


Lys 


305 










310 






Gly 


Leu 


Glu 


Thr 


Val 


Glu 


Met 


Met 










325 








Asp 


Gly 


Thr 


Glu 


Asn 


Ser 


Gin 


Leu 








340 










Arg 


Lys 


Ser 


Asn 


Gly 


Lys 


Arg 


Asp 






355 










360 


Lys 


Lys 


Glu 


Asn 


Met 


Lys 


Pro 


Ala 




370 










375 




Ser 


Leu 


Lys 


Val 


Lys 


Gly 


Glu 


1 le 


385 










390 






Asp 


Phe 


Val 


Phe 


1 le 


Pro 


Pro 


Glu 










405 








Leu 


Thr 


Asp 


His 


Gin 


Lys 


Glu 


Val 








420 










Pro 


Ala 


Met 


Tyr 


Asn 


Asn 


Leu 


Asp 






435 










440 


Gin 


Tyr 


Ser 


Gin 


Glu 


Glu 


Pro 


Met 




450 










455 




Pro 


Lys 


Glu 


Asp 


Ser 


Lys 


Met 


Met 


465 










470 






Asp 


1 le 


Val 


1 le 


Pro 


Gin 


Asp 


Val 










485 








His 


Leu 


Glu 


Lys 


Ser 


Ser 


Leu 


Ser 








500 










Lys 


Thr 


Ser 


Pro 


Glu 


Met 


Ser 


Asn 






515 










520 


Ala 


Leu 


1 le 


Ser 


Ser 


Arg 


Lys 


Thr 




530 










535 




Glu 


Asn 


Ser 


Phe 


Val 


Val 


Ser 


Ser 


545 










550 






Ala 


Gly 


Thr 


Pro 


Pro 


Tyr 


Pro 


Thr 










565 








Leu 


Glu 


Lys 


Phe 


Asp 


Gly 


Ser 


Glu 








580 










Leu 


Asn 


Asn 


1 le 


Ser 


Ser 


Thr 


Val 






595 










600 


Val 


1 le 


Lys 


Thr 


Asp 


Phe 


Leu 


Pro 




610 










615 




Phe 


Ser 


Lys 


Ser 


Asp 


Ser 


Glu 


Lys 


625 










630 






Ser 


Arg 


Arg 


Ala 


Gly 


Lys 


Ala 


Glu 



645 



Arg 


Lys 


Gin 


Ser 


Ala 


Gin 


Phe 


Trp 










285 








Met 


Leu 


Val 


Tyr 


Pro 


Glu 


Glu 


Leu 








300 










Gin 


Lys 


Phe 


Leu 


Leu 


Leu 


Leu 


Pro 






315 










320 


Glu 


Glu 


Ser 


Ser 


Gly 


Pro 


Tyr Ser 




330 










335 




Asn 


Val 


Lys 


1 le 


Ser 


Gly 


Met 


Glu 


345 










350 






Ser 


Phe 


Leu 


Ala 


Gin 


Thr 


Lys 


Asn 










365 








Ala 


Lys 


Leu 


Lys 


Leu 


Glu 


Ser 


Ser 








380 










Leu 


Leu 


Glu 


Glu 


Glu 


Lys 


Ser 


Thr 






395 










400 


Gly 


Lys 


Asp Ala 


Lys 


Glu 


Arg 


1 le 




410 










415 




Leu 


Lys 


Thr 


Lys 


Arg 


Cys 


Asp 


1 le 


425 










430 






Val 


Ser 


Gin Asp 


Thr 


Leu 


Phe 


Thr 










445 








Glu 


1 le 


Pro 


Thr 


Leu 


Thr 


Arg Lys 








460 










1 le 


Thr 


Glu 


Glu 


Gin 


Met 


Asp 


Ser 






475 










480 


Thr 


Glu 


Asp Cys 


Gly 


Met 


Ala 


Glu 




490 










495 




Asn 


Asn 


Glu 


Cys 


Gly 


Ser 


Leu 


Asp 


505 










510 






Ser 


Asn 


Asn Asp 


Glu 


Arg 


Lys 


Lys 










525 








Ser 


Thr 


Glu Cys 


Ala 


Ser 


Ser 


Thr 








540 










Ser 


Ser 


Val 


Ser 


Asn 


Thr 


Thr 


Val 






555 










560 


Ser 


Arg 


Arg Gin 


Thr 


Phe 


1 le 


Thr 




570 










575 




Asn 


Arg 


Pro 


Phe 


Ser 


Pro 


Ser 


Pro 


585 










590 






Thr 


Val 


Lys 


Asn 


Asn 


Gin 


Glu 


Thr 










605 








Lys 


Ala 


Lys 


Gin 


Arg 


Glu 


Gly 


Thr 








620 










1 le 


Val 


Asn 


Gly 


Thr 


Lys 


Arg 


Ser 






635 










640 


Gin 


Thr 


Gly 


Asn 


Lys 


Arg 


Ser 


Lys 




650 










655 
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Pro 


Leu 


Met 


Arg 


Ser 


Glu 


Pro 


Glu 


Lys 


Asn 


Thr 


Glu 


Glu 


Ser 


Val 


Glu 








660 










665 










670 






Gly 


1 le 


Val 


Val 


Leu 


Glu 


Asn 


Asn 


Pro 


Pro 


Gly 


Leu 


Leu 


Asn 


Gin 


Thr 






675 










680 










685 








Glu 


Cys 


Val 


Ser 


Asp Asn 


Gin 


Val 


His 


Leu 


Ser 


Glu 


Ser 


Thr 


Met 


Glu 




690 










695 










700 










His 


Asp 


Asn 


Thr 


Lys 


Leu 


Lys 


Ala 


Ala 


Thr 


Val 


Glu 


Asn 


Ala 


Val 


Leu 


705 










710 










715 










720 


Leu 


Glu 


Thr 


Asn 


Thr 


Val 


Glu 


Glu 


Lys 


Asn 


Val 


Glu 


1 le 


Asn 


Leu 


Glu 










725 










730 










735 




Ser 


Lys 


Glu 


Asn 


Thr 


Pro 


Pro 


Val 


Val 


1 le 


Ser 


Ala 


Asp 


Gin 


Met 


Val 








740 










745 










750 






Asn 


Glu 


Asp 


Ser 


Gin 


Val 


Gin 


1 le 


Thr 


Pro 


Asn 


Gin 


Lys 


Thr 


Leu 


Arg 






755 










760 










765 








Arg 


Ser 


Ser 


Arg 


Arg Arg 


Ser 


Glu 


Val 


Val 


Glu 


Ser 


Thr 


Thr 


Glu 


Ser 




770 










775 










780 










Gin 


Asp 


Lys 


Glu 


Asn 


Ser 


His 


Gin 


Lys 


Lys 


Glu 


Arg 


Arg 


Lys 


Glu 


Glu 


785 










790 










795 










800 


Glu 


Lys 


Pro 


Leu 


Gin 


Lys 


Ser 


Pro 


Leu 


His 


1 le 


Lys 


Asp 


Asp 


Val 


Leu 










805 










810 










815 




Pro 


Lys 


Gin 


Lys 


Leu 


1 le 


Ala 


Glu 


Gin 


Thr 


Leu 


Gin 


Glu 


Asn 


Leu 


1 le 








820 










825 










830 






Glu 


Lys 


Gly 


Ser 


Asn 


Leu 


His 


Glu 


Lys 


Thr 


Leu 


Gly 


Glu 


Thr 


Ser 


Ala 






835 










840 










845 








Asn 


Ala 


Glu 


Thr 



























850 



<210> 11703 
<211> 2683 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (144). . (1652) 
<400> 11703 

ttcaaaggga gacagacttt ctcaagtgtg cccactgcct 
cctttgctog cttctgtcaa gaatgtggct ctcctgtccc 
tcccaccccc agaaggagct cagatgggct tgtgtgcaga 
tgaacactcc catctgcgtg gtgtgtgagg cccctcttgc 
caagcctcca cttgaaggag aaggtaattt gccgggcctg 
acctgagata ctgtgtcacc tgtgaggggg ccctgccttc 
gtggggataa agcocotcct ccgccoactc agaaaggggg 
gtggtcgctg gaatctctgg gaggcgtcct totgcggctg 
ttcctgctgg ctgttctgtt tgccctaaat gtggggccag 
tctgtggctc ctgtggtatt tgtgtgaagt ccctagtgaa 



tgccccccgg ccatcagatc 60 
acccatattt ggotgtcgtc 120 
atgcagaagc ttggtaccca 180 
tctacagctg cagccacagg 240 
tggtacagga aatcctgctc 300 
atcacaagag tcgatgtgca 360 
gacoatttoG tgctacagat 420 
gtgtggagcc atgctcggca 480 
caatcacctg tctgcccgat 540 
acttagottg gacagaagcc 600 
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tggctctagc tgctgaggaa cctcgccctt tttctgagtc cctgaatatt cctttgccca 660 
gatctgatgt tgggactaag agggacatag gaacacagac tgttggcctc ttctacccat 720 
ctggcaagct gctagcaaaa aaggaacagg aactagcctc tcaaaagcag aggcaggaga 780 
aaatgagtga ccataaaccc ctcctgacag ccatcagccc aggaagaggg tactggagaa 840 
gacagctgga tcacatctct gctcacctca ggtgttatgc tcagaacaac cctgaattcc 900 
gggccttgat tgcagaaccc aggatgggaa agcttatctc tgctactgtc cacgaagatg 960 
gttgtgaagt tagcatcaga ctgaattata gtcaagtctc aaacaagaac ctttacctga 1020 
acaaggcagt gaatttcagc gatcaccttc tgagcagtgc tgccgagggt gatggggggc 1080 
tgtgcggcag caggtccagc tgggtgagtg actacagcca gagtacctca gatactattg 1140 
aaaaaatcaa aaggataaag aatttcaaga ccaaaacttt tcaagaaaag aaggagcagc 1200 
ttatacctga aaacagactc ctgctgaagg aagtcggacc cacgggggaa ggaagagtct 1260 
ctgtgattga acagctgctg gatgagggag cagaccccaa ctgctgtgat gaagacaatc 1320 
gacccgtcat aaccgtggct gttatgaata agcaccatga agcgattcca gttctcgtgc 1380 
agagaggagc aaacatcgac cagcagtggg ggccgctcag aaatacagct cttcatgaag 1440 
caactctgct tggccttgca ggaagagaga gcaccgccac tttactggga tgcaatgcaa 1500 
gcatccaaaa gaagaatgca ggaggccaga cagcatacga cctggctctg aacactggag 1560 
atgaccttgt cacctcactc tttgctgcca agtttggcca agggcttgag gaccaactcg 1620 
ctcaaactag gagcctcagc ctggatgact gttagccctg aggcctccac gggacttcat 1680 
ttaagaatac gtgcatggct ggcacagtgg cttacgcctg taatcccagc actttgggag 1740 
gctgaggctg gcgtatcacc tgaggtcggg agttcaagac cagcctgacc aacatggaga 1800 
aaccccgtct ctactaaaaa tacaaaatta gtcgggcgta gtggtgcatg cctgtaatcc 1860 
cagttactcg agaggctgag gcaggaaaat cgcttgaacc cgggaggcag aggttacagt 1920 
gagccaagat cgcgccatcg cactccagcc tgggcaacaa gagcaaaact ccatctcaaa 1980 
aaaaaaaaag aatatgtgca gctctggcta ttctttaatc atgtctttct gaaatgtgta 2040 
tttgagatta gaaattgagg ttgagaggaa ctcaggagat ttttttttta aatcatatga 2100 
cagtataagc catcagtact aaatggacag ctcccagtat actgtggact gtgataaact 2160 
gaatgtatgt tttttaatgg tttattgctg caggcttttt gtgtatttga tttttagttt 2220 
ttaacttatt tttcaatagg taataattgc acatggttca aagctaaaag gtatgaagta 2280 
ttatgtaggg atacgtccct cccattctgt cccacagcca ccacctctct cctcagccag 2340 
caatgacatc agcgtcgact tgcctttccc ggggttgtgc agagttagat atgcacatac 2400 
atgtggtata agcacatgta cagaggagta cacatagcat ataaacatgt ctgtagcaca 2460 
tatatattct ttcccctctt ttaaaacaaa tggtagcaaa ccaaccacac actgttctgt 2520 
atcttgctct gtttgcttga tacatcttgt aagtggctcc taattactat gtaaagattg 2580 
accttattta aattttttta tgttgaaatc atcaatattc ccatcattat ggtgtgttct 2640 
ttgattgaca aatcagctct caataaacca cttataagaa tgt 2683 



<210> 11704 
<211> 503 
<212> PRT 

<213> Homo sapiens 
<400> 11704 

Met Gly Leu Cys Ala Glu Cys Arg Ser Leu Val Pro Met Asn Thr Pro 

15 10 15 

Me Cys Val Val Cys Glu Ala Pro Leu Ala Leu Gin Leu Gin Pro Gin 

20 25 30 

Ala Ser Leu His Leu Lys Glu Lys Val Me Cys Arg Ala Cys Gly Thr 
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35 










40 








45 






Gly 


Asn 


Pro 


Ala 


His 


Leu 


Arg 


Tyr 


Cys 


Val 


Thr 


Cys Glu 


Gly 


Ala Leu 




50 










55 










60 






Pro 


Ser 


Ser 


Gin 


Glu 


Ser 


Met 


Cys 


Ser 


Gly 


Asp 


Lys Ala 


Pro 


Pro Pro 


65 










70 










75 






80 


Pro 


Thr 


Gin 


Lys 


Gly 


Gly 


Thr 


1 le 


Ser 


Cys 


Tyr 


Arg Cys 


Gly 


Arg Trp 










85 










90 








95 


Asn 


Leu 


Trp 


Glu 


Ala 


Ser 


Phe 


Cys 


Gly 


Trp 


Cys 


Gly Ala 


Met 


Leu Gly 








100 










105 








110 




1 le 


Pro 


Ala 


Gly 


Cys 


Ser 


Val 


Cys 


Pro 


Lys 


Cys 


Gly Ala 


Ser 


Asn His 






115 










120 








125 






Leu 


Ser 


Ala 


Arg 


Phe 


Cys 


Gly 


Ser 


Cys 


Gly 


1 le 


Cys Val 


Lys 


Ser Leu 




130 










135 










140 






Val 


Lys 


Leu 


Ser 


Leu 


Asp 


Arg 


Ser 


Leu 


Ala 


Leu 


Ala Ala 


Glu 


Glu Pro 


145 










150 










155 






160 


Arg 


Pro 


Phe 


Ser 


Glu 


Ser 


Leu 


Asn 


1 le 


Pro 


Leu 


Pro Arg 


Ser 


Asp Val 










165 










170 








175 


Gly 


Thr 


Lys 


Arg 


Asp 


1 le 


Gly 


Thr 


Gin 


Thr 


Val 


Gly Leu 


Phe 


Tyr Pro 








180 










185 








190 




Ser 


Gly 


Lys 


Leu 


Leu 


Ala 


Lys 


Lys 


Glu 


Gin 


Glu 


Leu Ala 


Ser 


Gin Lys 






195 










200 








205 






Gin 


Arg 


Gin 


Glu 


Lys 


Met 


Ser 


Asp 


His 


Lys 


Pro 


Leu Leu 


Thr 


Ala 1 le 




210 










215 










220 






Ser 


Pro 


Gly 


Arg 


Gly 


Tyr 


Trp 


Arg 


Arg 


Gin 


Leu 


Asp His 


1 le 


Ser Ala 


225 










230 










235 






240 


His 


Leu 


Arg 


Cys 


Tyr 


Ala 


Gin 


Asn 


Asn 


Pro 


Glu 


Phe Arg 


Ala 


Leu 1 1 e 










245 










250 








255 


Ala 


Glu 


Pro 


Arg 


Met 


Gly 


Lys 


Leu 


1 le 


Ser 


Ala 


Thr Val 


His 


Glu Asp 








260 










265 








270 




Gly 


Cys 


Glu 


Val 


Ser 


1 le 


Arg 


Leu 


Asn 


Tyr 


Ser 


Gin Val 


Ser 


Asn Lys 






275 










280 








285 






Asn 


Leu 


Tyr 


Leu 


Asn 


Lys 


Ala 


Val 


Asn 


Phe 


Ser 


Asp His 


Leu 


Leu Ser 




290 










295 










300 






Ser 


Ala 


Ala 


Glu 


Gly 


Asp 


Gly 


Gly 


Leu 


Cys 


Gly 


Ser Arg 


Ser 


Ser Trp 


305 










310 










315 






320 


Val 


Ser 


Asp 


Tyr 


Ser 


Gin 


Ser 


Thr 


Ser 


Asp 


Thr 


1 le Glu 


Lys 


1 1 e Lys 










325 










330 








335 


Arg 


1 le 


Lys 


Asn 


Phe 


Lys 


Thr 


Lys 


Thr 


Phe 


Gin 


Glu Lys 


Lys 


Glu Gin 








340 










345 








350 




Leu 


1 le 


Pro 


Glu 


Asn 


Arg 


Leu 


Leu 


Leu 


Lys 


Glu 


Val Gly 


Pro 


Thr Gly 






355 










360 








365 






Glu 


Gly 


Arg 


Val 


Ser 


Val 


1 le 


Glu 


Gin 


Leu 


Leu 


Asp Glu 


Gly 


Ala Asp 




370 










375 










380 






Pro 


Asn 


Cys 


Cys 


Asp 


Glu 


Asp 


Asn 


Arg 


Pro 


Val 


1 le Thr 


Val 


Ala Val 


385 










390 










395 






400 


Met 


Asn 


Lys 


His 


His 


Glu 


Ala 


1 le 


Pro 


Val 


Leu 


Val Gin 


Arg 


Gly Ala 










405 










410 








415 


Asn 


1 le 


Asp 


Gin 


Gin 


Trp 


Gly 


Pro 


Leu 


Arg 


Asn 


Thr Ala 


Leu 


His Glu 
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420 








425 




430 






Ala Thr 


Leu 
435 


Leu 


Gly 


Leu 


Ala 


Gly Arg Glu 
440 


Ser 


Thr Ala Thr 
445 


Leu 


Leu 


Gly Cys 


Asn 


Ala 


Ser 


Me 


Gin 


Lys Lys Asn 


Ala 


Gly Gly Gin 


Thr 


Ala 


450 










455 






460 






Tyr Asp 


Leu 


Ala 


Leu 


Asn 


Thr 


Gly Asp Asp 


Leu 


Val Thr Ser 


Leu 


Phe 


465 








470 






475 






480 


Ala Ala 


Lys 


Phe 


Gly 


Gin 


Gly 


Leu Glu Asp Gin Leu Ala Gin Thr Arg 








485 






490 






495 




Ser Leu 


Ser 


Leu 
500 


Asp 


Asp 


Cys 













<210> 11705 

<211> 1436 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (380). . (1033) 
<400> 11705 

aattgcttcc ggggagttgc gagggagcga gggggaataa aggacccgcg aggaagggcc 60 
cgcggatggc gcgtccctga gggtogtggo gagttcgcgg agcgtgggaa ggagcggacc 120 
otgotctcoc ogggctgcgg gccatggcca cggcggagcg gagagccctc ggcatcggct 180 
tccagtggct ctcacggcca ctctggtgct catctgcgcc gggcaagggg gacgcaggga 240 
ggatgggggt ccagcctgct acggcggatt tgacctgtac ttcattttgg acaaatcagg 300 
aagtgtgctg caooactgga atgaaatcta ttactttgtg gaacagttgg ctcacaaatt 360 
catcagccoa cagttgagaa tgtcctttat tgttttctcc acccgaggaa caaccttaat 420 
gaaactgaca gaagacagag aacaaatccg tcaaggccta gaagaactcc agaaagttct 480 
gccaggagga gacaottaca tgcatgaagg atttgaaagg gccagtgagc agatttatta 540 
tgaaaaoaga caagggtaca ggacagctag cgtcatcatt gctttgactg atggagaact 600 
ccatgaagat ctctttttct attcagagag ggaggctaat aggtctcgag atcttggtgc 660 
aattgtttac tgtgttggtg tgaaagattt oaatgagaca cagctggccc ggattgcgga 720 
cagtaaggat oatgtgtttc ccgtgaatga cggotttcag gctctgcaag gcatcatcca 780 
ctcaattttg aagaagtcct gcatcgaaat tctagcagct gaaccatcoa ccatatgtgc 840 
aggagagtca tttcaagttg tcgtgagagg aaacggcttc cgacatgccc goaaogtgga 900 
cagggtcctc tgcagcttca agatcaatga ctcggtcaca ctoagtaagt ccttgcagag 960 
tccatgggtt tottcgacaa gtggcttcaa ggaagggaat tcccaccctt gtcttccago 1020 
aaggccacac acatgaaacc agcagaaaag agtcttattt gctggaaaga ccccoagcaa 1080 
gggcatagtg agcccttaoa gtggttccag tcagaaaagg caccacttgg gtgggcacag 1140 
ccooatgggt gtccaacttg gtaagcagag caaggctgga cttgagtccc cgtcctccac 1200 
aaaacacaga gccacaagcc ccagcoctgc agcagccctc cggaagcagc ggggcactgg 1260 
tttccttgtc coctgccatc taccgagtgg ctcactctca ggtgggagtg ctggtgatgg 1320 
ttaattagga ctgcagaaac atgagcctcc ttaacaaagt attgggactc ttaagggtaa 1380 
gtgtgaaaaa ggaatggtct aaatgcatta atcttgaata aaccgaaaac caaacc 1436 
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<210> 11706 
<211> 218 
<212> PRT 

<213> Homo sapiens 



<400> 11706 



Met 


Ser Phe 


1 le 


Val 


Phe 


Ser 


Thr 


1 






5 








Thr 


Glu Asp 


Arg 


Glu 


Gin 


1 le Arg 






20 










Val 


Leu Pro 


Gly 


Gly 


Asp 


Thr 


Tyr 




35 










40 


Ser 


Glu Gin 


1 le 


Tyr 


Tyr Glu 


Asn 




50 








55 




Val 


Me Me 


Ala 


Leu 


Thr 


Asp 


Gly 


65 








70 






Tyr 


Ser Glu 


Arg 


Glu 


Ala 


Asn 


Arg 








85 








Tyr 


Cys Val 


Gly 


Val 


Lys 


Asp 


Phe 






100 










Ala 


Asp Ser 


Lys 


Asp 


His 


Val 


Phe 




115 










120 


Leu 


Gin Gly 


1 le 


1 le 


His 


Ser 


1 le 




130 








135 




Leu 


Ala Ala 


Glu 


Pro 


Ser 


Thr 


1 le 


145 








150 






Val 


Val Arg 


Gly 


Asn 


Gly 


Phe 


Arg 








165 








Leu 


Cys Ser 


Phe 


Lys 


1 le Asn Asp 






180 










Gin 


Ser Pro 


Trp 


Val 


Ser 


Ser 


Thr 




195 










200 


His 


Pro Cys 


Leu 


Pro 


Ala 


Arg 


Pro 




210 








215 





Arg 


Gly 


Thr Thr 


Leu 


Met 


Lys 


Leu 




10 








15 




Gin 


Gly 


Leu Glu 


Glu 


Leu 


Gin 


Lys 


25 








30 






Met 


His 


Glu Gly 


Phe 


Glu 


Arg 


Ala 








45 








Arg 


Gin 


Gly Tyr 


Arg 


Thr 


Ala 


Ser 






60 










Glu 


Leu 


His Glu 


Asp 


Leu 


Phe 


Phe 






75 








80 


Ser 


Arg 


Asp Leu 


Gly 


Ala 


1 le 


Val 




90 








95 




Asn 


Glu 


Thr Gin 


Leu 


Ala 


Arg 


1 le 


105 








110 






Pro 


Val 


Asn Asp 


Gly 


Phe 


Gin 


Ala 








125 








Leu 


Lys 


Lys Ser 


Cys 


1 le 


Glu 


1 le 






140 










Cys 


Ala 


Gly Glu 


Ser 


Phe 


Gin 


Val 






155 








160 


His 


Ala 


Arg Asn 


Val 


Asp 


Arg 


Val 




170 








175 




Ser 


Val 


Thr Leu 


Ser 


Lys 


Ser 


Leu 


185 








190 






Ser 


Gly 


Phe Lys 


Glu 


Gly 


Asn 


Ser 








205 








His 


Thr 













<210> 11707 
<211> 1694 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (259). . (1335) 
<400> 11707 

aaaocatgta cotcaaattg tagaattaat aotttcagaa cagtgccaat agaacagaaa 60 
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catgaagtct ggggttcaaa ccagaactac 
ctttcacctt ctgttgcctc tccaagtccc 
tcaagtcacc agcccagagt tccacttttt 
cccttgcttc caaataatat gaaatctgcc 
cctcattcta agccaaattg ctcaaccctt 
ccttcggtta ctgatgcaag gtcggcagga 
ggggttcaaa ggtttcgaga tactctaaaa 
ccagggagaa cggatttgaa acacattgtt 
ggtctgaaaa agttcttttc ttgtcgtgga 
cttggcaaca gaaacatcac tgtatttgtc 
gtcacagaac agcacttctt aacccagctc 
gcccggatgg tctttggaga aagaattgct 
gcggacaaaa ctggtggcat aattgtgaca 
tcagtctctt ggagagaaat tattacaaaa 
atatttatgg ttcccgatga tcctctggga 
cagaaggaag tctgtcttag agatatgcag 
atgtttgacc ccagcttcag agtccctggc 
ccgacccgga ttcagggagc cccttcaagc 
ctgctgccag ccctccccag tctccagcag 
gcagaaacca acgagctgag ggaagccctt 
ctgaaaatag accagatctt ggtggcccac 
gccatggtgt tggattgaag attgtgctga 
caaactcaag ctcacacctg tacctgatgg 
ccagtgtaaa cgcagttgta cagaaaaaaa 
accagctttt ttctatatat aaattatgct 
ggaaagtcta cattttctgc ctgttcagaa 
ttaccttttt atgtttttta aactattttc 
tggttagcct ttat 



atttgtaaca cagaccctga aactgatggc 120 
aaagaagtca attttgtttc aaggggagct 180 
cctgaaaatg gtttacacca gcagccagaa 240 
tgtgaaaaac gtttagaatg ttgtagttct 300 
tctccaccaa tgccactgcc ccagctgtta 360 
ccttctgatc atattgattc ctcagttact 420 
ataccctaca agctggaatt aaaaaatgaa 480 
atagatggga gcaatgttgc aattacccat 540 
attgcaattg cagttgaata tttttggaag 600 
cctcagtgga gaacaaggcg tgatcctaat 660 
caggagctcg gaatattatc tttaactcct 720 
tctcatgatg acaggtttct actacactta 780 
aatgataatt tcagagaatt tgtgaatgag 840 
aggctgctgc agtacacgtt cgtgggggac 900 
agaagtggac ctcgattaga ggagtttctt 960 
cccctactca gtgccctgcc aaatgtgggc 1020 
acccaggcag ccagcaccag ccaccagcct 1080 
cactggctcc ctcagcagcc ccacttccca 1140 
aacctgccca tgccagctca gagatcttct 1200 
ctgaagatct tccctgactc agagcaaaga 1260 
ccatacatga aagatctaaa tgcgctttct 1320 
gcgctgagct tgcgctcagg gctggctgat 1380 
gaatgaacat aatgtgaaga aacttatttc 1440 
atgttttggg tataaatctg ggttttcaaa 1500 
gctattacag atttaacatt ttctgttaaa 1560 
ctgtttaata gcagttactc ttgagtgtat 1620 
cttaaagccg aaaatattga caaatggata 1680 

1694 



<210> 11708 
<211> 359 
<212> PRT 

<213> Homo sapiens 



<400> 11708 












Met Lys Ser 


Ala 


Cys 


Glu 


Lys Arg Leu Glu Cys 


Cys Ser Ser Pro His 


1 




5 




10 


15 


Ser Lys Pro 


Asn 


Cys 


Ser 


Thr Leu Ser Pro Pro 


Met Pro Leu Pro Gin 




20 






25 


30 


Leu Leu Pro 


Ser 


Val 


Thr 


Asp Ala Arg Ser Ala 


Gly Pro Ser Asp His 


35 








40 


45 


1 1 e Asp Ser 


Ser 


Val 


Thr 


Gly Val Gin Arg Phe 


Arg Asp Thr Leu Lys 


50 








55 


60 


1 le Pro Tyr 


Lys 


Leu 


Glu 


Leu Lys Asn Glu Pro 


Gly Arg Thr Asp Leu 


65 






70 


75 


80 


Lys His Me 


Val 


1 le 


Asp 


Gly Ser Asn Val Ala 


1 le Thr His Gly Leu 






85 




90 


95 
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Lys 


Lys 


Phe 


Phe 








100 


Trp 


Lys 


Leu 


Gly 






115 




Thr 


Arg 


Arg 


Asp 




130 






Gin 


Glu 


Leu 


Gly 


145 








Glu 


Arg 


1 le 


Ala 


Lys 


Thr 


Gly 


Gly 








180 


Asn 


Glu 


Ser 


Val 






195 




Tyr 


Thr 


Phe 


Val 




210 






Arg 


Ser 


Gly 


Pro 


225 








Arg 


Asp 


Met 


Gin 


Asp 


Pro 


Ser 


Phe 








260 


Gin 


Pro 


Pro 


Thr 






275 




Gin 


Gin 


Pro 


His 




290 






Asn 


Leu 


Pro 


Met 


305 








Arg 


Glu 


Ala 


Leu 


1 le 


Asp 


Gin 


1 le 








340 


Leu 


Ser 


Ala 


Met 






355 





Ser 


Cys 


Arg 


Gly 


Asn 


Arg 


Asn 


1 le 








120 


Pro 


Asn 


Val 


Thr 






135 




1 le 


Leu 


Ser 


Leu 




150 






Ser 


His 


Asp 


Asp 


165 








1 le 


1 le 


Val 


Thr 


Ser 


Trp 


Arg 


Glu 








200 


Gly 


Asp 


1 le 


Phe 






215 




Arg 


Leu 


Glu 


Glu 




230 






Pro 


Leu 


Leu 


Ser 


245 








Arg 


Val 


Pro 


Gly 


Arg 


1 le 


Gin 


Gly 








280 


Phe 


Pro 


Leu 


Leu 






295 




Pro 


Ala 


Gin 


Arg 




310 






Leu 


Lys 


1 le 


Phe 


325 








Leu 


Val 


Ala 


His 


Val 


Leu 


Asp 





I le Ala I le Ala 
105 

Thr Val Phe Val 

Glu Gin His Phe 
140 

Thr Pro Ala Arg 
155 

Arg Phe Leu Leu 
170 

Asn Asp Asn Phe 
185 

Me lie Thr Lys 

Met Val Pro Asp 
220 

Phe Leu Gin Lys 
235 

Ala Leu Pro Asn 
250 

Thr Gin Ala Ala 
265 

Ala Pro Ser Ser 

Pro Ala Leu Pro 
300 

Ser Ser Ala Glu 
315 

Pro Asp Ser Glu 
330 

Pro Tyr Met Lys 
345 



Val 


Glu 


Tyr 


Phe 




110 






Pro 


Gin 


Trp 


Arg 


125 








Leu 


Thr 


Gin 


Leu 


Met 


Val 


Phe 


Gly 








160 


His 


Leu 


Ala 


Asp 






175 




Arg 


Glu 


Phe 


Val 




190 






Arg 


Leu 


Leu 


Gin 


205 








Asp 


Pro 


Leu 


Gly 


Glu 


Val 


Cys 


Leu 








240 


Val 


Gly 


Met 


Phe 






255 




Ser 


Thr 


Ser 


His 




270 






His 


Trp 


Leu 


Pro 


285 








Ser 


Leu 


Gin 


Gin 


Thr 


Asn 


Glu 


Leu 








320 


Gin 


Arg 


Leu 


Lys 






335 




Asp 


Leu 


Asn 


Ala 




350 







<210> 11709 
<211> 1727 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (133). . (1725) 
<400> 11709 

gtgggggogg ggaggagagg cggcggcggc agtgtccaag ctacgccact cgggctgggg 60 
cgttgggagc gggagtgcag agcgtggtcg tggoggcggo ggtgagaaga gogaggcgga 120 
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ggagggggtg ccatggccgg gcagcagttc cagtacgatg acagtgggaa caccttcttc 180 
tacttcctca cctccttcgt ggggctcatc gtgatcccgg cgacatacta cctctggccc 240 
cgagatcaga atgccgagca aattcgatta aagaatatca gaaaagtata tggaaggtgt 300 
atgtggtatc gtttacggtt attaaaaccc cagccaaata ttattcctac agtaaagaaa 360 
atagttctgc ttgcaggatg ggcattgttc ttattccttg catataaagt ttccagaaca 420 
gaccgagaat accaagaata caatccttat gaagtattaa atttggatcc tggagccaca 480 
gtagcagaaa ttaaaaaaca atatcgtttg ctgtcactta aatatcatcc agataaagga 540 
ggtgatgagg ttatgttcat gaggatagca aaagcttatg ctgctttaac ggatgaagag 600 
tcccggaaaa attgggaaga atttggaaat ccagatgggc ctcaagccac aagctttgga 660 
attgccctgc cagcttggat agttgaccag aaaaattcaa ttctggtttt acttgtatat 720 
ggattggcat ttatggttat ccctccagtt gttgtgggct cttggtggta tcgctcaata 780 
cgctatagtg gagaccagat tctaatacgc acaacacaga tttatacata ctttgtttat 840 
aaaacccgaa atatggatat gaaacgtctt atcatggttt tggctggagc ttctgaattt 900 
gatcctcagt ataataaaga tgccacaagc agaccaacgg ataatattct aataccacag 960 
ctaatcagag aaattggcag cattaattta aagaagaatg agcctccact tacctgccca 1020 
tatagcctga aggccagagt tcttttactg tctcatcttg ctagaatgaa aattcctgag 1080 
acccttgaag aagatcagca attcatgcta aaaaagtgtc ctgccctact tcaagaaatg 1 1 40^ 
gttaatgtaa tctgccaact aatagtaatg gcccggaacc gtgaagaaag ggagtttcgt 1200 
gctccaactt tggcatccct agaaaactgc atgaagcttt ctcagatggc cgttcaggga 1260 
cttcagcaat ttaagtctcc ccttctgcag ctccctcata ttgaagagga caatcttaga 1320 
cgggtttcta atcataagaa gtataaaatt aaaactatcc aggatttggt gagtttaaaa 1380 
gaatcagatc gtcacactct actgcacttc cttgaagatg aaaaatatga agaggttatg 1440 
gctgtccttg ggagttttcc atatgtgacc atggatataa aatcacaggt gttagatgat 1500 
gaagatagca acaacatcac agtaggatcc ttagttacag tgttggttaa gttgacaagg 1560 
caaacaatgg ctgaagtatt tgaaaaggag cagtccatct gtgctgcaga ggaacagcca 1620 
gcagaagatg ggcagggtga aactaacaag aacaggacaa aaggaggatg gcaacagaag 1680 
agtaaaggac ccaagaaaac tgctaaatca aaaaaaaaga aaccttt 1727 



<210> 11710 
<211> 531 
<212> PRT 

<213> Homo sapiens 



<400> 11710 



Met 


Ala Gly 


Gin 


Gin 


Phe 


Gin 


Tyr 


Asp 


Asp 


Ser Gly Asn 


Thr 


Phe 


Phe 


1 






5 










10 






15 




Tyr 


Phe Leu 


Thr 


Ser 


Phe 


Val 


Gly 


Leu 


1 le 


Val 1 le Pro 


Ala 


Thr 


Tyr 






20 










25 






30 






Tyr 


Leu Trp 


Pro 


Arg 


Asp 


Gin 


Asn 


Ala 


Glu 


Gin Me Arg 


Leu 


Lys 


Asn 




35 










40 






45 








1 le 


Arg Lys 


Val 


Tyr 


Gly 


Arg 


Cys 


Met 


Trp 


Tyr Arg Leu 


Arg 


Leu 


Leu 




50 








55 








60 








Lys 


Pro Gin 


Pro 


Asn 


1 le 


1 le 


Pro 


Thr 


Val 


Lys Lys 1 1 e 


Val 


Leu 


Leu 


65 








70 










75 






80 


Ala 


Gly Trp 


Ala 


Leu 


Phe 


Leu 


Phe 


Leu 


Ala 


Tyr Lys Val 


Ser 


Arg 


Thr 








85 










90 






95 




Asp 


Arg Glu 


Tyr 


Gin 


Glu 


Tyr 


Asn 


Pro 


Tyr 


Glu Val Leu 


Asn 


Leu 


Asp 
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100 



Pro 


Gly 


Ala 


Thr 


Val 


Ala 


Glu 


1 le 






115 










120 


Leu 


Lys 


Tyr 


His 


Pro 


Asp 


Lys 


Gly 




130 










135 




1 le 


Ala 


Lys 


Ala 


Tyr 


Ala 


Ala 


Leu 


145 










150 






Trp 


Glu 


Glu 


Phe 


Gly 


Asn 


Pro 


Asp 










165 








1 le 


Ala 


Leu 


Pro 


Ala 


Trp 


1 le 


Val 








180 










Leu 


Leu 


Val 


Tyr 


Gly 


Leu 


Ala 


Phe 






195 










200 


Gly 


Ser 


Trp 


Trp 


Tyr 


Arg 


Ser 


1 le 




210 










215 




1 le 


Arg 


Thr 


Thr 


Gin 


1 le 


Tyr 


Thr 


225 










230 






Met 


Asp 


Met 


Lys 


Arg 


Leu 


1 le 


Met 










245 








Asp 


Pro 


Gin 


Tyr 


Asn 


Lys 


Asp 


Ala 








260 










Leu 


1 le 


Pro 


Gin 


Leu 


1 le 


Arg 


Glu 






275 










280 


Asn 


Glu 


Pro 


Pro 


Leu 


Thr 


Cys 


Pro 




290 










295 




Leu 


Leu 


Ser 


His 


Leu 


Ala 


Arg 


Met 


305 










310 






Asp 


Gin 


Gin 


Phe 


Met 


Leu 


Lys 


Lys 










325 








Val 


Asn 


Val 


1 le 


Cys 


Gin 


Leu 


1 le 








340 










Arg 


Glu 


Phe 


Arg 


Ala 


Pro 


Thr 


Leu 






355 










360 


Leu 


Ser 


Gin 


Met 


Ala 


Val 


Gin 


Gly 




370 










375 




Leu 


Gin 


Leu 


Pro 


His 


1 le 


Glu 


Glu 


385 










390 






His 


Lys 


Lys 


Tyr 


Lys 


1 le 


Lys 


Thr 










405 








Glu 


Ser 


Asp 


Arg 


His 


Thr 


Leu 


Leu 








420 










Glu 


Glu 


Val 


Met 


Ala 


Val 


Leu 


Gly 






435 










440 


1 le 


Lys 


Ser 


Gin 


Val 


Leu 


Asp 


Asp 




450 










455 




Gly 


Ser 


Leu 


Val 


Thr 


Val 


Leu 


Val 


465 










470 






Glu 


Val 


Phe 


Glu 


Lys 


Glu 


Gin 


Ser 



105 






110 






Lys 


Lys 


Gin 


Tyr Arg Leu 


Leu 


Ser 








125 






Gly 


Asp 


Glu 


Val Met Phe 


Met 


Arg 








140 






Thr 


Asp 


Glu 


Glu Ser Arg 


Lys 


Asn 






155 






160 


Gly 


Pro 


Gin 


Ala Thr Ser 


Phe 


Gly 




170 






175 




Asp 


Gin 


Lys 


Asn Ser 1 1 e 


Leu 


Val 


185 






190 






Met 


Val 


1 le 


Pro Pro Val 


Val 


Val 








205 






Arg 


Tyr 


Ser 


Gly Asp Gin 


1 le 


Leu 








220 






Tyr 


Phe 


Val 


Tyr Lys Thr 


Arg 


Asn 






235 






240 


Val 


Leu 


Ala 


Gly Ala Ser 


Glu 


Phe 




250 






255 




Thr 


Ser 


Arg 


Pro Thr Asp 


Asn 


1 le 


265 






270 






1 le 


Gly 


Ser 


1 le Asn Leu 


Lys 


Lys 








285 






Tyr 


Ser 


Leu 


Lys Ala Arg 


Val 


Leu 








300 






Lys 


1 le 


Pro 


Glu Thr Leu 


Glu 


Glu 






315 






320 


Cys 


Pro 


Ala 


Leu Leu Gin 


Glu 


Met 




330 






335 




Val 


Met 


Ala 


Arg Asn Arg 


Glu 


Glu 


345 






350 






Ala 


Ser 


Leu 


Glu Asn Cys 


Met 


Lys 








365 






Leu 


Gin 


Gin 


Phe Lys Ser 


Pro 


Leu 








380 






Asp 


Asn 


Leu 


Arg Arg Val 


Ser 


Asn 






395 






400 


1 le 


Gin 


Asp 


Leu Val Ser 


Leu 


Lys 




410 






415 




His 


Phe 


Leu 


Glu Asp Glu 


Lys 


Tyr 


425 






430 






Ser 


Phe 


Pro 


Tyr Val Thr 


Met 


Asp 








445 






Glu 


Asp 


Ser 


Asn Asn 1 1 e 


Thr 


Val 








460 






Lys 


Leu 


Thr 


Arg Gin Thr 


Met 


Ala 






475 






480 


1 le 


Cys 


Ala 


Ala Glu Glu 


Gin 


Pro 
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485 

Ala Glu Asp Gly Gin Gly Glu Thr 
500 

Trp Gin Gin Lys Ser Lys Gly Pro 
515 520 
Lys Lys Pro 
530 



490 495 
Asn Lys Asn Arg Thr Lys Gly Gly 
505 510 
Lys Lys Thr Ala Lys Ser Lys Lys 
525 



<210> 11711 
<211> 1700 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (164). . (769) 

<400> 11711 

agatttgaag gcggcgcgcg gaotaggtgc 
agtggacctg gtcagcccta ccccactgac 
agccacagcc cctgcccctg ctgcggcgcg 
gctgaacgtg gcggtcotgg agaaccogag 
cagcttcgag tgcagtgaag ccctggcgga 
ctcggctgag agtgaggaat ttgatcagat 
agcagggaga cacatgtttg tctttcaggc 
gactgatgcc gtgggtgtga ctgtggtcct 
oatccgagtg ggctactacg tcaacaacga 
gcccatgaag coagatttot occagctcca 
gacccgottc catatcaact gggacaacaa 
ggacccctcc otgggctgcg gcctcGcact 
ccctggctgc atccctggcc tcctccctga 
acccagagtg tcccagcacg ccgggagggg 
cccatotaga ggactttggg ggccatcagc 
aggaaagaac aggccttggg tctcccctag 
tctacaggcc tataagaagc aggtacttca 
cttcataaat tctaactaag gccactgtgc 
aagctttcco acagacctcc ctggcocacc 
gctccagtcc tgctgagcca aaggotttgt 
gacGcactcc agctttctgg tgtcacaggc 
cccatttctg tcctgctccc aggaagattc 
oagaggtgtg atcagcagga tgctgaggaa 
ccttcotgtt atctcctaaa tggatctggc 
ggtatcagag ggcctgcctg ggcagtctgt 
ctggcagcct taacctgtcc tctgctagga 
gggaccctga aaactgtccc tcoccagccc 
ccgccatgtg gatgctgttg tgattgctgt 
aaatgtttgg tctgaaaatt 



gcacttcagt tctcggagag aagaggcggg 60 
ccoaccggac ccaggcgcgg cctccgccac 120 
gcgaggcgag gcgatggcca aggtgtcggt 180 
Gcctttccac agccocttcc ggttcgagat 240 
cgacctggag tggaagatca tttatgttgg 300 
cctagactcg gtgctggtgg gccctgtgcc 360 
cgacgccccc aacccatccc tcatcccaga 420 
catcacctgc acctaccatg gacaggagtt 480 
gtacctcaao octgagctgc gtgagaacco 540 
gcggaacatc ttggcctcga acccocgggt 600 
catggacagg ctggaggcoa tagagaccca 660 
caactgcact cctatcaagg gcttggggct 720 
gaactccatg gactgcatct aactgcagga 780 
caaocaggcc toccagogag tcctgcaggg 840 
tgcaatccag gtctgtcaaa ctcagccoct 900 
tcctggccag aaggatgatc tcgcttttcc 960 
gttctaaatt ctgacttgtg ttcttttcgt 1020 
cactgtgcac ccttgagtac cattgatcca 1080 
tagaggottt cttggtcagt gcctgtcaag 1140 
cattccttto tcttcctgta catctgagca 1200 
gggaatgtta gttagtaggt agacttagat 1260 
ttaggtcctc ttcaatccag cagcccctcc 1320 
ccatgttgcc tttcctgtca atcacagcca 1380 
ttttcctgga ggctgccatg gttggaagat 1440 
ctccgggcca gggtcaggga ccctctgcct 1500 
ccagggtgat ttcaagccag ggaagcaact 1560 
gotccccctc tctgtgccct ggtcoccttg 1620 
ttgtatatta tcaaaatgtt tttatattaa 1680 

1700 
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<210> 11712 
<211> 202 
<212> PRT 

<213> Homo sapiens 



<400> 11712 






Met 


Ala Lys 


Val Ser Val 


Leu Asn 


1 




5 




Pro 


Phe His 


Ser Pro Phe 


Arg Phe 






20 




Ala 


Leu Ala 


Asp Asp Leu 


Glu Trp 




35 




40 


Glu 


Ser Glu 


Glu Phe Asp 


Gin Me 




50 




55 


Val 


Pro Ala 


Gly Arg His 


Met Phe 


65 




70 




Pro 


Ser Leu 


lie Pro Glu 


Thr Asp 






85 




1 le 


Thr Cys 


Thr Tyr His 


Gly Gin 






100 




Val 


Asn Asn 


Glu Tyr Leu 


Asn Pro 




115 




120 


Lys 


Pro Asp 


Phe Ser Gin 


Leu Gin 




130 




135 


Arg 


Val Thr 


Arg Phe His 


1 1 e Asn 


145 




150 




Glu 


Ala 1 le 


Glu Thr Gin 


Asp Pro 






165 




Asn 


Cys Thr 


Pro 1 1 e Lys 


Gly Leu 






180 




Leu 


Leu Pro 


Glu Asn Ser 


Met Asp 




195 




200 



Val 


Ala 


Val Leu 


Glu 


Asn 


Pro 


Ser 




10 








15 




Glu 


1 le 


Ser Phe 


Glu 


Cys 


Ser 


Glu 


25 








30 






Lys 


1 le 


1 le Tyr 


Val 


Gly 


Ser 


Ala 








45 








Leu 


Asp 


Ser Val 


Leu 


Val 


Gly 


Pro 






60 










Val 


Phe 


Gin Ala 


Asp 


Ala 


Pro 


Asn 






75 








80 


Ala 


Val 


Gly Val 


Thr 


Val 


Val 


Leu 




90 








95 




Glu 


Phe 


1 le Arg 


Val 


Gly 


Tyr 


Tyr 


105 








110 






Glu 


Leu 


Arg Glu 


Asn 


Pro 


Pro 


Met 








125 








Arg 


Asn 


1 le Leu 


Ala 


Ser 


Asn 


Pro 






140 










Trp 


Asp 


Asn Asn 


Met 


Asp 


Arg 


Leu 






155 








160 


Ser 


Leu 


Gly Cys 


Gly 


Leu 


Pro 


Leu 




170 








175 




Gly 


Leu 


Pro Gly 


Cys 


1 le 


Pro 


Gly 


185 








190 






Cys 


1 le 













<210> 11713 
<211> 2753 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (72). . (2081) 

<400> 11713 

taagtaacgt cagcctgaga actgagtago tgtactgtgt ggcgocttat totaggoact 60 
tgttgggcag aatgtcacac ctgccgatga aactcctgog taagaagatc gagaagogga 120 
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acctcaaatt gcggcagcgg aacctaaagt ttcagggggc ctcaaatctg accctatcgg 180 
aaactcaaaa tggagatgta tctgaagaaa caatgggaag tagaaaggtt aaaaaatcaa 240 
aacaaaagcc catgaatgtg ggcttatcag aaactcaaaa tggaggcatg tctcaagaag 300 
cagtgggaaa tataaaagtt acaaagtctc cccagaaatc cactgtatta accaatggag 360 
aagcagcaat gcagtcttoo aattcagaat caaaaaagaa aaagaagaaa aagagaaaaa 420 
tggtgaatga tgctgagcct gatacgaaaa aagcaaaaac tgaaaacaaa gggaaatotg 480 
aagaagaaag tgccgagact actaaagaaa cagaaaataa tgtggagaag ccagataatg 540 
atgaagatga gagtgaggtg cccagtctgc ccctgggact gacaggagct tttgaggata 600 
cttcgtttgc ttctotatgt aatcttgtca atgaaaacac tctgaaggca ataaaagaaa 660 
tgggttttac aaacatgact gaaattcagc ataaaagtat cagaccactt ctggaaggca 720 
gggatcttct agcagctgca aaaacaggca gtggtaaaac cctggctttt ctcatccotg 780 
cagttgaact cattgttaag ttaaggttca tgaccaggaa tggaacagga gtccttattc 840 
^ tctcacctac tagagaacta gccatgcaaa cctttggtgt tcttaaggag ctgatgactc 900 

y accacgtgoa tacctatggc ttgataatgg gtggcagtaa cagatctgct gaagcacaga 960 

aaottggtaa tgggatcaac atcattgtgg ccacaccagg ccgtctgctg gaccatatgc 1020 
^ agaatacccc aggatttatg tataaaaacc tgcagtgtct ggttattgat gaagctgatc 1080 

gtatcttgga tgtggggttt gaagaggaat taaagcaaat tattaaactt ttgccaacac 1140 
gtagacagac tatgctcttt tctgocaccc aaactcgaaa agttgaagac ctggcaagga 1200 
^ tttctctgaa aaaggagcca ttgtatgttg gcgttgatga tgataaagcg aatgcaacag 1260 

tggatggtct tgaacaggga tatgttgttt gtccttctga aaagagattc cttctgctct 1320 
J" ttacattcct taagaagaac ogaaagaaga agcttatggt cttcttttca tcttgtatgt 1380 

ctgtgaaata ccactatgag ttgctgaact acattgattt gcccgtcttg gccattcatg 1440 
•^j gaaagcaaaa gcaaaataag cgtaoaacca cattcttcca gttctgcaat gcagattcgg 1500 

pj gaacactatt gtgtacggat gtggcagcga gaggactaga cattcctgaa gtcgactgga 1560 

m ttgttcagta tgaccctccg gatgacccta aggaatatat tcatcgtgtg ggtagaaoag 1620 

Q ccagaggcct aaatgggaga gggcatgcct tgctcatttt gcgcccagaa gaattgggtt 1680 

□ ttcttcgtta cttgaaacaa tccaaggttc cattaagtga atttgacttt tcctggtcta 1740 

aaatttctga cattcagtct cagcttgaga aattgattga aaagaattac tttcttcata 1800 
agtcagccca ggaagoatat aagtcataca tacgagccta tgattcccat tctctgaaao 1860 
agatctttaa tgttaataac ctaaatttgc ctcaggttgc tctgtcattt ggtttcaagg 1920 
tgoctccctt cgttgatctg aacgtcaaca gtaatgaagg caagcagaaa aagcgaggag 1980 
gtggtggtgg atttggctac cagaaaacca agaaagttga gaaatccaaa atctttaaac 2040 
acattagcaa gaaatcatct gacagcaggc agttctctca ctgaacacat gccttccttt 2100 
catcttgaat aactttgtcc taaaatgaat tttttttccc cttgatttaa caggattttt 2160 
gtagacttta gaatttggac ttacctaaca agagtataaa ttgacttggg ttgcaagcac 2220 
tgagcaotgt tacttctatc acgtctctct tttatttctg ggatataaaa caggctttaa 2280 
gtttcttggt tgcccaaggg cagagcaagg aatatctggt gtttcttgtg atgataatat 2340 
tttaatttta aatatccctc cctcatacaa gtgtatgtta ccattttaat ataattcttt 2400 
ttgtaccttt ccttcttgtt ttgtgaggat ttttgtggca tggattgctg tgctcactgc 2460 
tgtaaaaggt gacctagtgt actgggcagc tggtggcggt gcagaaaaga gtctcaggtt 2520 
attttttgtt tttagttatt tcttggacct tgacagtatc taatgactcc tcctgaaaat 2580 
gctgcagtat aaaagagcaa agagctttgg gaaataccta agaagcaoct taagattagg 2640 
gtggcattgc ttttatagat tcttgatttt aaagcaacag gcctttctca ggtgttgcat 2700 
tttttggagc aaaaactatg ggttgtaatt tgaataaagt gtcactaagc agt 2753 



<210> 11714 
<211> 670 



-5217/13211- 



<212> PRT 

<213> Homo sapiens 



<400> 11714 






















Met 


Ser 


His 


Leu 


Pro 


Met 


Lys Leu Leu 


Arg 


Lys 


Lys 


1 le 


Glu 


Lys Arg 


1 








5 






10 










15 


Asn 


Leu 


Lys 


Leu 


Arg Gin 


Arg Asn Leu 


Lys 


Phe 


Gin 


Gly 


Ala 


Ser Asn 








20 






25 










30 




Leu 


Thr 


Leu 


Ser 


Glu 


Thr 


Gin Asn Gly 


Asp 


Val 


Ser 


Glu 


Glu 


Thr Met 






35 








40 








45 






Gly 


Ser 


Arg 


Lys 


Val 


Lys 


Lys Ser Lys 


Gin 


Lys 


Pro 


Met 


Asn 


Val Gly 




50 










55 






60 








Leu 


Ser 


Glu 


Thr 


Gin 


Asn 


Gly Gly Met 


Ser 


Gin 


Glu 


Ala 


Val 


Gly Asn 


65 










70 






75 








80 


1 le 


Lys 


Val 


Thr 


Lys 


Ser 


Pro Gin Lys 


Ser 


Thr 


Val 


Leu 


Thr 


Asn Gly 










85 






90 










95 


Glu 


Ala 


Ala 


Met 


Gin 


Ser 


Ser Asn Ser 


Glu 


Ser 


Lys 


Lys 


Lys 


Lys Lys 








100 






105 










110 




Lys 


Lys 


Arg 


Lys 


Met 


Val 


Asn Asp Ala 


Glu 


Pro 


Asp 


Thr 


Lys 


Lys Ala 






115 








120 








125 






Lys 


Thr 


Glu 


Asn 


Lys 


Gly 


Lys Ser Glu 


Glu 


Glu 


Ser 


Ala 


Glu 


Thr Thr 




130 










135 






140 








Lys 


Glu 


Thr 


Glu 


Asn 


Asn 


Val Glu Lys 


Pro 


Asp 


Asn 


Asp 


Glu 


Asp Glu 


145 










150 






155 








160 


Ser 


Glu 


Val 


Pro 


Ser 


Leu 


Pro Leu Gly 


Leu 


Thr 


Gly 


Ala 


Phe 


Glu Asp 










165 






170 










175 


Thr 


Ser 


Phe 


Ala 


Ser 


Leu 


Cys Asn Leu 


Val 


Asn 


Glu 


Asn 


Thr 


Leu Lys 








180 






185 










190 




Ala 


1 le 


Lys 


Glu 


Met Gly 


Phe Thr Asn 


Met 


Thr 


Glu 


1 le 


Gin 


His Lys 






195 








200 








205 






Ser 


1 le 


Arg 


Pro 


Leu 


Leu 


Glu Gly Arg 


Asp 


Leu 


Leu 


Ala 


Ala 


Ala Lys 




210 










215 






220 








Thr 


Gly 


Ser 


Gly 


Lys 


Thr 


Leu Ala Phe 


Leu 


1 le 


Pro 


Ala 


Val 


Glu Leu 


225 










230 






235 








240 


1 le 


Val 


Lys 


Leu 


Arg 


Phe 


Met Thr Arg 


Asn 


Gly 


Thr 


Gly 


Val 


Leu 1 1 e 










245 






250 










255 


Leu 


Ser 


Pro 


Thr 


Arg Glu 


Leu Ala Met 


Gin 


Thr 


Phe 


Gly 


Val 


Leu Lys 








260 






265 










270 




Glu 


Leu 


Met 


Thr 


His 


His 


Val His Thr 


Tyr 


Gly 


Leu 


1 le 


Met 


Gly Gly 






275 








280 








285 






Ser 


Asn 


Arg 


Ser 


Ala 


Glu 


Ala Gin Lys 


Leu 


Gly 


Asn 


Gly 


1 le 


Asn 1 1 e 




290 










295 






300 








1 le 


Val 


Ala 


Thr 


Pro Gly 


Arg Leu Leu 


Asp 


His 


Met 


Gin 


Asn 


Thr Pro 


305 










310 






315 








320 


Gly 


Phe 


Met 


Tyr 


Lys Asn 


Leu Gin Cys 


Leu 


Val 


1 le 


Asp 


Glu 


Ala Asp 










325 






330 










335 


Arg 


1 le 


Leu 


Asp 


Val 


Gly 


Phe Glu Glu 


Glu 


Leu 


Lys 


Gin 


1 le 


t le Lys 








340 






345 










350 
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Leu 


Leu 


Pro 


Thr 


Arg 


Arg Gin Thr Met 


Leu 


Phe Ser Ala Thr 


Gin 


Thr 






355 






360 




365 






Arg 


Lys 


Val 


Glu 


Asp 


Leu Ala Arg 1 le 


Ser 


Leu Lys Lys Glu 


Pro 


Leu 




370 








375 




380 






Tyr 


Val 


Gly 


Val 


Asp 


Asp Asp Lys Ala Asn 


Ala Thr Val Asp 


Gly 


Leu 


385 










390 




395 




400 


Glu 


Gin 


Gly 


Tyr 


Val 


Val Cys Pro Ser 


Glu 


Lys Arg Phe Leu 


Leu 


Leu 










405 




410 




415 




Phe 


Thr 


Phe 


Leu 


Lys 


Lys Asn Arg Lys 


Lys 


Lys Leu Met Val 


Phe 


Phe 








420 




425 




430 






Ser 


Ser 


Cys 


Met 


Ser 


Val Lys Tyr His 


Tyr 


Glu Leu Leu Asn 


Tyr 


1 le 






435 






440 




445 






Asp 


Leu 


Pro 


Val 


Leu 


Ala 1 le His Gly 


Lys 


Gin Lys Gin Asn 


Lys 


Arg 




450 








455 




460 






Thr 


Thr 


Thr 


Phe 


Phe 


Gin Phe Cys Asn Ala 


Asp Ser Gly Thr 


Leu 


Leu 


465 










470 




475 




480 


Cys 


Thr 


Asp 


Val 


Ala 


Ala Arg Gly Leu 


Asp 


Me Pro Glu Val 


Asp 


Trp 










485 




490 




495 




1 le 


Val 


Gin 


Tyr 


Asp 


Pro Pro Asp Asp 


Pro 


Lys Glu Tyr 1 le 


His 


Arg 








500 




505 




510 






Val 


Gly 


Arg 


Thr 


Ala 


Arg Gly Leu Asn Gly 


Arg Gly His Ala 


Leu 


Leu 






515 






520 




525 






1 le 


Leu 


Arg 


Pro 


Glu 


Glu Leu Gly Phe 


Leu 


Arg Tyr Leu Lys 


Gin 


Ser 




530 








535 




540 






Lys 


Val 


Pro 


Leu 


Ser 


Glu Phe Asp Phe 


Ser 


Trp Ser Lys 1 le 


Ser Asp 


545 










550 




555 




560 


1 le 


Gin 


Ser 


Gin 


Leu 


G 1 u Lys Leu 1 1 e 


Glu 


Lys Asn Tyr Phe 


Leu 


His 










565 




570 




575 




Lys 


Ser 


Ala 


Gin 


Glu 


Ala Tyr Lys Ser 


Tyr 


1 1 e Arg A 1 a Tyr 


Asp 


Ser 








580 




585 




590 






His 


Ser 


Leu 


Lys 


Gin 


1 1 e Phe Asn Va 1 


Asn 


Asn Leu Asn Leu 


Pro 


Gin 






595 






600 




605 






Val 


Ala 


Leu 


Ser 


Phe 


Gly Phe Lys Val 


Pro 


Pro Phe Val Asp 


Leu 


Asn 




610 








615 




620 






Val 


Asn 


Ser 


Asn 


Glu 


Gly Lys Gin Lys 


Lys 


Arg Gly Gly Gly 


Gly Gly 


625 










630 




635 




640 


Phe 


Gly 


Tyr 


Gin 


Lys 


Thr Lys Lys Val 


Glu 


Lys Ser Lys 1 le 


Phe 


Lys 










645 




650 




655 




His 


1 le 


Ser 


Lys 


Lys 


Ser Ser Asp Ser Arg 


Gin Phe Ser His 












660 




665 




670 







<210> 11715 
<211> 2586 
<212> DNA 
<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (301).. (1515) 
<400> 11715 

gtaagtccag agagtttagt gtccacacct 
gatgaaagtc caaaaccagg aaaattccaa 
gatagccttg gttctgaaga tcgtgatctt 
agattcaaag aaacagaacg tccatcaata 
acttcaaaac tggatgaaaa aaataatgcc 
atgcaggaac tcaataacga aataaatatg 
gctcttaact gctgtgttga tgaagaacat 
gaaagacttc ttctaattgc aactgggaag 
ttgaagaacg aaggacctca gaggaagaat 
tccaaaggat cagttacttt gtcagaaatc 
agtacggttc agaaaccaga tgcagcaaat 
gctgaaaata tggtagccac accattagca 
ctgacattca ctactacatt tactctgcaa 
gaagtttaca gcttggtgca aaagaaagat 
tccaagtcca aggctattac tccaaagcga 
attcattctt cagtcatggc cagtccagga 
gcccttgttg gatcttacac attatcattg 
gacaaggtcc cctttttatc ttctttggaa 
gtgaattcca gtgttgaaga aagaggtttt 
ggtgcctggc atcgaagatg gtgtgttctt 
ccagatgatg agaaacgcaa gaatcccata 
cgtcagatag aaccagccaa cagagaattt 
actgtccgac cacaaagaga agatgaccga 
ctctgtgtta ccaagaactg gctgtctgca 
caaaaactca atcaagttct tgttgatatt 
cctattggaa agccttaaac cgggaaattt 
ttaagaaaca cacttaagag catcagattt 
agggtttgtg ccaatattca ctacgtatta 
tttaactgat ttctgtcatt cgtcaatgag 
taaatcttaa tttaaaagcc tcattttcct 
atattttttt aaaagtaaga aattctgagt 
gcaacgtctt tcaggggttg gagacagaaa 
aaggctgtga tcatttattg atcgtgatat 
ctaaggcctt tacagaaaca tttttagtaa 
atatattggc ttaaagcatg aggctgtctt 
gtgtgagact tgggggttca atattttata 
ttactcagct actatatatg cagtgtggtg 
gatcattatt tttgctgcgt agcttacaga 
agtgtaaatt gaaaaatctt tatattaaaa 
aataatactt tgcttgccaa agtgtttggg 
ttggttcatg aacaacagtg tctagaaacc 
ctatcacctt taaacgcctt tttttaaaat 
tttaaataca ctttgaactt cttctctgaa 
agcact 



agactggaat tgaaagacac cagcagaagt 60 
agaactcgtg tccctcgagc tgaatctggt 120 
ctttacagca ttgatgcata tagatctcaa 180 
aagcaggtga ttgttcggaa ggaagatgtt 240 
tttccttgtc aagttaatat caaacagaaa 300 
caacagacag tgatctatca agctagccag 360 
ggaaaagggt ccctagaaga agctgaagca 420 
agaacacttt tgattgatga attgaataaa 480 
aaggctagtc cccaaagtga atttatgcca 540 
cgcttgcctc taaaagcaga ttttgtctgc 600 
tactattact taattatact aaaagcagga 660 
agtacttcaa actctcttaa cggtgatgct 720 
gatgtatcca atgactttga aataaatatt 780 
ccctcaggcc ttgataagaa gaaaaaaaca 840 
ctcctcacat ctataaccac aaaaagcaac 900 
ggtcttagtg ctgtgcgaac cagcaacttc 960 
tcttcagtag gaaatactaa gtttgttctg 1020 
ggtcatattt atttaaaaat aaaatgtcaa 1080 
ctaaccatat ttgaagatgt tagtggtttt 1140 
tctggaaact gtatatctta ttggacttat 1200 
ggaaggataa atctggctaa ttgtaccagt 1260 
tgtgcaagac gcaacacttt tgaattaatt 1320 
gagactcttg tcagccaatg cagggacaca 1380 
gatactaaag aagagcggga tctctggatg 1440 
cgcctctggc aacctgatgc ttgctacaaa 1500 
ccatgctatc tagaggtttt tgatgtcatc 1560 
actgattgca ttttatgctt taagtacgaa 1620 
tgcagtattt atatcttttg tatgtaaaac 1680 
tagaagtaaa tacattatag ttgattttgc 1740 
agaaatctaa ttattcagtt attcatgaca 1800 
tgtcttcttg gagctgtagg tcttgaagca 1860 
cccattctcc aatctcagta gttttttcga 1920 
gacttgttac tagggtactg aaaaaaatgt 1980 
tgaggatgag aactttttca aatagcaaat 2040 
cagaaaagtg atgtggacat aggaggcaat 2100 
tagaagagtt aataagcaca tggtttacat 2160 
cacattttca cagaattctg gcttcattaa 2220 
cttagcatat tagttttttc tactcctaca 2280 
aagtaaactg ttatgaagct gctatgtact 2340 
ttttgttgtt gtttgtttgt ttgtttgttt 2400 
cattttgaaa gtggaaaatt attaagtcac 2460 
tataaaatat tgtaaagcag ggtctcaact 2520 
ttattaaagt tctttatgac ctcatttata 2580 

2586 
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<210> 11716 
<211> 405 
<212> PRT 

<213> Homo sapiens 



<400> 11716 



Met 


Gin 


Glu 


Leu 


Asn 


Asn 


Glu 


1 le 


Asn 


Met 


Gin Gin 


Thr 


Val 


1 le 


Tyr 


1 








5 










10 








15 




Gin 


Ala 


Ser 


Gin 


Ala 


Leu 


Asn Cys Cys 


Val 


Asp Glu 


Glu 


His 


Gly 


Lys 








20 










25 








30 






Gly 


Ser 


Leu 


Glu 


Glu 


Ala 


Glu 


Ala 


Glu 


Arg 


Leu Leu 


Leu 


1 le 


Ala 


Thr 






35 










40 








45 








Gly 


Lys Arg Thr 


Leu 


Leu 


1 1 e Asp G 1 u 


Leu 


Asn Lys 


Leu 


Lys 


Asn 


Glu 




50 










55 








60 










Gly 


Pro Gin Arg 


Lys Asn 


Lys 


Ala 


Ser 


Pro 


Gin Ser 


Glu 


Phe 


Met 


Pro 


65 










70 










75 








80 


Ser 


Lys Gly Ser 


Val 


Thr 


Leu 


Ser 


Glu 


1 le 


Arg Leu 


Pro 


Leu 


Lys 


Ala 










85 










90 








95 




Asp 


Phe 


Val 


Cys 


Ser 


Thr 


Val 


Gin 


Lys 


Pro 


Asp Ala 


Ala 


Asn 


Tyr 


Tyr 








100 










105 








110 






Tyr 


Leu 


1 le 


1 le 


Leu 


Lys 


Ala 


Gly Ala 


Glu 


Asn Met 


Val 


Ala 


Thr 


Pro 






115 










120 








125 








Leu 


Ala 


Ser 


Thr 


Ser 


Asn 


Ser 


Leu 


Asn 


Gly 


Asp Ala 


Leu 


Thr 


Phe 


Thr 




130 










135 








140 










Thr 


Thr 


Phe 


Thr 


Leu 


Gin 


Asp Val 


Ser 


Asn 


Asp Phe 


Glu 


1 le 


Asn 


1 le 


145 










150 










155 








160 


Glu 


Val 


Tyr 


Ser 


Leu 


Val 


Gin 


Lys 


Lys 


Asp 


Pro Ser 


Gly 


Leu 


Asp 


Lys 










165 










170 








175 




Lys 


Lys 


Lys 


Thr 


Ser 


Lys 


Ser 


Lys 


Ala 


1 le 


Thr Pro 


Lys 


Arg 


Leu 


Leu 








180 










185 








190 






Thr 


Ser 


1 le 


Thr 


Thr 


Lys 


Ser 


Asn 


1 le 


His 


Ser Ser 


Val 


Met 


Ala 


Ser 






195 










200 








205 








Pro 


Gly Gly 


Leu 


Ser 


Ala 


Val 


Arg 


Thr 


Ser 


Asn Phe 


Ala 


Leu 


Val 


Gly 




210 










215 








220 










Ser 


Tyr Thr 


Leu 


Ser 


Leu 


Ser 


Ser 


Val 


Gly 


Asn Thr 


Lys 


Phe 


Val 


Leu 


225 










230 










235 








240 


Asp 


Lys 


Val 


Pro 


Phe 


Leu 


Ser 


Ser 


Leu 


Glu 


Gly His 


1 le 


Tyr 


Leu 


Lys 










245 










250 








255 




1 le 


Lys 


Cys 


Gin 


Val 


Asn 


Ser 


Ser 


Val 


Glu 


Glu Arg 


Gly 


Phe 


Leu 


Thr 








260 










265 








270 






1 le 


Phe 


Glu 


Asp 


Val 


Ser 


Gly 


Phe 


Gly 


Ala 


Trp His 


Arg 


Arg 


Trp Cys 






275 










280 








285 








Val 


Leu Ser Gly 


Asn Cys 


1 le Ser Tyr 


Trp 


Thr Tyr 


Pro 


Asp 


Asp Glu 




290 










295 








300 










Lys 


Arg Lys 


Asn 


Pro 


1 le 


Gly Arg 


1 le 


Asn 


Leu Ala 


Asn 


Cys 


Thr 


Ser 


305 










310 










315 








320 
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Arg 


Gin 


1 le 


Glu 


Pro 
325 


Ala 


Asn 


Arg Glu 


Phe 
330 


Cys 


Ala 


Arg Arg 


Asn 
335 


Thr 


Phe 


Glu 


Leu 


1 le 
340 


Thr 


Val 


Arg 


Pro Gin 
345 


Arg 


Glu 


Asp 


Asp Arg 
350 


Glu 


Thr 


Leu 


Val 


Ser 
355 


Gin 


Cys 


Arg 


Asp 


Thr Leu 
360 


Cys 


Val 


Thr 


Lys Asn 
365 


Trp 


Leu 


Ser 


Ala 
370 


Asp 


Thr 


Lys 


Glu 


Glu 
375 


Arg Asp 


Leu 


Trp 


Met 
380 


Gin Lys 


Leu 


Asn 


Gin 


Val 


Leu 


Val 


Asp 


1 le 


Arg 


Leu Trp 


Gin 


Pro 


Asp 


Ala Cys 


Tyr 


Lys 


385 










390 








395 








400 


Pro 


1 le 


Gly 


Lys 


Pro 
405 





















i5 

o 

Vf 



Q 



<210> 11717 
<211> 3296 
<212> DNA 

<213> Homo sapiens 



<400> 1171" 

gatgaatgca 

aagaaactga 

aaaaagtttg 

aaatcttgta 

tgaaatattt 

taatactaca 

atttagatta 

aacttgaatc 

aagagtatgg 

atacattgaa 

catctcaata 

gttattataa 

ctggtcaaco 

atttaaatgt 

gtcttttctg 

gacatctaag 

tgattttttt 

oaaaattgag 

ttaatggaag 

ttttatttaa 

tccatgttgc 

ttcttgagto 

gtgctctttg 

caccacgtca 

aacaacagaa 

gaactgatct 

aaccttgaca 

aaaattagcc 



gaggaaagoa 
actgttacaa 
gatatactgt 
ggaaaattgt 
tgttgctgca 
agtataatga 
caaatgaata 
ttttcttgca 
gtaataagga 
taaggotgtt 
cacttagggg 
ctaaacatag 
ttttgaagta 
tttactgaaa 
tgaattatga 
gtcctctgta 
ottttoatgg 
tgaaacacaa 
ctttttgatg 
ttttttaaag 
attaaacctg 
tgccgttgaa 
taaaatgaaa 
tctggatttt 
atccttcacc 
gtccttcgtg 
aagagtagtt 
tggtaaggcc 



gcttggcaaa 
gattaccctt 
atctgaagaa 
caaaggggct 
gccgagtgac 
catttagaag 
ttataaaggg 
ttgtattttt 
gttatatgtc 
tatcacatgc 
tgtattgttt 
tatagtccaa 
gaagaaatga 
gtttatatag 
ctattcattt 
aacagtgaat 
gtatctgaag 
tacttaatgt 
tgattataat 
ttgaagaatt 
tttatataag 
ctattagatt 
ttgtaaagaa 
ggatttccot 
aatagagtgc 
aaacgcaaca 
ttatcaggta 
gggtgcagtg 



ttgttattat 
gaatgtctac 
aactacatgt 
aatgctacaa 
otocataaat 
attactttgg 
gatgattttt 
ctaaaagttt 
tgotatctgt 
ataaaattaa 
cccacatatt 
cattcgttga 
aaattaottg 
tatagtotat 
gttaaaaata 
tagcaaacct 
cototaagtt 
attgtaotag 
ggcactattc 
aaatatttta 
tagtcttctg 
aagtcataat 
aataccagtg 
ocatgcagco 
actacttaco 
aagctagttc 
aatcctggta 
gctcacgcct 



caacccttac 
cacaaaatgt 
gtcggaggtt 
ggctacactc 
actggactga 
gctggtggga 
aaccaaagga 
ggcttccttt 
gttgctoatt 
atatttttgt 
aagtcagggt 
tcccaataca 
acaagattaa 
gtagataaaa 
cctaagagca 
cagcctatgt 
ttttcaaaaa 
attgcoaaat 
tggtcattat 
atggttctaa 
ttagaatcac 
tcataaaatt 
tttctcatcc 
agctatagtt 
tgcttatagc 
tgtcttttca 
attaaaaacg 
gtgatcccag 



tttgctaago 
tggtttctat 
tctaaagtaa 
ttcctagagt 
aaaaaoattg 
catgctgtga 
atatattttt 
cttggtagtc 
taaaaaaagt 
ttccaagaaa 
ggataaatta 
ggcaaacaac 
aagtaaaaca 
agtacoactt 
attatagtgg 
gtttctaccc 
tggagtatca 
tcataaaatg 
cctattttga 
tcttttgcat 
atctgtgctt 
ttagtttaat 
cattgactca 
ggctttccaa 
ctatacagac 
gaagtcctac 
catgttttta 
cactttggga 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 
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ggctgaggtg 
accctgtctc 
ccggctactc 
tgagctgaga 
caaaacaaaa 
cactggacaa 
tagtgttcct 
accatacaaa 
tatgattttt 
acttcttaaa 
agtgtaccca 
gcccaggcta 
aaatgatcct 
ccagctaatt 
cctaggctca 
ccactgcacc 
agtccagtgg 
cctgcctcag 
atttttctgt 
atcctctgcc 
gttcacatct 
tttactgtgt 
tctgaaatct 
ttagtggtgc 
tatgcaggta 
taatgactga 
ttccaactcc 



ggcagatcac 
tactaaaaaa 
aggaggctga 
tcacaccact 
aaaattagcc 
tttgaggtaa 
aagatatctc 
aattgtgtca 
gaagccatat 
cttttttttt 
caatagatag 
gagcgcagga 
tccacctcag 
aaaaaaattt 
agtgatcctc 
tggcccacat 
tgtgatcata 
cctccccagt 
ggggtcttgc 
tcagcctcca 
ttggccacta 
ctcatgtttt 
ggatatatta 
ctaaaataat 
ggcctaatgg 
aagctgttct 
aaacttgctc 



aaggtcagga 
aagaaaaatt 
ggcgagagaa 
gcactccagc 
tacttaaagg 
aatcattcac 
ttaaatcctc 
ttgaggacaa 
ggtgagtaaa 
ttaaaaactg 
ccttttgttg 
gcacaatcac 
cctcccatgt 
tttgtgtgga 
ccacctcagc 
tttttaaaga 
gctcactgca 
agctggaact 
tatattgccc 
gagtatctgg 
tttgcttgtg 
gtatattttt 
tcaatggttt 
ggtatagttg 
gggaagatgg 
gtggatgacc 
aactaatcct 



gtttgagacc 
agccagacgt 
tcgcttgaac 
ctggcgacag 
cacaactaaa 
aaggttggca 
ccataggaaa 
tggtgatctg 
tgtaaatatg 
ctccttgtgg 
ttgttgttgt 
cacacactgc 
ggctgggact 
gtctatgttg 
ctcccaaagt 
gacactgtcc 
tcctccagtt 
gcaggtgtgt 
aagccggtct 
gattgcatat 
aaaaggtata 
gtttcatcaa 
atcatagttt 
tgaggtgatc 
taatataaaa 
taccctttcc 
taaaaataaa 



ggcctgacca 
ggtggcatgc 
ccgggaggca 
agagagactc 
tgctttatta 
cttcagtaaa 
tagaattaca 
taattttagt 
aaaaaagtgc 
agcaggacta 
tgagacaagg 
cgcttcaatc 
ataggtgcat 
cccaggctgg 
gcttggatga 
cactccatca 
cctgggttca 
gccatcacac 
caaactcctg 
gtcggctacc 
atgaggtggt 
ctaagatgca 
tgttagcaat 
ttagatttga 
gcaagaagta 
tttaaacacg 
cttgagctgg 



aaatggtgaa 
gcctgtgatc 
aaggttgcag 
catctcaaaa 
cctttcttac 
tccctttaaa 
ggtaaggtac 
tgagtatgtt 
tacataaaac 
ccccataggc 
tctcgctgtt 
tcctgggctc 
gccaccacac 
tctcttaact 
caggtgcgag 
cccaggctgg 
ggccatccct 
ctggctttac 
agctcaagtg 
gtgtctggcc 
acttatcatt 
ctgtaacatc 
acactgtctt 
tgaagcacag 
tttttttttg 
attctctcac 
aatttg 



1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3296 



<210> 11718 
<211> 930 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (221). . (661) 

<400> 11718 

gcgaggcccg gtccctgcag cgggcgaaag gagcccgggc ctggaggttt gcgtaccggt 60 
cgcctggtcc cggcaccagc gccgcccagt gtggtttccc ataaggaagc tcttcttcct 120 
gcttggcttc cacctttaac octtccacct gggagcgtcc tctaacacat tcagactaca 180 
agtccagacc caggagagca aggcccagaa agaggtcaaa atggggttta tattttcaaa 240 
atctatgaat gaaagcatga aaaatcaaaa ggagttcatg cttatgaatg ctcgacttca 300 
gctggaaagg cagctcatca tgcagagtga aatgagggaa agacaaatgg ccatgcagat 360 
tgcgtggtct cgggaattcc tcaaatattt tggaactttt tttggccttg cagccatctc 420 
tttaacagct ggagcgatta aaaaaaagaa gccagccttc ctggtcccga ttgttccatt 480 
aagctttatc ctcacctacc agtatgactt gggctatgga acccttttag aaagaatgaa 540 



-5223/13211- 



aggtgaagct gaggacatac tggaaacaga aaagagtaaa ttgcagctgc caagaggaat 600 
gatcactttt gaaagcattg aaaaagccag aaaggaacag agtagattct tcatagacaa 660 
atgaaatcat gcttaccaat caaatctcaa agcacagaat tattgacttg aatcatggtt 720 
tttacagttt tttaaatgct caagattttg atattataga ttttatttta aaatattaaa 780 
atgcaagata gttttgagct attttaaaat aaaatttata acattcaaca caaaatcatg 840 
gaggtgctct aaataacttt tagatttcct ctctctgtgt gcattaccaa tatctaagtg 900 
taaaattaat aaattgtttt gaattcctgg 930 



<210> 11719 

<211> 147 

<212> PRT 

p <213> Homo sapiens 

?gi <400> 11719 



inj 


Met 


Gly Phe 


1 le 


Phe 


Ser 


Lys 


Ser 


Met 


Asn 


Glu 


Ser 


Met 


Lys 


Asn 


Gin 




1 






5 










10 










15 






Lys 


Glu Phe 


Met 


Leu 


Met 


Asn 


Ala 


Arg 


Leu 


Gin 


Leu 


Glu 


Arg 


Gin 


Leu 


yi 






20 










25 










30 








1 le 


Met Gin 


Ser 


Glu 


Met Arg 


Glu 


Arg 


Gin 


Met 


Ala 


Met 


Gin 


1 le 


Ala 






35 










40 










45 










Trp 


Ser Arg 


Glu 


Phe 


Leu 


Lys 


Tyr 


Phe 


Gly 


Thr 


Phe 


Phe 


Gly 


Leu 


Ala 


"hi 




50 








55 










60 










m 


Ala 


1 le Ser 


Leu 


Thr 


Ala 


Gly 


Ala 


1 le 


Lys 


Lys 


Lys 


Lys 


Pro 


Ala 


Phe 


yj 


65 








70 










75 










80 




Leu 


Val Pro 


1 le 


Val 


Pro 


Leu 


Ser 


Phe 


1 le 


Leu 


Thr 


Tyr 


Gin 


Tyr 


Asp 










85 










90 










95 






Leu 


Gly Tyr 


Gly Thr 


Leu 


Leu 


Glu 


Arg 


Met 


Lys 


Gly 


Glu 


Ala 


Glu 


Asp 








100 










105 










110 








Me 


Leu Glu 


Thr 


Glu 


Lys 


Ser 


Lys 


Leu 


Gin 


Leu 


Pro 


Arg 


Gly 


Met 


1 le 






115 










120 










125 










Thr 


Phe Glu 


Ser 


1 le 


Glu 


Lys 


Ala 


Arg 


Lys 


Glu 


Gin 


Ser 


Arg 


Phe 


Phe 



130 135 140 

1 1 e Asp Lys 
145 



<210> 11720 
<211> 2380 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74). . (1444) 

<400> 11720 

aaaaaaaaaa aaaaaaagag cctggggcoc aggactgcag cggottogga aggtgggctc 60 
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tgccagcggg accatgctgc tccgagccgc ttggaggcgg gcggcagtgg cggtgacagc 120 
ggctccaggg ccgaagcccg cggcgcccac tcgggggctg cgcctgcgcg ttggagaccg 180 
tgctcctcag tctgcggttc ccgcagatac agccgctgcc ccggaggtgg ggccagtgct 240 
gcgacctctc tatatggatg tgcaagctac aactcctctg gacccccggg tgcttgatgc 300 
catgctccct tacctaatca actactatgg gaacccacac tcccggacac atgcttatgg 360 
ctgggagagt gaggcagcca tggaacgtgc tcgtcagcaa gtagcatctc tgattggagc 420 
tgatcctcgt gagatcattt ttactagtgg tgctactgaa tccaacaaca tagcaattaa 480 
gggggtggcc cgattctaca ggtcacggaa aaagcacttg atcaccaccc agacagaaca 540 
caaatgtgtc ttggactcct gccgttcact ggaagctgag ggctttcagg tcacctacct 600 
cccagtgcag aagagtggga tcattgacct aaaggaacta gaggctgcta tccagccaga 660 
tactagcctg gtgtcagtca tgactgtgaa caatgagatt ggagtgaagc agcctattgc 720 
agaaataggg cggatttgca gttccagaaa ggtatatttc catactgatg cagcccaggc 780 
tgttggaaaa atcccacttg atgtcaatga catgaaaatt gatctcatga gcattagtgg 840 
tcacaaaatc tacggtccca aaggggttgg tgccatctac atccgtcgcc ggccccgtgt 900 
gcgtgtggag gccctgcaga gtggaggggg gcaggagcgg ggtatgcggt ctgggacagt 960 
gcccacaccc ttagtggtgg ggctgggggc tgcgtgtgag gtggcacagc aagagatgga 1020 
gtatgaccac aagcgaatct caaagttgtc agagcggctg atacagaata taatgaagag 1080 
ccttccagat gtggtgatga atggggaccc taagcaccat tatcccggct gtatcaacct 1140 
ctcctttgca tatgtggaag gggaaagtct gctgatggca ctgaaggacg ttgccttatc 1200 
ctcagggagt gcctgcacct ctgcatccct ggagccctct tatgtgctta gagcaattgg 1260 
cactgatgag gatttagcgc actcttctat caggtttgga attggccgct tcactacaga 1320 
ggaggaagtg gactacacag tggagaaatg cattcagcat gtgaagcgtc ttcgagaaat 1380 
gagccctctc tgggagatgg ttcaggatgg cattgacctc aagagcatca agtggaccca 1440 
acactagaag aatagggccc tgactttgtg ctggtctggc ccctcctgcc tcaccaaccc 1500 
gtgcacaacc agacaccttg ttacacctag tggatgctct agattggtat agaccagttg 1560 
acttcagcat cagtccacct ctatgacaga aacacaagaa aactgtcttt ccctagcttc 1620 
agttccttgg gtgtggagca ctccccattt cttctcgggt cttaaagtgt gtggacattt 1680 
tcatcccgaa gccatagaga catttgctgt catattgctg ctgggcacat ctgtgctctt 1740 
ggtgaggaga gcaagaggaa ccagaagaag tctctttggt cagggaccat gatgctctac 1800 
atggacattt gagtcttcgt cttctgctgc tgctcggctg gaccagcttc tttaacagca 1860 
agcataatcc acttcaatgt aatattttct gtagctccaa aggctatctc ttcatattga 1920 
ctgcagacag actgaatgga cagtttctta gagggcttgt ctcctttcta cccttgtcct 1980 
ctttcctttc ctttgaccta atggagctag aaatatgtct gtgactccac cagttattct 2040 
aataatttgt tttcttgaaa attgttaatt tcaagactgg agaaataaac tcaccttcta 2100 
tttactctgt gactttatga gaggttgagg gaaaagtgga agctgtactt gggaattgtg 2160 
gagaagacGg ccactccatc tgatttgcat aaatgactca gtgggctttt gtatctcttc 2220 
atttaagaat tatttgaatg cctgccagga gccagatttg ttctgggtat taggaataca 2280 
ctggttaaca ggaccaaaaa agaccctgcc ctcactgagt tttaaatttt agtggagaga 2340 
tggaaaataa ttaaacaaat aaacaatgtt atagattgtg 2380 



<210> 11721 
<211> 457 
<212> PRT 

<213> Homo sapiens 
<400> 11721 

Met Leu Leu Arg Ala Ala Trp Arg Arg Ala Ala Val Ala Val Thr Ala 
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1 



Ala 


Pro 


Gly 


Pro 








20 


Val 


Gly 


Asp 


Arg 






35 




Ala 


Pro 


Glu 


Val 




50 






Ala 


Thr 


Thr 


Pro 


65 








Leu 


1 le 


Asn 


Tyr 


Trp 


Glu 


Ser 


Glu 








100 


Leu 


1 le 


Gly 


Ala 






115 




Glu 


Ser 


Asn 


Asn 




130 






Arg 


Lys 


Lys 


His 


145 








Asp 


Ser 


Cys 


Arg 


Pro 


Val 


Gin 


Lys 








180 


1 le 


Gin 


Pro 


Asp 






195 




1 le 


Gly 


Val 


Lys 




210 






Arg 


Lys 


Val 


Tyr 


225 








Pro 


Leu 


ASD 


Val 


His 


Lys 


1 le 


Tyr 








260 


Arg 


Pro 


Arg 


Val 






275 




Arg 


Gly 


Met 


Arg 




290 






Gly 


Ala 


Ala 


Cys 


305 








Arg 


1 le 


Ser 


Lys 


Leu 


Pro 


Asp 


Val 








340 


Cys 


1 le 


Asn 


Leu 






355 




Ala 


Leu 


Lys 


Asp 




370 






Ser 


Leu 


Glu 


Pro 



Lys 


Pro 


Ala 


Ala 


Ala 


Pro 


Gin 


Ser 








40 


Gly 


Pro 


Val 


Leu 






55 




Leu 


Asp 


Pro 


Arg 




70 






Tyr 


Gly 


Asn 


Pro 


85 








Ala 


Ala 


Met 


Glu 


Asp 


Pro 


Arg 


Glu 








120 


1 le 


Ala 


1 le 


Lys 






135 




Leu 


1 le 


Thr 


Thr 




150 






Ser 


Leu 


Glu 


Ala 


165 








Ser 


Gly 


1 le 


1 le 


Thr 


Ser 


Leu 


Val 








200 


Gin 


Pro 


1 le 


Ala 






215 




Phe 


His 


Thr 


Asp 




230 






Asn 


Asp 


Met 


Lys 


245 








Gly 


Pro 


Lvs 


Gly 


Arg 


Val 


Glu 


Ala 








280 


Ser 


Gly 


Thr 


Val 






295 




Glu 


Val 


Ala 


Gin 




310 






Leu 


Ser 


Glu 


Arg 


325 








Val 


Met 


Asn 


Gly 


Ser 


Phe 


Ala 


Tyr 








360 


Val 


Ala 


Leu 


Ser 






375 




Ser 


Tyr 


Val 


Leu 





10 




Pro 


Thr 


Arg Gly 


25 






Ala 


Val 


Pro Ala 


Arg 


Pro 


Leu Tyr 






60 


Val 


Leu 


Asp Ala 






75 


His 


Ser 


Arg Thr 




90 




Arg 


Ala 


Arg Gin 


105 






1 le 


1 le 


Phe Thr 


Gly 


Val 


Ala Arg 






140 


Gin 


Thr 


Glu His 






155 


Glu 


Gly 


Phe Gin 




170 




Asp 


Leu 


Lys Glu 


185 






Ser 


Val 


Met Thr 


Glu 


1 le 


Gly Arg 






220 


Ala 


Ala 


Gin Ala 






235 


I le 


Asp 


Leu Met 




250 




Val 


Gly 


A1a 1 le 


265 






Leu 


Gin 


Ser Gly 


Pro 


Thr 


Pro Leu 






300 


Gin 


Glu 


Met Glu 






315 


Leu 


1 te 


Gin Asn 




330 




Asp 


Pro 


Lys His 


345 






Val 


Glu 


Gly Glu 


Ser 


Gly 


Ser Ala 






380 


Arg 


Ala 


1 le Gly 







15 




Leu 


Arg 


Leu 


Arg 




30 






Asp 


Thr 


Ala 


Ala 


45 








Met 


Asp 


Val 


Gin 


Met 


Leu 


Pro 


Tyr 








80 


His 


Ala 


Tyr 


Gly 






95 




Gin 


Val 


Ala 


Ser 




110 






Ser 


Gly 


Ala 


Thr 


125 








Phe 


Tyr 


Arg 


Ser 


Lys 


Cys 


Val 


Leu 








160 


Val 


Thr 


Tyr 


Leu 






175 




Leu 


Glu 


Ala 


Ala 




190 






Val 


Asn 


Asn 


Glu 


205 








1 le 


Cys 


Ser 


Ser 


Val 


Gly 


Lys 


1 le 








240 


Ser 


1 le 


Ser 


Gly 






255 




Tyr 


1 le 


Arg 


Arg 




270 






Gly 


Gly 


Gin 


Glu 


285 








Val 


Val 


Gly 


Leu 


Tyr 


Asp 


His 


Lys 








320 


1 le 


Met 


Lys 


Ser 






335 




His 


Tyr 


Pro 


Gly 




350 






Ser 


Leu 


Leu 


Met 


365 








Cys 


Thr 


Ser 


Ala 


Thr 


Asp 


Glu 


Asp 
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385 




390 


395 




400 


Leu Ala His 


Ser Ser 


1 1 e Arg Phe G 1 y 


1 le Gly 


Arg Phe Thr 


Thr Glu 




405 




410 




415 


Glu Glu Val 


Asp Tyr 


Thr Val Glu Lys 


Cys 1 1 e 


Gin His Val 


Lys Arg 




420 


425 




430 




Leu Arg Glu 


Met Ser 


Pro Leu Trp Glu 


Met Val 


Gin Asp Gly 


1 1 e Asp 


435 




440 




445 




Leu Lys Ser 


1 1 e Lys 


Trp Thr Gin His 








450 




455 









<210> 11722 
<211> 2200 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (21). . (1856) 

<400> 11722 

gcgggggctg aggggctgcc atggcggcgg 
tctcgccgct cctcgcaggg cttgcactac 
tgoaoaacgt cacggccgag ctctttgggg 
gggacctcaa ctccgacaag oagacggatc 
togtcttttt ggcagaccag aatgcaccct 
agaatcacag tgcattgata acaagtgtag 
tggatgtcct tctgaoatat cttoccaaaa 
tottctgggg aoaaaatcaa acattagatc 
ttcaagatga gccactaatt atggatttca 
tcacaaatga atccaaccag ccacagatac 
cattgaccac tacaagtaaa atgcgaattc 
aagattttac agcagattta ttcotgacga 
ttgaaatatg ggaaaatttg gatggaaact 
aaaatatgat ggtggttgga cagtcagcat 
atcatttact gccaggctgt gaagataaaa 
gatctgggat gaagcagtgg gttcoagtco 
ggggctttgt gocatttgtg gatgaacagc 
ttcatattgg agactacaat atggatggct 
catotggaag caaccagcag gcctttttac 
gtgaagaggc gcgtogaatg tttaaagtct 
aggatgccat ggttgccacc ttctttgaca 
tgctaagtaa aggatataca aagaatgatt 
aagoagatgo ttattttgtt aaagttattg 
ctcgtaagat aacacccttt ggagtgaatc 
tagatgoaaa tgggtatctg aaaaatggat 
tagctctcca actaccatac aacgtgcttg 
atctctacgt tggtattccc cgtcoatctg 



cgggccggct cccgagctcc tgggccctct 60 
tgggagtcgg gccggtccca gcgcgggcgc 120 
ccgaggcctg gggcaccctt gcggctttcg 180 
tcttcgtgct gcgggaaaga aatgacttaa 240 
attttaaacc caaagtaaag gtatctttca 300 
tccctgggga ttatgatgga gattctcaaa 360 
attatgooaa gagtgaatta ggagctgtta 420 
otaacaatat gaccatactc aataggactt 480 
atggtgatct aattcctgat atttttggta 540 
tattaggagg gaatttatca tggcatccag 600 
cacattctca tgcatttatt gatctgactg 660 
cattgaatgc oaccactagt accttccagt 720 
tctctgtcag tactatattg gaaaaacctc 780 
ttgcagactt tgatggagat ggacacatgg 840 
attgccaaaa gagtaccatc tacttagtga 900 
tacaagattt cagcaataag ggcaoactct 960 
aaccaactga aataooaatt ccaattaocc 1020 
atccagacgc tctggtcata ctaaagaaca 1080 
tggagaacgt cccttgtaat aatgcaagct 1140 
actgggagct gaoagaccta aatcaaatta 1200 
tttacgaaga tggaatcttg gacattgtag 1260 
ttgccattca tacactaaaa aataactttg 1320 
ttottagtgg totgtgttct aatgactgtc 1380 
aacctggacc ttatatcatg tataoaactg 1440 
cagctggcca actcagocaa tccgcacatt 1500 
gtttaggtcg gagcgcaaat tttcttgacc 1560 
gagaaaaatc tatacgaaaa caagagtgga 1620 
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ctgcaatcat tccaaattcc cagctaattg 
gttggagtgc caaactgtat cttacaccaa 
tcatcggtgt ctgtgttttc atcttggcaa 
aagcagatga tagagaaaaa cgacaagaag 
ttgcctttaa tattacataa tggaatggct 
ggcttgaaaa aataggggag attaaatatt 
ttggaaagta ttcaaataaa tatggtttga 
ctttgtatat aaaaatttgg gttctctatt 
ggaatgtgtt gcatgtactc cagtgtttgt 
tggaaaaagt tgtgtaaata aaaataatta 



tcattccata ccctcacaat gtccctcgaa 1680 
gtaatattgt tctgcttact gctatagctc 1740 
taattggcat tttacattgg caggaaaaga 1800 
cccaccggtt tcattttgat gctatgtgac 1860 
gttcacttga ttagttgaaa cacaaattct 1920 
atttataaat gatgtatccc atggtaatta 1980 
atatgtcaca aggtcttttt ttttaaagca 2040 
ctgtagtgct gtacattttt gttcctttgt 2100 
gtatttataa tcttatttgc atcatgatga 2160 
aatgagcagg 2200 



<210> 11723 
<211> 612 
<212> PRT 

<213> Homo sapiens 



<400> 11723 



Met 


Ala 


Ala 


Ala 


Gly 


Arg 


Leu 


Pro 


1 








5 








Leu 


Leu 


Ala 


Gly 


Leu 


Ala 


Leu 


Leu 








20 










Ala 


Leu 


His 


Asn 


Val 


Thr 


Ala 


Glu 






35 










40 


Thr 


Leu 


Ala 


Ala 


Phe 


Gly 


Asp 


Leu 




50 










55 




Phe 


Val 


Leu 


Arg 


Glu 


Arg 


Asn 


Asp 


65 










70 






Asn 


Ala 


Pro 


Tyr 


Phe 


Lys 


Pro 


Lys 










85 








Ser 


Ala 


Leu 


1 le 


Thr 


Ser 


Val 


Val 








100 










Gin 


Met Asp 


Val 


Leu 


Leu 


Thr 


Tyr 






115 










120 


Glu 


Leu Gly 


Ala 


Val 


1 le 


Phe 


Trp 




130 










135 




Asn 


Asn 


Met 


Thr 


1 le 


Leu 


Asn 


Arg 


145 










150 






Met 


Asp 


Phe 


Asn 


Gly 


Asp 


Leu 


1 le 










165 








Glu 


Ser 


Asn 


Gin 


Pro 


Gin 


1 le 


Leu 








180 










Pro 


Ala 


Leu 


Thr 


Thr 


Thr 


Ser 


Lys 






195 










200 


Phe 


1 le 


Asp 


Leu 


Thr 


Glu 


Asp 


Phe 




210 










215 




Leu 


Asn 


Ala 


Thr 


Thr 


Ser 


Thr 


Phe 


225 










230 







Ser 


Ser 


Trp 


Ala 


Leu 


Phe Ser 


Pro 




10 








15 




Gly 


Val 


Gly 


Pro 


Val 


Pro Ala 


Arg 


25 










30 




Leu 


Phe 


Gly 


Ala 


Glu 


Ala Trp 


Gly 










45 






Asn 


Ser 


Asp 


Lys 


Gin 


Thr Asp 


Leu 








60 








Leu 


1 le 


Val 


Phe 


Leu Ala Asp 


Gin 






75 








80 


Val 


Lys 


Val 


Ser 


Phe 


Lys Asn 


His 




90 








95 




Pro 


Gly 


Asp 


Tyr Asp Gly Asp 


Ser 


105 










110 




Leu 


Pro 


Lys 


Asn 


Tyr Ala Lys 


Ser 










125 






Gly 


Gin 


Asn 


Gin 


Thr 


Leu Asp 


Pro 








140 








Thr 


Phe 


Gin 


Asp Glu 


Pro Leu 


1 le 






155 








160 


Pro 


Asp 


1 le 


Phe 


Gly 


1 le Thr 


Asn 




170 








175 




Leu 


Gly 


Gly 


Asn 


Leu 


Ser Trp 


His 


185 










190 




Met 


Arg 


1 le 


Pro 


His 


Ser His 


Ala 










205 






Thr 


Ala 


Asp 


Leu 


Phe 


Leu Thr 


Thr 








220 








Gin 


Phe 


Glu 


1 le 


Trp 


Glu Asn 


Leu 



235 240 
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Asp 


Gly 


Asn Phe Ser Val 


Ser 


Thr 






245 






Met 


Val 


Val Gly Gin Ser 


Ala 


Phe 






260 






Met 


Asp 


His Leu Leu Pro 


Gly 


Cys 






275 




280 


Thr 


1 le 


Tyr Leu Va 1 Arg 


Ser 


Gly 




290 




295 




Gin 


Asp 


Phe Ser Asn Lys 


Gly 


Thr 


305 




310 






Asp 


Glu 


Gin Gin Pro Thr 


Glu 


1 le 






325 






Gly 


Asp 


Tyr Asn Met Asp 


Gly 


Tyr 






340 






Asn 


Thr 


Ser Gly Ser Asn 


Gin 


Gin 






355 




360 


Cys 


Asn 


Asn Ala Ser Cys 


Glu 


Glu 




370 




375 




Trp 


Glu 


Leu Thr Asp Leu 


Asn 


Gin 


385 




390 






Phe 


Phe 


Asp 1 1 e Tyr G 1 u 


Asp 


Gly 






405 






Lys 


Gly 


Tyr Thr Lys Asn 


Asp 


Phe 






420 






Phe 


Glu 


Ala Asp Ala Tyr 


Phe 


Val 






435 




440 


Cys 


Ser 


Asn Asp Cys Pro 


Arg 


Lys 




450 




455 




Pro 


Gly 


Pro Tyr 1 1 e Met 


Tyr 


Thr 


465 




470 






Lys 


Asn 


Gly Ser Ala Gly 


Gin 


Leu 






485 






Gin 


Leu 


Pro Tyr Asn Val 


Leu 


Gly 






500 






Asp 


His 


Leu Tyr Val Gly 


1 le 


Pro 






515 




520 


Arg 


Lys 


Gin Glu Trp Thr 


Ala 


1 le 




530 




535 




1 le 


Pro 


Tyr Pro His Asn 


Val 


Pro 


545 




550 






Leu 


Thr 


Pro Ser Asn 1 le 


Val 


Leu 






565 






Val 


Cys 


Val Phe 1 le Leu 


Ala 


1 le 






580 






Lys 


Lys 


Ala Asp Asp Arg 


Glu 


Lys 






595 




600 


Phe 


Asp 


Ala Met 







610 



Me 


Leu 


Glu 


Lys 


Pro 


Gin 


Asn 


Met 




250 










255 




Ala 


Asp 


Phe 


Asp Gly 


Asp 


Gly 


His 


265 










270 






Glu 


Asp 


Lys 


Asn Cys 


Gin 


Lys 


Ser 










285 








Met 


Lys 


Gin 


Trp Val 


Pro 


Val 


Leu 








300 










Leu 


Trp 


Gly 


Phe 


Val 


Pro 


Phe 


Val 






315 










320 


Pro 


1 le 


Pro 


1 le 


Thr 


Leu 


His 


1 le 




330 










335 




Pro 


Asp 


Ala 


Leu 


Val 


1 le 


Leu 


Lys 


345 










350 






Ala 


Phe 


Leu 


Leu 


Glu 


Asn 


Val 


Pro 










365 








Ala 


Arg 


Arg 


Met 


Phe 


Lys 


Val 


Tyr 








380 










Me 


Lys 


Asp 


Ala 


Met 


Val 


Ala 


Thr 






395 










400 


Me 


Leu 


Asp 


1 le 


Val 


Val 


Leu 


Ser 




410 










415 




Ala 


1 le 


His 


Thr 


Leu 


Lys 


Asn 


Asn 


425 










430 






Lys 


Val 


1 le 


Val 


Leu 


Ser 


Gly 


Leu 










445 








Me 


Thr 


Pro 


Phe Gly 


Val 


Asn 


Gin 








460 










Thr 


Val 


Asp 


Ala 


Asn 


Gly 


Tyr 


Leu 






475 










480 


Ser 


Gin 


Ser 


Ala 


His 


Leu 


Ala 


Leu 




490 










495 




Leu 


Gly 


Arg 


Ser 


Ala 


Asn 


Phe 


Leu 


505 










510 






Arg 


Pro 


Ser 


Gly Glu 


Lys 


Ser 


1 le 










525 








Me 


Pro 


Asn 


Ser 


Gin 


Leu 


1 le 


Val 








540 










Arg 


Ser 


Trp 


Ser 


Ala 


Lys 


Leu 


Tyr 






555 










560 


Leu 


Thr 


Ala 


1 le 


Ala 


Leu 


1 le Gly 




570 










575 




Me 


Gly 


1 le 


Leu 


His 


Trp 


Gin 


Glu 


585 










590 






Arg 


Gin 


Glu 


Ala 


His 


Arg 


Phe 


His 










605 
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<210> 11724 
<211> 2968 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (136). . (1530) 
<400> 11724 

cattactaga aagaactctt acaaacaaag ttgaaggata tagtttcttt ggtcccacgc 60 
ctgcggcaoa tcatcactgt tgatggaaag ccaccgacct ggtcogagtt coccaagggc 120 
atcattgtgc atacoatggc tgcagtggag gccctgggag ccaaggccag oatggaaaao 180 
caacctcata gcaaaccatt gccctcagat attgcagtaa tcatgtacac aagtggatcc 240 
acaggacttc caaagggagt catgatctca catagtaaca ttattgctgg tataactggg 300 
atggcagaaa ggattooaga aotaggagag gaagatgtct acattggata tttgcctotg 360 
gcccatgttc tagaattaag tgctgagctt gtctgtcttt ctcacggatg ccgcattggt 420 
tactcttcac cacagacttt agcagatcag tcttcaaaaa ttaaaaaagg aagcaaaggg 480 
gatacatcca tgttgaaacc aacactgatg gcagcagttc cggaaatcat ggatcggatc 540 
taoaaaaatg tcatgaataa agtcagtgaa atgagtagtt ttcaacgtaa tctgtttatt 600 
ctggcctata attacaaaat ggaacagatt tcaaaaggac gtaatactcc aotgtgcgac 660 
agctttgttt tccggaaagt tcgaagcttg ctagggggaa atattcgtct cctgttgtgt 720 
ggtggcgctc cactttctgc aaccacgcag cgattcatga acatctgttt otgctgtcct 780 
gttggtcagg gatacgggct cactgaatct gctggggctg gaacaatttc cgaagtgtgg 840 
gactacaata ctggcagagt gggagcacca ttagtttgct gtgaaatcaa attaaaaaac 900 
tgggaggaag gtggatactt taatactgat aagccacacc ccaggggtga aattcttatt 960 
gggggccaaa gtgtgacaat ggggtactac aaaaatgaag caaaaacaaa agctgatttc 1020 
tttgaagatg aaaatggaca aaggtggctc tgtactgggg atattggaga gtttgaacoc 1080 
gatggatgct taaagattat tgatcgtaaa aaggaccttg taaaactaca ggcaggggaa 1140 
tatgtttctc ttgggaaagt agaggcagct ttgaagaatc ttccactagt agataacatt 1200 
tgtgcatatg caaacagtta tcattcttat gtcattggat ttgttgtgcc aaatcaaaag 1260 
gaactaactg aaotagctcg aaagaaagga cttaaaggga cttgggagga gctgtgtaac 1320 
agttgtgaaa tggaaaatga ggtacttaaa gtgctttccg aagctgctat ttcagcaagt 1380 
ctggaaaagt ttgaaattcc agtaaaaatt cgtttgagtc ctgaaccgtg gacccctgaa 1440 
actggtctgg tgacagatgc cttcaagctg aaacgcaaag agcttaaaac acattaccag 1500 
gcggacattg agcgaatgta tggaagaaaa taattattct cttctggcat cagtttgcta 1560 
cagtgagctc agatcaaata ggaaaatact tgaaatgcat gtctcaagct gcaaggcaaa 1620 
ctccattcct catattaaac tattacttct catgacgtca ccatttttaa ctgacaggat 1680 
tagtaaaaca ttaagacagc aaacttgtgt ctgtctcttc tttcattttc cccgccacca 1740 
aottacttta ccacctatga ctgtaottgt cagtatgaga atttttctga atcatattgg 1800 
ggaagcagtg attttaaaac ctcaagtttt taaacatgat ttatatgttc tgtataatgt 1860 
tcagtttgta actttttaaa agtttggatg tatagaggga taaataggaa atataagaat 1920 
tggttatttg ggggcttttt tacttactgt atttaaaaat acaagggtat tgatatgaaa 1980 
ttatgtaaat ttcaaatgct tatgaatcaa atcattgttg aacaaaagat ttgttgctgt 2040 
gtaattattg tcttgtatgc atttgagaga aataaatata cccatactta tgttttaaga 2100 
agttgagatc ttgtgaatat atgcctgtca gtgtcttctt tatatattta ttttttatta 2160 
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gaaaaaatga agtttggttg gtgatgcatg 
aatagtaagg gagataacac agcatgtgta 
tactgtcaaa atgttcaatg aagtcttctg 
acttaaatgg aagaattctg aaagagagga 
tattctttga atatttcgtt gactatatgt 
tagtcatgga aaattattct attccaaagt 
ttttaaaatt agtgtttttc atagtttgca 
tggtagctta tttaaaaagc accttatcct 
gaaagaattt agaatgtatt tgatgatagc 
ttataaccgc gtgagttaag atttaattca 
gtaattcaga aaccttgctt gtgtgataca 
ctgttgttat atctggatta tcaaaagcaa 
ggacttaaat cataggcacc acatttttca 
ttactgtagg catcaaaagg caaaaatc 



aaacaaaata gcaagagagg gttatagttt 2220 
gcaccagttg ataattggtc tctagtagct 2280 
ttcatctgtt gaaactagga aaatacccaa 2340 
tagaatttaa agaacaagag tatataaagt 2400 
acattgagtt atctatattt gtaaacaaat 2460 
Gtccttttag tctagataat cattatttca 2520 
ctgatgcgtg tatggatgtg tgtgagtcag 2580 
ttctcccata acctttgtac actaaaaaat 2640 
attctcacta agacacatga gaatttaact 2700 
taggttttga tgtcattgtt gaagttattt 2760 
tagtaagtct cttcatttat tactgcttgc 2820 
tagtgcacca attaagatgt gctcaaatca 2880 
tgtcagacta gttactttgt tgattctcag 2940 

2968 



<210> 11725 
<211> 465 
<212> PRT 

<213> Homo sapiens 
<400> 11725 



Met 


Ala Ala 


Val 


Glu 


Ala 


Leu 


Gly Ala 


Lys 


Ala Ser 


Met 


Glu 


Asn Gin 


1 






5 








10 








15 


Pro 


His Ser 


Lys 


Pro 


Leu 


Pro 


Ser Asp 


1 le 


Ala Val 


Me Met Tyr Thr 






20 








25 








30 




Ser 


Gly Ser 


Thr 


Gly 


Leu 


Pro 


Lys Gly Val 


Met lie 


Ser 


His 


Ser Asn 




35 










40 






45 






1 le 


1 le Ala 


Gly 


1 le 


Thr 


Gly 


Met Ala 


Glu 


Arg 1 1 e 


Pro 


Glu 


Leu Gly 




50 








55 






60 








Glu 


Glu Asp 


Val 


Tyr 


1 le 


Gly 


Tyr Leu 


Pro 


Leu Ala 


His 


Val 


Leu Glu 


65 








70 








75 






80 


Leu 


Ser Ala 


Glu 


Leu 


Val 


Cys 


Leu Ser 


His Gly Cys 


Arg 


1 le 


Gly Tyr 








85 








90 








95 


Ser 


Ser Pro 


Gin 


Thr 


Leu 


Ala 


Asp Gin 


Ser 


Ser Lys 


1 le 


Lys 


Lys Gly 






100 








105 








110 




Ser 


Lys Gly 


Asp 


Thr 


Ser 


Met 


Leu Lys 


Pro 


Thr Leu 


Met 


Ala 


Ala Val 




115 










120 






125 






Pro 


Glu 1 le 


Met 


Asp 


Arg 


1 le 


Tyr Lys 


Asn 


Val Met 


Asn 


Lys 


Val Ser 




130 








135 






140 








Glu 


Met Ser 


Ser 


Phe 


Gin 


Arg 


Asn Leu 


Phe 


1 le Leu Ala Tyr Asn Tyr 


145 








150 








155 






160 


Lys 


Met Glu 


Gin 


1 le 


Ser 


Lys 


Gly Arg Asn Thr Pro Leu Cys Asp Ser 








165 








170 








175 


Phe 


Val Phe 


Arg 


Lys 


Val 


Arg 


Ser Leu 


Leu 


Gly Gly Asn 


1 le Arg Leu 






180 








185 








190 




Leu 


Leu Cys 


Gly 


Gly 


Ala 


Pro 


Leu Ser 


Ala 


Thr Thr Gin Arg Phe Met 




195 










200 






205 







-5231/13211- 





Asn 


1 le 
210 


Cys 


Phe 


Cys 


Cys 


Pro 
215 


Val 


Gly 


Gin 


Gly Tyr 
220 


Gly 


Leu 


Thr 


Glu 




Ser 


Ala 


Gly 


Ala 


Gly 


Thr 


1 le 


Ser 


Glu 


Val 


Trp Asp 


Tyr 


Asn 


Thr 


Gly 




225 










230 










235 








240 




Arg 


Val 


Gly 


Ala 


Pro 


Leu 


Val 


Cys Cys 


Glu 


1 le Lys 


Leu 


Lys 


Asn 


Trp 












245 










250 








255 






Glu 


Glu 


Gly 


Gly 


Tyr 


Phe 


Asn 


Thr Asp 


Lys 


Pro His 


Pro 


Arg 


Gly 


Glu 










260 










265 








270 








1 le 


Leu 


1 le 
275 


Gly 


Gly 


Gin 


Ser 


Val 
280 


Thr 


Met 


Gly Tyr 


Tyr 
285 


Lys 


Asn 


Glu 




Ala 


Lys 
290 


Thr 


Lys 


Ala 


Asp 


Phe 
295 


Phe 


Glu 


Asp 


Glu Asn 
300 


Gly 


Gin 


Arg 


Trp 




Leu 
305 


Cys 


Thr 


Gly 


Asp 


1 le 
310 


Gly 


Glu 


Phe 


Glu 


Pro Asp 
315 


Gly 


Cys 


Leu 


Lys 
320 


y? 


1 le 


1 le 


Asp 


Arg 


Lys 


Lys Asp 


Leu 


Val 


Lys 


Leu Gin 


Ala 


Gly 


Glu 


Tyr 


ru 










325 










330 








335 






Val 


Ser 


Leu 


Gly 


Lys 


Val 


Glu 


Ala 


Ala 


Leu 


Lys Asn 


Leu 


Pro 


Leu 


Val 


vest- 








340 










345 








350 








Asp 


Asn 


1 le 


Cys 


Ala 


Tyr Ala 


Asn 


Ser 


Tyr 


His Ser 


Tyr 


Val 


1 le 


Gly 








355 










360 








365 










Phe 


Val 


Val 


Pro 


Asn 


Gin 


Lys 


Glu 


Leu 


Thr 


Glu Leu 


Ala 


Arg 


Lys 


Lys 






370 










375 








380 












Gly 


Leu 


Lys 


Gly 


Thr 


Trp Glu 


Glu 


Leu 


Cys 


Asn Ser 


Cys 


Glu 


Met 


Glu 




385 










390 










395 








400 




Asn 


Glu 


Val 


Leu 


Lys 


Val 


Leu 


Ser 


Glu 


Ala 


Ala 1 le 


Ser 


Ala 


Ser 


Leu 












405 










410 








415 




o 


Glu 


Lys 


Phe 


Glu 
420 


1 le 


Pro 


Val 


Lys 


1 le 
425 


Arg 


Leu Ser 


Pro 


Glu 
430 


Pro 


Trp 




Thr 


Pro 


Glu 


Thr 


Gly 


Leu 


Val 


Thr Asp 


Ala 


Phe Lys 


Leu 


Lys 


Arg 


Lys 








435 










440 








445 










Glu 


Leu 


Lys 


Thr 


His 


Tyr Gin 


Ala 


Asp 


1 le 


Glu Arg 


Met 


Tyr 


Gly 


Arg 



450 455 460 

Lys 
465 



<210> 11726 
<211> 3455 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (545) . . (2263) 
<400> 11726 

tgtgaagtca actttatcoc agaoagttoc atocaaggga gaattaagta gagaaatttg 60 
tctgoaatct oaatotaaag acaaatctao gacaccagga ggaacaggaa ttaagccttt 120 
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cctggaacgc tttggagagc gttgtcaaga acatagcaaa gaaagtccag ctcgtagcac 180 
accccacaga acccccatta ttactccaaa tacaaaggcc atccaagaaa gattattcaa 240 
gcaagacaca tcttcatcta ctacccattt agcacaacag ctcaagcagg aacgtcaaaa 300 
agaactagca tgtcttcgtg gccgatttga caagggcaat atatggagtg cagaaaaagg 360 
cggaaactca aaaagcaaac aactagaaac caaacaggaa actcactgtc agagcactcc 420 
cctcaaaaaa caccaaggtg tttcaaaaac tcagtcactt ccagtaacag aaaaggtgac 480 
cgaaaaccag ataccagcca aaaattctag tacagaacct aaagaagtga tacgtgaaat 540 
tgagatgagt gtggatgatg atgatatcaa tagttcgaaa gtaattaatg acctcttcag 600 
tgatgtccta gaggaaggtg aactagatat ggagaagagc caagaggaga tggatcaagc 660 
attagcagaa agcagcgaag aacaggaaga tgcactgaat atctcctcaa tgtctttact 720 
tgcaccattg gcacaaacag ttggtgtggt aagtccagag agttcagtgt ccacacctag 780 
actggaattg aaagacacca gcagaagtga tgaaagtcca aaaccaggaa aattccaaag 840 
aactcgtgtc cctcgagctg aatctggtga tagccttggt tctgaagatc gtgatcttct 900 
ttacagcatt gatgcatata gatctcaaag attcaaagaa acagaacgtc catcaataaa 960 
gcaggtgatt gttcggaagg aagatgttac ttcaaaactg gatgaaaaaa ataatgcctt 1020 
tccttgtcaa gttaatatca aacagaaaat gcaggaactc aataacgaaa taaatatgca 1080 
acagacagtg atctatcaag ctagccaggc tcttaactgc tgtgttgatg aagaacatgg 1140 
aaaagggtcc ctagaagaag ctgaagcaga aagacttctt ctaattgcaa ctgggaagag 1200 
aacacttttg attgatgaat tgaataaatt gaagaacgaa ggacctcaga ggaagaataa 1260 
ggctagtccc caaagtgaat ttatgccatc caaaggatca gttactttgt cagaaatccg 1320 
cttgcctcta aaagcagatt ttgtctgcag tacggttcag aaaccagatg cagcaaatta 1380 
ctattactta attatactaa aagcaggagc tgaaaatatg gtagccacac cattagcaag 1440 
tacttcaaac tctcttaacg gtgatgctct gacattcact actacattta ctctgcaaga 1500 
tgtatccaat gactttgaaa taaatattga agtttacagc ttggtgcaaa agaaagatcc 1560 
ctcaggcctt gataagaaga aaaaaacatc caagtccaag gctattactc caaagcgact 1620 
cctcacatct ataaccacaa aaagcaacat tcattcttca gtcatggcca gtccaggagg 1680 
tcttagtgct gtgcgaacca gcaacttcgc ccttgttgga tcttacacat tatcattgtc 1740 
ttcagtagga aatactaagt ttgttctgga caaggtcccc tttttatctt ctttggaagg 1800 
tcatatttat ttaaaaataa aatgtcaagt gaattccagt gttgaagaaa gaggttttct 1860 
aaccatattt gaagatgtta gtggttttgg tgcctggcat cgaagatggt gtgttctttc 1920 
tggaaactgt atatcttatt ggacttatcc agatgatgag aaacgcaaga atcccatagg 1980 
aaggataaat ctggctaatt gtaccagtcg tcagatagaa ccagccaaca gagaattttg 2040 
tgcaagacgc aacacttttg aattaattac tgtccgacca caaagagaag atgaccggga 2100 
gactcttgto agccaatgca gggacacact ctgtgttacc aagaactggc tgtctgcaga 2160 
tactaaagaa gagcgggatc tctggatgca aaaactcaat caagttcttg ttgatattcg 2220 
cctctggcaa cctgatgctt gctacaaacc tattggaaag ccttaaaccg ggaaatttcc 2280 
atgctatcta gaggtttttg atgtcatctt aagaaacaca cttaagagca tcagatttac 2340 
tgattgcatt ttatgcttta agtacgaaag ggtttgtgcc aatattcaot acgtattatg 2400 
cagtatttat atcttttgta tgtaaaaott taactgattt ctgtcattca tcaatgagta 2460 
gaagtaaata cattatagtt gattttgcta aatcttaatt taaaagcctc attttcctag 2520 
aaatctaatt attcagttat tcatgacaat atttttttaa aagtaagaaa ttotgagttg 2580 
tcttcttgga gotgtaggtc ttgaagcagc aacgtctttc aggggttgga gacagaaacc 2640 
cattctccaa tctcagtagt tttttcgaaa ggctgtgatc atttattgat cgtgatatga 2700 
cttgttacta gggtactgaa aaaaatgtct aaggccttta cagaaacatt tttagtaatg 2760 
aggatgagaa ctttttcaaa tagcaaatat atattggctt aaagcatgag gotgtcttca 2820 
gaaaagtgat gtggacatag gaggcaatgt gtgagacttg ggggttcaat attttatata 2880 
gaagagttaa taagcacatg gtttacattt actcagctac tatatatgca gtgtggtgca 2940 
cattttcaca gaattctggc ttcattaaga tcattatttt tgctgcgtag cttacagact 3000 
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tagcatatta gttttttcta ctcctacaag tgtaaattga aaaatcttta tattaaaaaa 3060 
gtaaactgtt atgaagctgc tatgtactaa taatactttg cttgccaaag tgtttgggtt 3120 
ttgttgttgt ttgtttgttt gtttgttttt ggttcatgaa caacagtgtc tagaaaccca 3180 
ttttgaaagt ggaaaattat taagtcacct atcaccttta aacgcctttt tttaaaatta 3240 
taaaatattg taaagcaggg tctcaacttt taaatacact ttgaacttct tctctgaatt 3300 
attaaagttc tttatgacct catttataaa cactaaattc tgtcacctcc tgtcatttta 3360 
ttttttattc attcaaatgt attttttctt gtgcatatta taaaaatata ttttatgagc 3420 
tcttactcaa ataaatacct gtaaatgtct aaagg 3455 



<210> 11727 
<211> 573 
<212> PRT 

<213> Homo sapiens 



<400> 11727 



Met 


Ser 


Val 


Asp Asp 


Asp 


Asp 


1 le 


Asn 


Ser 


Ser Lys Val 


1 le Asn Asp 


1 








5 










10 




15 


Leu 


Phe 


Ser 


Asp Val 


Leu 


Glu 


Glu 


Gly 


Glu 


Leu Asp Met 


Glu Lys Ser 








20 










25 






30 


Gin 


Glu 


Glu 


Met Asp 


Gin 


Ala 


Leu 


Ala 


Glu 


Ser Ser Glu 


Glu Gin Glu 






35 










40 






45 




Asp 


Ala 


Leu 


Asn 


1 le 


Ser 


Ser 


Met 


Ser 


Leu 


Leu Ala Pro 


Leu Ala Gin 




50 










55 








60 




Thr 


Val 


Gly 


Val 


Val 


Ser 


Pro 


Glu 


Ser 


Ser 


Val Ser Thr 


Pro Arg Leu 


65 










70 










75 


80 


Glu 


Leu 


Lys 


Asp 


Thr 


Ser 


Arg 


Ser 


Asp 


Glu 


Ser Pro Lys 


Pro Gly Lys 










85 










90 




95 


Phe 


Gin 


Arg 


Thr Arg 


Val 


Pro 


Arg 


Ala 


Glu Ser Gly Asp Ser Leu Gly 








100 










105 






110 


Ser 


Glu 


Asp 


Arg Asp 


Leu 


Leu 


Tyr 


Ser 


Me Asp Ala Tyr Arg Ser Gin 






115 










120 






125 




Arg 


Phe 


Lys 


Glu 


Thr 


Glu 


Arg 


Pro 


Ser 


1 le 


Lys Gin Val 


1 le Val Arg 




130 










135 








140 




Lys 


Glu 


Asp 


Val 


Thr 


Ser 


Lys 


Leu 


Asp 


Glu 


Lys Asn Asn 


Ala Phe Pro 


145 










150 










155 


160 


Cys 


Gin 


Val 


Asn 


1 le 


Lys 


Gin 


Lys 


Met 


Gin 


Glu Leu Asn 


Asn Glu lie 










165 










170 




175 


Asn 


Met 


Gin 


Gin 


Thr 


Val 


1 le 


Tyr 


Gin 


Ala 


Ser Gin Ala Leu Asn Cys 








180 










185 






190 


Cys 


Val 


Asp 


Glu 


Glu 


His 


Gly 


Lys 


Gly 


Ser 


Leu Glu Glu 


Ala Glu Ala 






195 










200 






205 




Glu 


Arg Leu 


Leu 


Leu 


1 le 


Ala 


Thr 


Gly 


Lys 


Arg Thr Leu 


Leu 1 le Asp 




210 










215 








220 




Glu 


Leu 


Asn 


Lys 


Leu 


Lys 


Asn 


Glu 


Gly 


Pro Gin Arg Lys Asn Lys Ala 


225 










230 










235 


240 


Ser 


Pro 


Gin 


Ser 


Glu 


Phe 


Met 


Pro 


Ser 


Lys Gly Ser Val 


Thr Leu Ser 



245 250 255 
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Glu 


1 le 


Arg 


Leu 


Pro 


Leu 


Lys 


Ala 








260 










Lys 


Pro 


Asp Ala 


Ala 


Asn 


Tyr 


Tyr 






275 










280 


Ala 


Glu 


Asn 


Met 


Val 


Ala 


Thr 


Pro 




290 










295 




Asn 


Gly 


Asp Ala 


Leu 


Thr 


Phe 


Thr 


305 










310 






Ser 


Asn 


Asp 


Phe 


Glu 


1 le 


Asn 


1 le 










325 








Lys 


Asp 


Pro 


Ser 


Gly 


Leu 


Asp 


Lys 








340 










Ala 


1 le 


Thr 


Pro 


Lys 


Arg 


Leu 


Leu 






355 










360 


1 le 


His 


Ser 


Ser 


Val 


Met 


Ala 


Ser 




370 










375 




Thr 


Ser 


Asn 


Phe 


Ala 


Leu 


Val 


Gly 


385 










390 






Val 


Gly 


Asn 


Thr 


Lys 


Phe 


Val 


Leu 










405 








Leu 


Glu 


Gly 


His 


1 le 


Tyr 


Leu 


Lys 








420 










Val 


Glu 


Glu 


Arg 


Gly 


Phe 


Leu 


Thr 






435 










440 


Gly 


Ala 


Trp 


His 


Arg 


Arg 


Trp 


Cys 




450 










455 




Tyr 


Trp 


Thr Tyr 


Pro 


Asp 


Asp 


Glu 


465 










470 






1 le 


Asn 


Leu 


Ala 


Asn 


Cys 


Thr 


Ser 










485 








Glu 


Phe 


Cys Ala 


Arg 


Arg 


Asn 


Thr 








500 










Gin 


Arg 


Glu 


Asp 


Asp 


Arg 


Glu 


Thr 






515 










520 


Leu 


Cys 


Val 


Thr 


Lys 


Asn 


Trp 


Leu 




530 










535 




Asp 


Leu 


Trp Met 


Gin 


Lys 


Leu 


Asn 


545 










550 






Trp 


Gin 


Pro Asp 


Ala 


Cys 


Tyr 


Lys 










565 









Asp 


Phe 


Val 


Cys 


Ser 


Thr 


Val 


Gin 


265 










270 






Tyr 


Leu 


1 le 


1 le 


Leu 
285 


Lys 


Ala 


Gly 


Leu 


Ala 


Ser 


Thr 
300 


Ser 


Asn 


Ser 


Leu 


Thr 


Thr 


Phe 


Thr 


Leu 


Gin 


Asp Val 






315 










320 


Glu 


Val 
330 


Tyr 


Ser 


Leu 


Val 


Gin 
335 


Lys 


Lys 


Lys 


Lys 


Thr 


Ser 


Lys 


Ser Lys 


345 










350 






Thr 


Ser 


1 le 


Thr 


Thr 
365 


Lys 


Ser 


Asn 


Pro 


Gly 


Gly 


Leu 
380 


Ser 


Ala 


Val 


Arg 


Ser 


Tyr 


Thr 
395 


Leu 


Ser 


Leu 


Ser 


Ser 
400 


Asp 


Lys 
410 


Val 


Pro 


Phe 


Leu 


Ser 
415 


Ser 


1 le 


Lys 


Cys 


Gin 


Val 


Asn 


Ser 


Ser 


425 










430 






1 le 


Phe 


Glu 


Asp Val 


Ser 


Gly 


Phe 










445 








Val 


Leu 


Ser 


Gly Asn Cys 


1 le 


Ser 








460 










Lys 


Arg 


Lys 


Asn 


Pro 


1 le 


Gly Arg 






475 










480 


Arg 


Gin 
490 


1 le 


Glu 


Pro 


Ala 


Asn 
495 


Arg 


Phe 


Glu 


Leu 


1 le 


Thr 


Val 


Arg Pro 


505 










510 






Leu 


Val 


Ser 


Gin Cys Arg 


Asp 


Thr 










525 








Ser 


Ala 


Asp 


Thr Lys Glu 


Glu 


Arg 








540 










Gin 


Val 


Leu 
555 


Val 


Asp 


1 le 


Arg 


Leu 
560 


Pro 


1 le 
570 


Gly 


Lys 


Pro 









<210> 11728 
<211> 2190 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (71). . (811) 

<400> 11728 

aggaagtgga agtgaggaga gaggagagga gaaggggacc agctctccgg actatcggca 60 

ctaccttcga atgtgggcca aggagaaaga ggctcagaag gagacgatta aggatcttcc 120 

caagatgaac caggagcagt tcattgagct gtgcaagacg ctttacaaca tgttcagtga 180 

agaccccatg gagcaggacc tgtaccacgc catcgccacc gtggccagcc tcctgctccg 240 

catcggagag gtggggaaga agttctcagc ccgcacaggc aggaagccca gggactgtgc 300 

cactgaggag gacgagccac cagcacccga actgcatcag gacgcagcca gggagcttca 360 

gcccccagct gcaggagacc cccaagccaa agcaggcgga gacacacccc tcggaacagc 420 

cccacaggag agccaggtgg tggtggaggg gggcagcggc gagggacagg gctcaccctc 480 

ccagctgctg tctgacgatg aaaccaaaga cgacatgtcc atgtcctcct actcggtggt 540 

cagcacgggc tccctgcaat gtgaagacct tgcagacgac acggtgctgg tgggcgggga 600 

ggcctgcagc cccacagcgc gcatcggcgg caccgtcgac accgactggt gcatctcctt 660 

tgagcagatc ctggcctcca tcctgacgga gtccgtgctg gtgaacttct ttgagaagag 720 

agtggacatt ggactcaaga tcaaggacca aaagaaagtg gagagacagt tcagcaccgc 780 

cagtgaccat gagcagcctg gagtttccgg ctgatgcctg cagctgtgag gcctggccca 840 

aggtgtcatc agtggggctg gcctcatctc ctcctgcctt tcctccctta tcagtttctc 900 

tttaaaggtg tgcccctcct gctctcccag gagcagtgag ttgtgagtgg aaagaaggct 960 

ggtgcagacc cagctgcctt agacagattc cctgggcctg catctcctgg cgccggctgc 1020 

ttctgggccc aggaagaggc tgtggctccc accttcctta cacctggtgg gagcccgcct 1080 

cgcaccagct gcacctgcct agcattagag gctctcagat ctgcccttgc ttgcctcata 1140 

cctctgtgct ccacactgcg gccaggccag ctgagtccct ccatccgtgg atgctttcct 1200 

gcagctatgt ggtatggggg tcattcctgc ctcttggcac caggttgggg ggcatgtgct 1260 

tgttgggcac caaagtgatg gaaccctcag gtgctctccg ggagcctgaa cctcctgact 1320 

gaggaacatg ggcagaacat gtttattgca cagagtgggc gctgcgcaca ggcgtggctg 1380 

tacacgtgct ctcagctcat catcctttcc agtaacttta aaaaaacatc cctcaggtcc 1440 

tgatatattt ccttggattc atttcacttg gctagaaatt acactgtgcc caatgcctta 1500 

ataaatccct gaaagaaata aaaaccactg tgtgcaatgc cttgctgtgg cccccaacca 1560 

ctgcttaggc ctcccaactt ctccccaggc caagtatggg gccctggctg tgttctggaa 1620 

gttcaagaca cttagtcctc cacagtgggt ggaagagtgc aaggtctgcc tggtcagatg 1680 

gagacgcaga acctgctggt gcaagctggg caggtcctga ccaacctgca tcaggggatg 1740 

ccctgagctc cacaggtctt catgggcagg ggttgtgggt cctggtgaag gaagtgcatc 1800 

ctcaggcctg ggctgtagca agctgtctgc ccttgggttc aagaaccaga ctgtggagcc 1860 

aaaggtgacc gcagggggcc ccagggctgg agccacaagg ataccctcac tttgcatgag 1920 

gagctgaaac tgaccagtgt ccagtgttag cccccacatg gggctgctct tgcttctact 1980 

aaaagataca gcagttaccc ccttatccac aggggataca gtggatatct aaaaccagac 2040 

ccccagtgga tgtctaaaac cacagataat aacaaacctt atacatactg tttttttcct 2100 

atgcatacat acctgtgatt aagtttatga attaggcacc ttaagagatt gacaacaata 2160 
actaataata aaatgtaacg gttatactgt 2190 



<210> 11729 
<211> 247 
<212> PRT 

<213> Homo sapiens 
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<400> 11729 



Met 


Trp Ala 


Lys 


Glu 


Lys 


Glu 


Ala Gin 


Lys 


Glu 


Thr 1 le Lys Asp 


Leu 


1 








5 








10 




15 




Pro 


Lys 


Met 


Asn 


Gin 


Glu 


Gin 


Phe 1 1 6 


Glu 


Leu 


Cys Lys Thr Leu 


Tyr 








20 








25 






30 




Asn 


Met 


Phe 


Ser 


Glu 


Asp 


Pro 


Met Glu 


Gin 


Asp 


Leu Tyr His Ala 


1 le 






35 










40 






45 




Ala 


Thr 


Val 


Ala 


Ser 


Leu 


Leu 


Leu Arg 


i le 


Gly 


Glu Val Gly Lys 


Lys 




50 










55 








60 




Phe 


Ser 


Ala 


Arg 


Thr 


Gly 


Arg 


Lys Pro 


Arg 


Asp Cys Ala Thr Glu 


Glu 


65 










70 








75 




80 


Asp 


Glu 


Pro 


Pro 


Ala 


Pro 


Glu 


Leu His 


Gin 


Asp Ala Ala Arg Glu 


Leu 










85 








90 




95 




Gin 


Pro 


Pro 


Ala 


Ala 


Gly 


Asp 


Pro Gin 


Ala 


Lys Ala Gly Gly Asp 


Thr 








100 








105 






110 




Pro 


Leu 


Gly 


Thr 


Ala 


Pro 


Gin 


Glu Ser 


Gin 


Val 


Val Val Glu Gly 


Gly 






115 










120 






125 




Ser 


Gly Glu 


Gly 


Gin 


Gly 


Ser 


Pro Ser 


Gin 


Leu 


Leu Ser Asp Asp 


Glu 




130 










135 








140 




Thr 


Lys 


Asp 


Asp 


Met 


Ser 


Met 


Ser Ser 


Tyr 


Ser 


Val Val Ser Thr 


Gly 


145 










150 








155 




160 


Ser 


Leu 


Gin 


Cys 


Glu 


Asp 


Leu 


Ala Asp 


Asp 


Thr 


Val Leu Val Gly 


Gly 










165 








170 




175 




Glu 


Ala Cys 


Ser 


Pro 


Thr 


Ala 


Arg 1 1 e 


Gly 


Gly 


Thr Val Asp Thr 


Asp 








180 








185 






190 




Trp 


Cys 


1 le 


Ser 


Phe 


Glu 


Gin 


1 le Leu 


Ala 


Ser 


1 le Leu Thr Glu 


Ser 






195 










200 






205 




Val 


Leu 


Val 


Asn 


Phe 


Phe 


Glu 


Lys Arg 


Val 


Asp 


lie Gly Leu Lys 


1 le 




210 










215 








220 




Lys 


Asp Gin 


Lys 


Lys 


Val 


Glu 


Arg Gin 


Phe 


Ser Thr Ala Ser Asp 


His 


225 










230 








235 




240 


Glu 


Gin 


Pro 


Gly 


Val 


Ser 


Gly 













245 



<210> 11730 
<211> 2198 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (35) . . (703) 

<400> 11730 

ggacctgagc accttcgact tocgcacggg caagatgctg atgagcaaga tgaacaagag 60 

ccgccagogc gtgcgotacg actcctccaa coaggtoaag ggoaagccog acctgaaoac 120 

ggogctgcco gtgcgocaga oggcgtccat cttcaagcag coggtgacca agattacoaa 180 
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ccaccccagc aacaaggtca agagcgaccc gcagaaggcg gtggaccagc cgcgccagct 240 
cttctgggag aagaagctga gcggcctgaa cgccttcgac attgctgagg agctggtcaa 300 
gaccatggac ctccccaagg gcctgcaggg ggtgggacct ggctgcacgg atgagacgct 360 
gctgtcggcc atcgccagcg ccctgcacac tagcaccatg cccatcacgg gacagctctc 420 
ggccgccgtg gagaagaacc ccggcgtatg gctcaacacc acgcagcccc tgtgcaaagc 480 
cttcatggtg accgacgagg acatcaggaa gcaggaagag ctggtgcagc aggtgcggaa 540 
gcggctggag gaggcgctga tggccgacat gctggcgcac gtggaggagc tggcccgtga 600 
cggggaggcg ccgctggaca aggcctgcgc tgaggacgac gacgaggaag acgaggagga 660 
ggaggaggag gagcccgacc cggacccgga gatggagcac gtctagggca gaggccctgc 720 
cgagagcccg tgctgcctgc tggagccgcc tgcagacgcg gtcctcggcc ccacgtgaac 780 
caggctcggc ggcgaagccc agccttggag acacccagga ggaaggccgt gctcctggct 840 
ccctcctcgg cccgtcccca cttcccgggg cctcggggca cacagctggg gctgccccca 900 
cccgaaagac cctccacgct cgtcctctac agagtccggc ttcgggaagt gccgggtgct 960 
cctgggccct gcctggctcc ctacgacctt tgggctcgag gccagctcct ccccatgccc 1020 
gctgtcccag ctccttgaga ctggagagca gccagcaggt gcccggcagc tcggcgccac 1080 
ggcttgctga cagctgggag ggtttctcgg tctggaggcg tagttttgaa actcacatca 1140 
cccactgtgc agcgtgagga cgggactctg gtctgctgtg gggggcatgc aggacggcgc 1200 
cactctctgc cctgccatgc ggctggtggt gccacagagc ctcaccgtgc ctgagtggcg 1260 
tgcccaggag gccgctctcc ttcagtaaat gtaacacagt cgaggcacgt catcgggcag 1320 
ccttccctgt gtgccaacgc cagccttcgc ttctgaaaac caaactccag ccgctgccag 1380 
tcgggacttg gtcgcccggc gctgccagaa tgctccactg ccagccggcc cccctgcctc 1440 
ggtttccctt ctgtttagtg gcgacacagg cacccagctt tggggtggtg ctgacgctcc 1500 
caggggtgcc aggagccact gggacagggt gaggctccca gacgctcctc gaggtgccca 1560 
gctctccagg gagcttctgg cccaaggccg tctgagggat ctgctcctta accccccagt 1620 
gccttggcga gggcaggttc caagccacag acgcctgccc cgagtggact ctgcggccag 1680 
tccctggtgc cctcctggcc ctgctgccca gtgagggctc ctacgggtgg gttcattggc 1740 
ctgggcccag cgagccccca cctgcattga ccttaggccc atagagaggg cctgtcccgg 1800 
tgctgcccca gccaggatct ggtcgctgcc ccagggggac tgatgggcag agtcgcccct 1860 
gtggctggac tgtgaccatc cctgatgggg cctgaccgcg ggagctgagg aagcgccgct 1920 
ccaccgtctg ccctccaagg acccgcatgg aggcagtggg ctggcagctt cctgctgctc 1980 
cctgtcagag tcaaagcaca aatcctcagg acgggctcaa gggccagggc agccgaggga 2040 
agctccaggt ggggaccacg tcttcctgag gttggtgccc actggctggg accctttgca 2100 
gtggggtggc ctcccctctg tctgcctggt ggagggagcc gtgggcgtgg ggacgtgact 2160 
gaataaagcc accatgggtg gatgtgcttg gagcctgg 2198 



<210> 11731 
<211> 223 
<212> PRT 

<213> Homo sapiens 
<400> 11731 

Met Leu Met Ser Lys Met Asn Lys Ser Arg Gin Arg Val Arg Tyr Asp 

15 10 15 

Ser Ser Asn Gin Val Lys Gly Lys Pro Asp Leu Asn Thr Ala Leu Pro 

20 25 30 

Val Arg Gin Thr Ala Ser Me Phe Lys Gin Pro Val Thr Lys Me Thr 
35 40 45 
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Asn His Pro Ser 
50 

Gin Pro Arg Gin 
65 

Phe Asp lie Ala 

Leu Gin Gly Val 
100 

I le Ala Ser Ala 
115 

Ser Ala Ala Val 
130 

Pro Leu Cys Lys 
145 

Glu Glu Leu Val 

Ala Asp Met Leu 
180 

Pro Leu Asp Lys 
195 

Glu Glu Glu Glu 
210 



Asn 


Lys Val 


Lys 




55 




Leu 


Phe Trp 


Glu 




70 




Glu 


Glu Leu 


Val 


85 






Gly 


Pro Gly 


Cys 


Leu 


His Thr 


Ser 






120 


Glu 


Lys Asn 


Pro 




135 




Ala 


Phe Met 


Val 




150 




Gin 


Gin Val 


Arg 


165 






Ala 


His Val 


Glu 


Ala 


Cys Ala 


Glu 






200 


Glu 


Pro Asp 


Pro 




215 





Ser Asp Pro Gin 
60 

Lys Lys Leu Ser 
75 

Lys Thr Met Asp 
90 

Thr Asp Glu Thr 
105 

Thr Met Pro Me 

Gly Val Trp Leu 
140 

Thr Asp Glu Asp 
155 

Lys Arg Leu Glu 
170 

Glu Leu Ala Arg 
185 

Asp Asp Asp Glu 

Asp Pro Glu Met 
220 



Lys 


Ala 


Val 


Asp 


Gly 


Leu 


Asn 


Ala 








80 


Leu 


Pro 


Lys 


Gly 






95 




Leu 


Leu 


Ser 


Ala 




110 






Thr 


Gly 


Gin 


Leu 


125 








Asn 


Thr 


Thr 


Gin 


1 le 


Arg 


Lys 


Gin 








160 


Glu 


Ala 


Leu 


Met 






175 




Asp 


Gly 


Glu 


Ala 




190 






Glu 


Asp 


Glu 


Glu 


205 








Glu 


His 


Val 





<210> 11732 
<211> 2357 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (140), . (1885) 
<400> 11732 

gatccggaag tcggagccta gctgcgcgag 
ttgccctcgc ttctcagatc ccogccggaa 
tgctttcaag ctggtcatca tgatgaaact 
ttccaagggc caoaagaaga taagttggco 
gaaagcaaco tccaaagtgc cctctgcacc 
tcgagaggct gaattaaaga agaagtgggt 
cogggagcaa gaaagacaaa aacgcaggac 
acgccaggag gagtttgagc ataaggagga 
gctggatgac gaggccacga ggaaggctta 
ctotgatgtg attctggaag tcctggatgc 
aatggaggag gctgtcctgc gagcacaagg 
gattgacctg gtccccaagg aggttgtgga 
gccaaccgtg gctttcaagg ccagtaccca 
tgtgccagta gatcaggcct ctgagtcact 



agtttctgct cgctcaaccg agttgtogtg 60 
gtgaagagag caagcagatt tgaacctatc 120 
tagacacaaa aataaaaagc caggtgaagg 180 
ctaccctcag cotgoaaagc aaaatgggaa 240 
tcattttgtt caccccaatg atcatgcoaa 300 
tgaggagatg agggagaagc agcaagccgc 360 
cattgagagc tactgtcagg atgtcotaag 420 
agttttgcag gaattaaata tgtttcctca 480 
ttacaaggag ttccgtaagg tggtggaata 540 
cagagacoca ttaggctgcc gctgcttcca 600 
caacaagaag ctggtoctgg tcttgaacaa 660 
gaaatggctg gattaccttc ggaatgagtt 720 
goatcaggtc aaaaacctga atcgttgcag 780 
gctgaaaagc aaagcotgct ttggagctga 840 



m 
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aaacctcatg agggttctgg ggaactattg ccgccttggt gaagtgcgca cccacattcg 900 
tgtgggtgtt gtgggtcttc ccaatgttgg gaagagcagc ctgatcaata gcctgaagcg 960 
cagccgcgca tgcagcgtgg gagctgttcc tggaattacc aaattcatgc aggaggtcta 1020 
cctggacaag ttcatccggc tcttggatgc tccaggcatt gtcccagggc ccaactcaga 1080 
ggtgggcacc atcctgcgta actgcgtcca cgtgcagaag ctggcagacc ctgtgacccc 1140 
agtggagacc atcctgcagc gctgcaacct ggaggagatt tccaactatt atggcgtctc 1200 
tgggttccag accactgagc actttctgac ggcagtggcc caccgtttgg ggaagaagaa 1260 
gaagggaggc ttatatagtc aggaacaggc ggccaaagct gtcctagctg actgggtgag 1320 
cgggaagatc agcttctata taccaccacc agccactcac actctgccca cccatctcag 1380 
tgctgagatc gttaaggaaa tgaccgaggt ctttgacatc gaggatactg agcaggccaa 1440 
tgaagacacc atggaatgct tggccaccgg agaatctgat gagctgttgg gtgacacgga 1500 
cccacttgaa atggagatca agttgctcca ttctccgatg acgaaaatag cagatgccat 1560 
tgaaaataaa accaccgtgt ataagattgg agatctcact gggtattgca ccaatccaaa 1620 
ccgtcatcag atggggtggg ctaaacgcaa tgtggaccac cgccctaaga gcaacagtat 1680 
ggtggatgtc tgctcagtgg accgcGgctc agtgctgcag aggatcatgg agacggaccc 1740 
cctgcaacag ggccaggctc tggcatctgc cctgaaaaat aagaagaaga tgcagaaacg 1800 
tgcagataaa atcgccagca agctgtctga ttccatgatg tctgctctcg acctctctgg 1860 
caatgctgat gatggtgttg gtgactaatc gactgatctc acttcccttc cgctccaagc 1920 
accagttccg gtggtacggg ggaataccag tgaaatagtt tggttctccc tgaagcatct 1980 
gcatattgaa agaacgcttt ccccactgtg tgtcttctcc ccctcctcca gtaaaaacag 2040 
tcccggctgg gtgctgtggc tcacgtctgt aatcccagca ctttgggagg ccgaggtggg 2100 
cggatcacct gaggtcggga gttcgagacc agcctggcca acatggtgag gccccgtctc 2160 
tactaaaaat acaaaaaaat ttagccgtgc ttggtggcac ctgtaatccc agctacttgg 2220 
gaggctgagg caggagaatc gcctgaacct gggagactaa ggcaggagaa tcgcctgaac 2280 
ctgggaggca gaggttgcag tgagcccaga cggcaccatt gcactctagc ctgggcaaca 2340 
acacgaaact ccgtccc 2357 



<210> 11733 
<211> 582 
<212> PRT 

<213> Homo sapiens 



<400> 11733 



Met 


Met Lys 


Leu 


Arg 


His 


Lys 


Asn 


Lys 


Lys 


Pro Gly 


Glu 


Gly Ser 


Lys 


1 






5 










10 






15 




Gly 


His Lys 


Lys 


1 le 


Ser 


Trp 


Pro 


Tyr 


Pro 


Gin Pro 


Ala 


Lys Gin 


Asn 






20 










25 








30 




Gly 


Lys Lys 


Ala 


Thr 


Ser 


Lys 


Val 


Pro 


Ser 


Ala Pro 


His 


Phe Val 


His 




35 










40 








45 






Pro 


Asn Asp 


His 


Ala 


Asn 


Arg 


Glu 


Ala 


Glu 


Leu Lys 


Lys 


Lys Trp 


Val 




50 








55 








60 








Glu 


Glu Met 


Arg 


Glu 


Lys 


Gin 


Gin 


Ala 


Ala 


Arg Glu 


Gin 


Glu Arg 


Gin 


65 








70 










75 






80 


Lys 


Arg Arg 


Thr 


1 le 


Glu 


Ser 


Tyr 


Cys 


Gin 


Asp Val 


Leu 


Arg Arg 


Gin 








85 










90 






95 




Glu 


Glu Phe 


Glu 


His 


Lys 


Glu 


Glu 


Val 


Leu 


Gin Glu 


Leu 


Asn Met 


Phe 






100 










105 








110 
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Pro 


Gin 


Leu 


Asp 


Asp 


Glu 


Ala 


Thr Arg 


Lys 


Ala 


Tyr 


Tyr 


Lys 


Glu 


Phe 






115 










120 










125 








Arg 


Lys 


Val 


Val 


Glu 


Tyr 


Ser 


Asp Val 


1 Ie 


Leu 


Glu 


Val 


Leu 


Asp Ala 




130 










135 










140 










Arg 


Asp 


Pro 


Leu 


Gly 


Cys 


Arg 


Cys 


Phe 


Gin 


Met 


Glu 


Glu 


Ala 


Val 


Leu 


145 










150 










155 










160 


Arg 


Ala 


Gin 


Gly 


Asn 


Lys 


Lys 


Leu 


Val 


Leu 


Val 


Leu 


Asn 


Lys 


1 Ie Asp 










165 










170 










175 




Leu 


Val 


Pro 


Lys 


Glu 


Val 


Val 


Glu 


Lys 


Trp 


Leu 


Asp 


Tyr 


Leu 


Arg Asn 








180 










185 










190 






Glu 


Leu 


Pro 


Thr 


Val 


Ala 


Phe 


Lys Ala 


Ser 


Thr 


Gin 


His 


Gin 


Val 


Lys 






195 










200 










205 








Asn 


Leu 


Asn 


Arg 


Cys 


Ser 


Val 


Pro 


Val 


Asp 


Gin 


Ala 


Ser 


Glu 


Ser 


Leu 




210 










215 










220 










Leu 


Lys 


Ser 


Lys 


Ala 


Cys 


Phe 


Gly Ala 


Glu 


Asn 


Leu 


Met 


Arg 


Val 


Leu 


225 










230 










235 










240 


Gly 


Asn 


Tyr 


Cys 


Arg 


Leu 


Gly 


Glu 


Val 


Arg 


Thr 


His 


1 Ie 


Arg 


Val 


Gly 










245 










250 










255 




Val 


Val 


Gly 


Leu 


Pro 


Asn 


Val 


Gly 


Lys 


Ser 


Ser 


Leu 


1 Ie 


Asn 


Ser 


Leu 








260 










265 










270 






Lys 


Arg 


Ser 


Arg 


Ala 


Cys 


Ser 


Val 


Gly 


Ala 


Val 


Pro 


Gly 


1 Ie 


Thr 


Lys 






275 










280 










285 








Phe 


Met 


Gin 


Glu 


Val 


Tyr 


Leu 


Asp 


Lys 


Phe 


i Ie 


Arg 


Leu 


Leu 


Asp Ala 




290 










295 










300 










Pro 


Gly 


1 Ie 


Val 


Pro 


Gly 


Pro 


Asn 


Ser 


Glu 


Vat 


Gly 


Thr 


1 Ie 


Leu 


Arg 


305 










310 










315 










320 


Asn 


Cys 


Val 


His 


Val 


Gin 


Lys 


Leu 


Ala 


Asp 


Pro 


Val 


Thr 


Pro 


Val 


Glu 










325 










330 










335 




Thr 


1 Ie 


Leu 


Gin 


Arg 


Cys 


Asn 


Leu 


Glu 


Glu 


1 Ie 


Ser 


Asn 


Tyr 


Tyr Gly 








340 










345 










350 






Val 


Ser 


Gly 


Phe 


Gin 


Thr 


Thr 


Glu 


His 


Phe 


Leu 


Thr 


Ala 


Val 


Ala 


His 






355 










360 










365 








Arg 


Leu 


Gly 


Lys 


Lys 


Lys 


Lys 


Gly Gly 


Leu 


Tyr 


Ser 


Gin 


Glu 


Gin 


Ala 




370 










375 










380 










Ala 


Lys 


Ala 


Val 


Leu 


Ala 


Asp 


Trp Val 


Ser 


Gly 


Lys 


1 Ie 


Ser 


Phe 


Tyr 


385 










390 










395 










400 


1 ie 


Pro 


Pro 


Pro 


Ala 


Thr 


His 


Thr 


Leu 


Pro 


Thr 


His 


Leu 


Ser 


Ala 


Glu 










405 










410 










415 




1 Ie 


Val 


Lys 


Glu 


Met 


Thr 


Glu 


Val 


Phe 


Asp 


1 Ie 


Glu 


Asp 


Thr 


Glu 


Gin 








420 










425 










430 






Ala 


Asn 


Glu 


Asp 


Thr 


Met 


Glu 


Cys 


Leu 


Ala 


Thr 


Gly 


Glu 


Ser 


Asp 


Glu 






435 










440 










445 








Leu 


Leu 


Gly 


Asp 


Thr 


Asp 


Pro 


Leu 


Glu 


Met 


Glu 


1 Ie 


Lys 


Leu 


Leu 


His 




450 










455 










460 










Ser 


Pro 


Met 


Thr 


Lys 


1 Ie 


Ala 


Asp Ala 


1 Ie 


Glu 


Asn 


Lys 


Thr 


Thr 


Val 


465 










470 










475 










480 


Tyr 


Lys 


1 Ie 


Gly 


Asp 


Leu 


Thr 


Gly Tyr 


Cys 


Thr 


Asn 


Pro 


Asn 


Arg His 










485 










490 










495 
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Gin 


Met Gly 


Trp 


Ala 


Lys 


Arg 


Asn Val Asp His Arg Pro Lys 


Ser 


Asn 






500 








505 510 






Ser 


Met Val 


Asp 


Val 


Cys 


Ser 


Val Asp Arg Arg Ser Val Leu 


Gin Arg 




515 










520 525 






1 le 


Met Glu 


Thr 


Asp 


Pro 


Leu 


Gin Gin Gly Gin Ala Leu Ala 


Ser 


Ala 




530 








535 


540 






Leu 


Lys Asn 


Lys 


Lys 


Lys 


Met 


Gin Lys Arg Ala Asp Lys 1 le 


Ala 


Ser 


545 








550 




555 




560 


Lys 


Leu Ser 


Asp 


Ser 


Met 


Met 


Ser Ala Leu Asp Leu Ser Gly 


Asn 


Ala 








565 






570 


575 




Asp Asp Gly 


Val 


Gly 


Asp 














580 















<210> 11734 
<211> 2328 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (309). . (1484) 
<400> 11734 

ctctggcggg tggcggtgtt gaaggcgaga 
agaaccggac ggagagtgag ggcacgaggg 
cacgtcgtcg tgaggagcgc agtccggact 
cacgcctoga ggcggoggcg gooaccgaga 
ttatocccca gcccaaaagg gcccggtctg 
ccgccgccat gtcggcgcag gcccagatgc 
cccgggacgg agatacaact cgtcaacgaa 
gtcaccttct caactgttgt octcatgatg 
aatgtctgaa agtccatgac ctggctttaa 
aagatttttt ctttgaactt gatgccatgg 
atcgtagaac agaagtggcc aagaaaagat 
aagtagcagc aaaggcagaa cgtgttcatg 
Gcaaggtgga acaactagga gctgaaggga 
aagtagagaa agcacgggca aagaaaagag 
cagcttccag ttttcagcag cagaaacttc 
gacttcatga taatgacaga cgactggctg 
ttattgaaat aagagagaag cttgaagaat 
aaagaaacca ggaacggctg aaacgaagag 
tgaggaggtc ccgatcacac agcaagaatc 
gacatcgatc tcgctccatg tcacgtgaac 
agaaacgcca tcgccacagg tcccgctcca 
gaagtcggca cagttctaga gataggagca 
aaagattcag agaccaagac ttagcatcat 
cacctogtga cagagatogg aaagataaga 



gcttgcttgg cccgtgtcgc ttctgtccca 60 
tcgctgtcgg gggctgtcgt cttccacgta 120 
cttcccgcaa cccctccggc tocctttccg 180 
cagcagcgca ccttccccca toccttcccc 240 
cgocccaccc ccgcccgtcc gccogctacg 300 
gcgcgatgct ggaccagttg atgggcacct 360 
tcaaattcag tgatgacaga gtatgcaaga 420 
tcctttctgg aaotagaatg gatcttggag 480 
gagcggatta tgaaattgca tcoaaagaac 540 
atcatctgca gtcattcatt gcagattgtg 600 
tagcagaaac tcaagaagag attagtgctg 660 
agttaaatga agaaattggt aaattgttag 720 
atgtggagga atcooagaaa gtaatggatg 780 
aagcagagga agtttatcgg aattotatgc 840 
gagtctgtga agtctgctct gcctatttag 900 
atcattttgg gggtaaactg cacctgggat 960 
taaagagagt cgtagctgag aagcaggaga 1020 
aagagagaga gagagaagaa agggagaagc 1080 
caaaaagatc caggtccaga gagcatcgca 1140 
gcaagaggag aactcgatcc aaatctcggg 1200 
gcagccgtag ccgcagccgt agccaccaga 1260 
gagaacgtto caagaggaga tcctcaaaag 1320 
gtgacagaga caggagttca agagaoagat 1380 
agcggtccta tgagagtgct aatggcagat 1440 
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cagaagacag gaggagctct gaagagcgcg 
tttcttcagt ccttaagctt cctacggagt 
agggtgacag tgagcagatc cagacaccag 
cttgatctga actgaacctg ttttccttga 
gtgaacctgt aatacagttc tgaaagtaca 
ttctttcaag taagagtgct agtgaacaaa 
gtttgtaaaa tgctgtcttc ctagtccaaa 
attattcttc ctctgacttt gtatccctta 
ggggcaggga agcaatatag cttccattct 
tgattacagt tcagagcatt gatcctggaa 
ttttttgttt aatggtgcct atttagagtt 
tttgcttttt tattgaaatt ttgaaatcaa 
ctatgttcag gatgttctag ggggtggggg 
ttattttgtg tgtgtggagt ataaaggcta 
aaatgaaaga aacaatcacc accaccatta 



aagcagggga gatctaacta gctgtgtaca 1500 
tacgtactat tgtttagttc acagctgttc 1560 
atccagctag gctagatgta cagtatctaa 1620 
tgatgcctaa aactacatcc atagtttctg 1680 
gttttatata ataagatgct gatctcttta 1740 
ttgtgttact tgccttggga ttttttgaac 1800 
cagctgcagc tttgggcatt tttcttttta 1860 
atacctacac tctccaattg taagagaaag 1920 
aaggctgtat tcccgttatg aattactagc 1980 
tgtgtgctgg agaaatttaa aatactgggg 2040 
ggaagttgaa cagctgttgc attacatact 2100 
acgtcttgat ttttctgttc tgttgaattg 2160 
cagggactct tttcgtaata agcacttgtt 2220 
cacccttatt gtaaaaaaat aataataata 2280 
ttaaactgta acttgtct 2328 



<210> 11735 
<211> 392 
<212> PRT 

<213> Homo sapiens 
<400> 11735 



Met 


Ser Ala 


Gin 


Ala 


Gin 


Met 


Arg 


Ala 


Met 


Leu 


Asp 


Gin 


Leu 


Met 


Gly 


1 






5 










10 










15 




Thr 


Ser Arg 


Asp 


Gly 


Asp 


Thr 


Thr 


Arg 


Gin 


Arg 


1 le 


Lys 


Phe 


Ser Asp 






20 










25 










30 






Asp 


Arg Val 


Cys 


Lys 


Ser 


His 


Leu 


Leu 


Asn 


Cys 


Cys 


Pro 


His 


Asp Val 




35 










40 










45 








Leu 


Ser Gly 


Thr 


Arg 


Met 


Asp 


Leu 


Gly 


Glu 


Cys 


Leu 


Lys 


Val 


His 


Asp 




50 








55 










60 










Leu 


Ala Leu 


Arg 


Ala 


Asp 


Tyr 


Glu 


1 le 


Ala 


Ser 


Lys 


Glu 


Gin Asp 


Phe 


65 








70 










75 










80 


Phe 


Phe Glu 


Leu 


Asp 


Ala 


Met 


Asp 


His 


Leu 


Gin 


Ser 


Phe 


1 le 


Ala 


Asp 








85 










90 










95 




Cys 


Asp Arg 


Arg 


Thr 


Glu 


Val 


Ala 


Lys 


Lys 


Arg 


Leu 


Ala 


Glu 


Thr 


Gin 






100 










105 










110 






Glu 


Glu lie 


Ser 


Ala 


Glu 


Val 


Ala 


Ala 


Lys 


Ala 


Glu 


Arg 


Val 


His 


Glu 




115 










120 










125 








Leu 


Asn Glu 


Glu 


1 le 


Gly 


Lys 


Leu 


Leu 


Ala 


.Lys 


Val 


Glu 


Gin 


Leu 


Gly 




130 








135 










140 










Ala 


Glu Gly 


Asn 


Val 


Glu 


Glu 


Ser 


Gin 


Lys 


Val 


Met 


Asp 


Glu 


Val 


Glu 


145 








150 










155 










160 


Lys 


Ala Arg 


Ala 


Lys 


Lys 


Arg 


Glu 


Ala 


Glu 


Glu 


Val 


Tyr 


Arg Asn 


Ser 








165 










170 










175 




Met 


Pro Ala 


Ser 


Ser 


Phe 


Gin 


Gin 


Gin 


Lys 


Leu 


Arg 


Val 


Cys 


Glu 


Val 






180 










185 










190 






Cys 


Ser Ala 


Tyr 


Leu 


Gly 


Leu 


His 


Asp 


Asn 


Asp 


Arg 


Arg 


Leu 


Ala 


Asp 
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195 










200 


His 


Phe 


Gly 


Gly 


Lys 


Leu 


His 


Leu 




210 










215 




Leu 


Glu 


Glu 


Leu 


Lys 


Arg 


Val 


Val 


225 










230 






Gin 


Glu 


Arg 


Leu 


Lys 


Arg 


Arg 


Glu 










245 








Lys 


Leu 


Arg 


Arg 


Ser 


Arg 


Ser 


His 








260 










Ser 


Arg 


Glu 


His 


Arg 


Arg 


His 


Arg 






275 










280 


Lys 


Arg 


Arg 


Thr 


Arg 


Ser 


Lys 


Ser 




290 










295 




Ser 


Arg 


Ser 


Ser 


Ser 


Arg 


Ser 


Arg 


305 










310 






His 


Ser 


Ser 


Arg 


Asp 


Arg 


Ser 


Arg 










325 








Lys 


Glu 


Arg 


Phe 


Arg 


Asp 


Gin 


Asp 








340 










Ser 


Ser 


Arg 


Asp 


Arg 


Ser 


Pro 


Arg 






355 










360 


Arg 


Ser 


Tyr 


Glu 


Ser 


Ala 


Asn 


Gly 




370 










375 




Glu 


Glu 


Arg 


Glu 


Ala 


Gly 


Glu 


1 le 


385 










390 







205 



Gly 


Phe 


Me Glu Me 


Arg 


Glu 


Lys 






220 








Ala 


Glu 


Lys Gin Glu 


Lys 


Arg 


Asn 






235 






240 


Glu 


Arg 


Glu Arg Glu 


Glu 


Arg 


Glu 




250 






255 




Ser 


Lys 


Asn Pro Lys 


Arg 


Ser 


Arg 


265 






270 






Ser 


Arg 


Ser Met Ser 


Arg 


Glu 


Arg 






285 








Arg 


Glu 


Lys Arg His 


Arg 


His 


Arg 






300 








Ser 


Arg 


Ser His Gin 


Arg 


Ser 


Arg 






315 






320 


Glu 


Arg 


Ser Lys Arg 


Arg 


Ser 


Ser 




330 






335 




Leu 


Ala 


Ser Cys^ Asp 


Arg 


Asp 


Arg 


345 






350 






Asp 


Arg 


Asp Arg Lys 


Asp 


Lys 


Lys 






365 








Arg 


Ser 


Glu Asp Arg 


Arg 


Ser 


Ser 



380 



<210> 11736 

<211> 995 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (113). . (784) 

<400> 11736 

ottccgggga ccaggcccgc ttttggotgc 
tgcatctggg accgacctcc tgggctggct 
tgtgggggct gcaactccat acctgcatca 
tttcttgggg gcccagcttc ctccagaggt 
agacaggagc acgttcagaa agttgctgaa 
ctgccgagag gctgtgcagc gtcttggggt 
tgccctgctg gcaggcatgc acacactgct 
octgaagcct gacatottca gggaccagot 
cggggacttg gccagogtgg tatttgggag 
gcagcagggg gcctggctgc cgcatgttgc 
ctccaccagt gccctggctc gctccctgca 



atcagccggg gattgccggc gocaggcatc 60 
gatcaaagag gaagcagcag caatgtctgc 120 
tcctggtgat agtcacagtg gccgagtgag 180 
ggoagcaatg gcocggctac taggggacct 240 
gtttgtggtc agcagcotgc agggggagga 300 
cagcgccaac ctgccggagg agcagctggg 360 
ccagcaggcc ctccgtctgc cccccaccag 420 
ccaggagctc tgcatccccc aagacctggt 480 
ccagcggccc ctccttgatt ctgtggccca 540 
tgactttcgg tggcgggtgg atgtagcaat 600 
gccgagcgtc ctgatgcagc tgaagctttc 660 



-5244/13211- 



agatgggtca gcataccgct ttgaggtccc 
cgtggccctg gtcctaaagg agatggcaga 
ggactgaccc ctcacttgac cagtcccatt 
gtgccaaagt gcagctgact cttcccacga 
tcagtgagtg tttgaacgta attatgtagt 
ctttttttct ttttggaagt aaagcagcta 



cacagccaag ttccaggagc tgcggtacag 720 
tctggagaag aggtgtgagc gcagactgca 780 
cagatccggc ttggacaggc acctgagatg 840 
cagccctgcc cttcccatga ggcaggctct 900 
tttctgttta attgaaaaag agagctatgc 960 
aaaac 995 



<210> 11737 
<211> 224 
<212> PRT 

<213> Homo sapiens 



<400> 11737 



Met 


Ser 


Ala 


Val 


Gly 


Ala 


Ala 


Thr 


1 








5 








Ser 


His 


Ser 


Gly 


Arg 


Val 


Ser 


Phe 








20 










Val 


Ala 


Ala 


Met 


Ala 


Arg 


Leu 


Leu 






35 










40 


Arg 


Lys 


Leu 


Leu 


Lys 


Phe 


Val 


Val 




50 










55 




Arg 


Glu 


Ala 


Val 


Gin 


Arg Leu 


Gly 


65 










70 






Gin 


Leu 


Gly 


Ala 


Leu 


Leu 


Ala 


Gly 










85 








Leu 


Arg 


Leu 


Pro 


Pro 


Thr 


Ser 


Leu 








100 










Leu 


Gin 


Glu 


Leu 


Cys 


1 le 


Pro 


Gin 






115 










120 


Val 


Val 


Phe 


Gly 


Ser 


Gin Arg 


Pro 




130 










135 




Gin 


Gly 


Ala 


Trp 


Leu 


Pro 


His 


Val 


145 










150 






Val 


Ala 


1 le 


Ser 


Thr 


Ser 


Ala 


Leu 










165 








Leu 


Met 


Gin 


Leu 


Lys 


Leu 


Ser 


Asp 








180 










Pro 


Thr 


Ala 


Lys 


Phe 


Gin 


Giu 


Leu 






195 










200 


Lys 


Glu 


Met 


Ala 


Asp 


Leu 


Glu 


Lys 




210 










215 





Pro 


Tyr 


Leu 


His 


His 


Pro 


Gly 


Asp 




10 










15 




Leu 


Gly 


Ala 


Gin 


Leu 


Pro 


Pro 


Glu 


25 










30 






Gly 


Asp 


Leu 


Asp 


Arg 


Ser 


Thr 


Phe 










45 








Ser 


Ser 


Leu 


Gin 


Gly 


Glu 


Asp 


Cys 








60 










Val 


Ser 


Ala 


Asn 


Leu 


Pro 


Glu 


Glu 






75 










80 


Met 


His 


Thr 


Leu 


Leu 


Gin 


Gin 


Ala 




90 










95 




Lys 


Pro 


Asp 


1 le 


Phe 


Arg 


Asp 


Gin 


105 










110 






Asp 


Leu 


Val 


Gly 


Asp 


Leu 


Ala 


Ser 










125 








Leu 


Leu 


Asp 


Ser 


Val 


Ala 


Gin 


Gin 








140 










Ala 


Asp 


Phe 


Arg 


Trp 


Arg 


Val 


Asp 






155 










160 


Ala 


Arg 


Ser 


Leu 


Gin 


Pro 


Ser 


Val 




170 










175 




Gly 


Ser 


Ala 


Tyr 


Arg 


Phe 


Glu 


Val 


185 










190 






Arg 


Tyr 


Ser 


Val 


Ala 


Leu 


Val 


Leu 










205 








Arg 


Cys 


Glu 


Arg 


Arg 


Leu 


Gin 


Asp 








220 











<210> 11738 
<211> 2421 
<212> DNA 
<213> Homo sapiens 
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<400> 11738 

gaaaaaaagt gagagacctc tgcctacaaa 
aatacccagt tacttatgat ttaaaaacaa 
cactctatag tcaaaaaagg aaacttcctt 
gttgacacat atgaacacag acaaagtgct 
tttcatgttt tagggagtgg ttcctgtgga 
gtaatacgtg caccaaactg cctcaatcct 
tggattgttt ttaaacctcc atactcaagc 
gaaaggccaa cagcaagtgt ttgtgggaca 
aagatgtact tctctgtgtg cacacccatg 
tatggctgta tttgctgttg attcagactt 
caaaaacaga tgctaggaag cttggcttcc 
tcttttttat tatattcaga gtatgttttt 
acatcttaaa tctaaacaaa aaataaaatg 
gttaaagcca cagatggctt tcagggcagt 
cctgaggggc ggggcgtgta gccagccagg 
gctgcttcct gtgacagtga aatacatcct 
ctggagaaaa aggtgccatc tcaggagaat 
acaccacaag gcagcctgaa cactcagttg 
gccaccaaag tcacatccac aactaatgag 
attttatttt tctgtgggtt ttgtgttgtc 
gtttttctat aggaaaagta aaagatcagg 
cctgttagta aataaaatta acaaatttct 
ctaaaataca tagactgatt gattattcaa 
ctgaagcatt tagttacaac ctgaaggaat 
cctaactgaa tacagtctca tcttgccgcg 
ttcccaggct gggctctgcc tgtctggtgc 
taactggtaa gcgatttgaa acactatttt 
gcaaattcat ttttaagata gaacacaaaa 
tatggggctg cagttggtct ccctggaggg 
ggtggaaagt gctcagtgaa gtacacctgt 
gaattttaag tggggttgat aacaccttgg 
cctttaaatg caacagtttt taaaatatat 
attatacttg agattttcct ccatttttat 
aatgttttta aagtatgtgt ttgagttaaa 
attgttaaac ttgcagcttg gtattgcaga 
atgccacttt ggctgaacta caagtgtagg 
ttcaaaactg tttgttatct cttgttacca 
gttctctgct tgacagactc aagagaaact 
caaggccttc tctccagact atcgtaacct 
tcaagtgtaa atgatgttga gcagaatgtt 
tgaaataaat tctgacttat g 



acctcaaacc agtcactttt gtcaattgct 60 
ccaacagaaa acatcccact gactgtatgg 120 
attgggactt ttctttctta gtccagttgt 180 
atgcggagga aagcaagtgt tggtcagtag 240 
gatcagaaag tgacatttgc tttcggtact 300 
aggtaacgag ggcaacaggg agcacctgtc 360 
tgtctcttcg gcagggaggt gaatactctt 420 
caacacagat aattttttct taagtcggcc 480 
cacactcatg cacacagata cataggtctg 540 
tcacaccatt aatggggaaa agcgtggcca 600 
tcttcttgtt gacccttttt tgaaccaaca 660 
aagtgtatct taatatatac attttttagg 720 
aacatctctt gaaacctgtt aaaacaacca 780 
agcagcagag gccagtggac tctgaggact 840 
tgcatgccgg gaccatggcc cccatacttg 900 
tcaaggtggc agctgttagg gctgaatctt 960 
agcttttact ctggtaggaa tgcttccgag 1020 
cagggtcggg cttgcggtgg gtgacccaga 1080 
ggaaatctgt aaagccagtt agatagaaga 1140 
ttttttatgt taaaaagaaa tccagtttgt 1200 
ttatacttta ggttaggggt tctatttatt 1260 
ttgtttaaca aaagattaat ctttaaacca 1320 
cacattggaa ttgatgtcgg tcatagtttc 1380 
aaaatgattt gtggaaatgc ttaaaataga 1440 
cctggcttac ctatctgtgg aaagctaggc 1500 
ctggaggtgt gggagggaag atgagttatt 1560 
tatattaaag taaatggcat ggagtatagt 1620 
cttgaaagaa gttttatgcg tgtgacagtg 1680 
gacttccaca cctcctgcct ttaggccatg 1740 
gtggcccagt tctgaaagct ttatacagtt 1800 
actgttagtg ttaaaaatct agtgggttga 1860 
tgctgcattt tatagaatag taaaggtacg 1920 
ttcttcgtga acatagagtt tggggccgaa 1980 
tataaagttg gttcacttca aagctaaaaa 2040 
gaagatttta taagaatttt gctttagaga 2100 
ccaccattat aatttataaa tacagcatac 2160 
tgtatgtata aatggacctt ttataacctt 2220 
acccaggtat tacacaagcc aaaatgggag 2280 
ggtgccttac caagttgtgc ttttctgttt 2340 
gtacttgaaa atgctataag tgagatggta 2400 

2421 



<210> 11739 
<211> 2247 
<212> DNA 
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<213> Homo sapiens 
<400> 11739 

tacaccacat gcagtttaca tctgtcttaa 
tttgacatcc agctaagagg gcccatctct 
caaatattta ttgagccctt actgtgggca 
gataattccc ttattcagta aatgtctact 
gcctcattgt tttgtttgag gtgtgttatt 
tgtaattata gaacacaata tacgatcaag 
aaaagtatcc agtatttgat cacattatta 
taaactggtt tattgtgcag tgactgtaat 
gcctcaccaa acaoatgcta ggatataacc 
tataaaggag actgggtgct ataattagat 
taactgattt agtatgttct gtaattgaga 
tttacatgta cattttatag gggacatgtt 
tatcacaaaa tgttttggat tccttagttt 
acattgattt catcacattt gatttttgtc 
atataaaatt aactaaaaat ctggaagtgg 
aaaatatagc agaggtatat tttcaaggga 
tttattttag aaattttgtt tgaacttgco 
gttacagccc ataatttttc acttgtttca 
aatggggaag tgtttttata gctttatttt 
tctagaattt acttagagtc aaagtgacta 
accgttatac actcattaac ataggggttc 
agaatatgta gaggctatag acttttttgc 
agttaagaca tttaaggggg agaattaagg 
aaattaggta aatacatata taactacaat 
aattatggta aatcagaaaa ggccctttaa 
gatctcttct gtggttgttt ctctttatac 
tgtgocgaac catgtgcttt tcaaatattt 
tgggtattat tcccatttta cagatgagaa 
atagcttctt gcatattatg ctattcattt 
ttcctggatg agagattaaa cgtactcgaa 
aagcatggct ttccaaatct cattctcttg 
catgttcctg tttacaaaac ctaagattat 
ctcaggaata atctgagggc attctattag 
ctatcctagg catgaactat tctcatttta 
gagcaacctg tttgtcttcg gtcattggta 
aaagtttcct tctcttgggt tttttcctct 
ttattatgtt tctgtgtatt tgtaacagct 
tttcttggaa taaaaagtga ggcatgt 



ctactccttc ocaggtaaat tccaattata 60 
tctcacctct ttcctagtca gtatattcag 120 
aatcattgta ctggataatt gagaaaaata 180 
gagcacaatc tagtgaatca ttacagtatg 240 
cataacaata ttttacacoa ttcgtatcaa 300 
gataagtaat tgtgtggtta tctgccattt 360 
tatataatga aaaaatgatt taatctgtaa 420 
atactagagt tataataaat tgtttactct 480 
cccaaaataa gtatttaact ttgcattagg 540 
tattttgagg cagacagaga gctgttatcc 600 
aaatgttcac caaattatac tttttagtga 660 
ctgtgtatag cgaataaata acttttatag 720 
ottattagga tatgatgttt ctttacctat 780 
atcttttttg ccacatactt aaaactttcc 840 
agtttaagct tttaatttgt agcaattttg 900 
ggtgtgaaat ggaggtatta ttgtttgtat 960 
caagatcaca cagcaagtgt cagatcctag 1020 
tcttttgtta ccatgtttgt tgtttaatcc 1080 
catggagata gtaacattga tataatggga 1140 
gatttaatta caaaaagtat tttgttgtat 1200 
ttattgacag aggttctatg tatttttaaa 1260 
cctctacctc ccttctccat ttccttttga 1320 
tgcatattga gttggggttt tgtttaaaaa 1380 
aacaacagtt ggtagttctc taaaatattt 1440 
tttttgcatc tgttgaatga attgctttag 1500 
tgaatgctgt caatattatt gagcacttac 1560 
ctatttaatc ctaaaaacac tcctgggaaa 1620 
aattgtcctt tgtagaatac ccatcatgtg 1680 
ctcacaacct tacaaggtaa atggataatg 1740 
gatcttatgg ttgtgtggct cagagactct 1800 
tagagatttt ccattgtatt gcattttgac 1860 
attctgaagt atctgtgact tgagtgatag 1920 
gaaggaggac tagcaaagcc tatagttagc 1980 
gataggatga cttgataaat aggatgaagt 2040 
tctacaagac attctgctag tcactgtgga 2100 
tcccottcct cttaacagtg ttggttatct 2160 
gtttcaccct tgtattgcat aatggggatt 2220 

2247 



<210> 11740 
<211> 2001 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (210). . (1139) 
<400> 11740 

gaagggcggc gcgcttaggc aggcggtggc gcggctggag tgccgcgggg agggctgtgc 60 
cggttgcttt ctgcagccgc atctcggcca gctctcctcg ccgtccccgg ggcgctgtgc 120 
gtctccagtc cgggaccgaa gccgcctgcc gtagcgggcg gccagatccg cgtcccgcct 180 
cagcggccgg aggacatgcg ggagagagaa tgagccagag ggacacgctg gtgcatctgt 240 
ttgccggagg atgtggtggt acagtgggag ctattctgac atgtccactg gaagttgtaa 300 
aaacacgact gcagtcatct tctgtgacgc tttatatttc tgaagttcag ctgaacacca 360 
tggctggagc cagtgtcaac cgagtagtgt ctcccggacc tcttcattgc ctaaaggtga 420 
tcttggaaaa agaagggcct cgttccttgt ttagaggact aggccccaat ttagtggggg 480 
tagccccttc cagagcaata tactttgctg cttattcaaa ctgcaaggaa aagttgaatg 540 
atgtatttga tcctgattct acccaagtac atatgatttc agctgcaatg gcaggtttta 600 
ctgcaatcac agcaaccaac cccatttggc ttataaagac tcggttacag cttgatgcaa 660 
ggaaccgcgg ggaaaggcga atgggtgctt ttgaatgtgt tcgtaaagtg tatcagacag 720 
atggactaaa aggattttat aggggcatgt ctgcttcata tgctggtata tcagagactg 780 
ttatccattt tgttatttat gaaagtataa aacaaaaact actggaatat aagactgctt 840 
ctacaatgga aaatggtgaa gagtctgtga aagaagcatc agattttgtg ggaatgatgc 900 
tagctgctgc cacctcaaaa acttgtgcca caactatagc atatccacat gttgtaagaa 960 
caagactacg tgaagaggga acaaaataca gatctttttt tcagactcta tctttgcttg 1020 
ttcaagaaga aggttatggg tctctttatc gtggtctgac aactcatcta gtgagacaga 1080 
ttccaaacac agccattatg atggccacct atgaattggt ggtttaccta ctcaatggat 1140 
agcagcacga ggactgctgt actgcaaaaa aagaagacca aaagattaca gtggaccatg 1200 
ggatacagaa gccagcatgg cagacagaag aaaaatagtt tgggaacatg taactattct 1260 
aagtggaagt tttgttgtag gaattatagt aatcacacca cattacttgg cctttcggta 1320 
atgtgaaaaa aaaaaaaaaa cctcagagcc tccaaggaaa tgcctttaga agcactcctc 1380 
tctcaaaatt gccattttct ctaccatgtc ccccagacac agttgggttt tgttgattta 1440 
tggcagtctt ctaaacaaag ccatccttaa ttttacatac tgtattgtaa ctatccaaag 1500 
atagtattgg cagtcataaa tttataactt ctggcctttg tttaattcca gtaaaataac 1560 
agcaatgaca atgagatcgt cagtattatt ttcacatttc cctgagagga cctggcacaa 1620 
tattttaaat ttaattattt ggcagtagtc actgtttttg acaaccaatg aaatagcgtc 1680 
taaatatctt gtatattttt tagcatcaaa atgttttggt ttccactgct gacaggtgct 1740 
tgttgtttag cctaatgtgg atatttaaat tgttaacata ccaaacacac atggtaatag 1800 
tttgggacaa aataactagt aaaatgttga tttctcggct atttcactga ctgcggcatg 1860 
tcctcgtgtc ttctctgatt ttgtggtaca tgaatgaatg catttatctt tttagtgact 1920 
tactagttac gaacttgaat tatcacctct ttgtcatact taagtatcat ttacataaag 1980 
tgtaaaagat tttttcactt t 2001 



<210> 11741 
<211> 310 
<212> PRT 

<213> Homo sapiens 
<400> 11741 

Met Ser Gin Arg Asp Thr Leu Val His Leu Phe Ala Gly Gly Cys Gly 
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1 


5 








Gly Thr 


Val Gly Ala 


1 le 


Leu 


Thr 




20 








Arg Leu 


Gin Ser Ser 


Ser 


Val 


Thr 




35 






40 


Asn Thr 


Met Ala Gly 


Ala 


Ser 


Val 


50 






55 




Leu His 


Cys Leu Lys 


Val 


Me 


Leu 


65 




70 






Phe Arg 


Gly Leu Gly 


Pro 


Asn 


Leu 




85 








1 le Tyr 


Phe Ala Ala 


Tyr 


Ser 


Asn 




100 








Phe Asp 


Pro Asp Ser 


Thr 


Gin 


Val 




115 






120 


Gly Phe 


Thr Ala 1 le 


Thr 


Ala 


Thr 


130 






135 




Arg Leu 


Gin Leu Asp 


Ala 


Arg Asn 


145 




150 






Phe Glu 


Cys Val Arg 


Lys 


Val 


Tyr 




165 








Tyr Arg 


Gly Met Ser 


Ala 


Ser Tyr 




180 








His Phe 


Val Me Tyr 


Glu 


Ser 


1 le 




195 






200 


Thr Ala 


Ser Thr Met 


Glu 


Asn Gly 


210 






215 




Asp Phe 


Val Gly Met 


Met 


Leu 


Ala 


225 




230 






Thr Thr 


Me Ala Tyr 


Pro 


His 


Val 




245 








Gly Thr 


Lys Tyr Arg 


Ser 


Phe 


Phe 




260 








Glu Glu 


Gly Tyr Gly 


Ser 


Leu Tyr 




275 






280 


Arg Gin 


1 le Pro Asn 


Thr 


Ala 


1 le 


290 






295 




Val Tyr 


Leu Leu Asn 


Gly 






305 




310 









10 






15 




Cys 


Pro Leu 


Glu 


Val 


Val Lys 


Thr 


25 








30 




Leu 


Tyr Me 


Ser 


Glu 


Val Gin 


Leu 








45 






Asn 


Arg Val 


Val 


Ser Pro Gly 


Pro 






60 








Glu 


Lys Glu 


Gly 


Pro Arg Ser 


Leu 




75 








80 


Val 


Gly Val 


Ala 


Pro 


Ser Arg 


Ala 




90 






95 




Cys 


Lys Glu 


Lys 


Leu Asn Asp 


Val 


105 








110 




His 


Met Me 


Ser 


Ala 


Ala Met 


Ala 








125 






Asn 


Pro 1 1 e 


Trp 


Leu 


1 1 e Lys 


Thr 






140 








Arg 


Gly Glu Arg 


Arg Met Gly 


Ala 




155 








160 


Gin 


Thr Asp Gly 


Leu 


Lys Gly 


Phe 




170 






175 




Ala 


Gly 1 le 


Ser 


Glu 


Thr Val 


1 le 


185 








190 




Lys 


Gin Lys 


Leu 


Leu 


Glu Tyr 


Lys 








205 






Glu 


Glu Ser 


Val 


Lys 


Glu Ala 


Ser 






220 








Ala 


Ala Thr 


Ser 


Lys 


Thr Cys 


Ala 




235 








240 


Val 


Arg Thr Arg 


Leu 


Arg Glu 


Glu 




250 






255 




Gin 


Thr Leu 


Ser 


Leu 


Leu Val 


Gin 


265 








270 




Arg 


Gly Leu Thr 


Thr 


His Leu 


Val 








285 






Met 


Met Ala 


Thr 


Tyr Glu Leu 


Val 






300 









<210> 11742 
<211> 3989 
<212> ON A 

<213> Homo sapiens 



<220> 
<221> CDS 
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<222> (65). . (1891) 
<400> 11742 

gtataaatac aagctgatcc gcggcttatt agagaacaac ctgggagaac ccatagagga 60 
atttatgcgg ccttatgatt tacaagatcc aagaattcat actgtcctga gtggagaagt 120 
gtacacctgt atgtgcttcc tcattgatat ggtgaatgta agtctggagc ttaaagatcc 180 
aaaaagaaaa gaaggtgctg ggtccctagc cagatttgac ttcaagaaat gcaaactgct 240 
ctatgaaagt ttttccaacc aaaccaagtc cattaacttg gtttcccatt ccatgatggc 300 
ttttgacacc cgttatgctg ggcagaagac cagccctggc atgacgaatg tgttcagctg 360 
tatctttcag cccgctaaga acagcagcac cacccaaggg tccattcaga ttgaactaca 420 
tttcagatct accaaggatt cctcctgctt tacagtagtt ctcaacaatc tccgtgtgtt 480 
tctcatattt gactggctac tgttagtcca tgattttctc cacactccca gtgatattaa 540 
gaaacaaaat catgttactc cttctcgcca ccgtaactct agcagcgaat ctgctatagt 600 
tcccaaaact gtgaagagtg gagtagttac caagcggtct tcccttcctg tgtccaatga 660 
aaggcacctg gaggtcaagg tcaatgtaac aggtacggaa tttgtggtca ttgaagatgt 720 
gtcctgcttc gacaccaatg ccattattct gaaaggcacc acagtgctca cctataagcc 780 
ccggtttgtt gatcgcccct tttcaggaag tttgtttggc attgaggtgt tttcatgccg 840 
actagggaat gagcatgata cagctctttc aattgtggat cccgtacaaa ttcaaatgga 900 
gttggtgggg aattcttctt atcaaaatag ttcaggattg atggatgcat tcaatagtga 960 
agatttccca cctgtcctgg agattcagtt acaagccctg gatatcagac tctcctataa 1020 
tggtgttcag ctgtttcttg ccattgcaaa atccatccca gagcaagcta atgctgcagt 1080 
gccagactca gtggccctgg agtcagactc cgttggcact taccttccag gtgcatctcg 1140 
cgttggagag gaaatcagag aagggacaag acacacctta gatcctgtct tggagttaca 1200 
gctggctagg ctgcaggagc tgggattcag catggatgat tgtcgcaaag ctcttttggc 1260 
gtgtcaaggc caattgaaaa aggcagcaag ttggttgttt aagaatgcgg aacctctgaa 1320 
gtctctttcc ttggcctcca ccagccgaga tagcccaggg gctgtggcag cgccattgat 1380 
ctctggcgtg gagatcaaag ctgagagtgt gtgcatctgt ttcatcgatg actgcatgga 1440 
ttgtgatgtt cctctcgctg aactcacctt ttcccgtctg aattttcttc agcgtgtaag 1500 
aactagccct gaaggctatg cccacttcac cctttctgga gattattata accgtgctct 1560 
ttcaggctgg gagccattta ttgagccttg gccatgctct gtatcctggc aacagcaggc 1620 
agctggtcgt ctccatcctc ctcgactgaa gctagaagcc aaggccaaac ctcgtttgga 1680 
tatcaatatc acttctgtgc taattgacca gtatgtaagt accaaggaat cgtggatggc 1740 
agattactgt aaagatgaca aggacataga gtcagctaaa tcagaagact ggatgggctc 1800 
ttcggtggat cctccatgtt ttggacaaag taagagtttt cactacatgt gtttaactaa 1860 
atcacttttg acctacaaag caatgcttca ctgagaaatt caaatggaac catcattctg 1920 
cgtggaaaaa cctacaggaa attctgacta tcttctgtag ttctgtttta gtctttgcag 1980 
gagacagttt tctggcatga actactgaac ttataaatgt gggctgtaat tccacctttg 2040 
cgggggagaa aagatctgca acacgtaatt cctaaatcct ggtaataatg catatgaact 2100 
ggtgcacctg agaatgcatc aggatcagct gtggtttgtg ttttactctg caaaacattg 2160 
gttttctaat tgatcggatt tttttggcca gatttttaaa agcatctaaa atggtcttct 2220 
aaatctagag atagagggtt tggacatatt cttgaaaaga gggcgagcag gagcccatgt 2280 
ggaaaaagtt gttaaaaagg gagccctgtg ctgttcatag agtataaaag aattgaatgc 2340 
cctgcctctt gaagaaagag gagtcagctt gctctctatt gatgatgctt tctttcctta 2400 
tttaatgcct cgccggctct gttttcctca gagctgggga gatggtgatg gacaactgca 2460 
tggtcttagt tgttccacaa gccattgtca tccaaattca actcagctcc aactcttaca 2520 
atgtggtttc tttggggagt cttggctgga cttcacatag ctcatgaata cttaaatatt 2580 
ccatctggtc tgcaaacgtg tcatgggaag attgggtgtt cttagtgtgt gaagtaattg 2640 
tactggttca tctctcctca gggtgaataa gtggactttc tgtctgcctt gtacttctag 2700 



-5250/13211- 



aaagagacac aaagaaatgt cagctgtgct tgttctctgt tttcccaggc tgttgcttct 2760 
gagtctcaag gtcattactt aggagccagg gcttttcaga tattgtcagc tttgatttta 2820 
gctcctcctc caaccttccc aatttgtgtg tcaagaaaat gtaacatagt ctacccagaa 2880 
gactctagat aatctttgta atatgtccaa gagagtgtgt ttctaaaaca ttattcatgc 2940 
aggggcatct tcaattcaga gtcaaactct agcaaggcct ggtctgcaag attctgatga 3000 
aagattttct tgtccctctc tttcttcttt ccttcttccc tccctgcctc cctttcttcc 3060 
ttccttttta aaattttgtc cctctctctt tctctatagt taaaaggctt cctcatctat 3120 
attaaatgct ggtgctgagt taaagcttga tttttattta tttaaagatt tttatgatta 3180 
cttaggctta taaaagtgta atctatcttt ttaataagac ataacttgaa tatgcataaa 3240 
tttccaaacc tcttttctta ttggaaattc ctggatggta gtacagtaca ttccaggatt 3300 
gtattctttt agcaggccta ctaaaatgat cattgggaat ttattttgaa agtgagtagg 3360 
gttcaacctt gttgaactaa tcataaactt tcaggtctta ttcaagaata gtaagtcata 3420 
ttcctacaaa agttatgctt cttattcaga ctggccttaa aacaagctct tgggaatagc 3480 
ccttaacatg aaatttagcc taagggacct gctgctttct cactgtttct ttatcagggg 3540 
aaagaaaata ccagcctcct tttgacaaaa ttgttggctt tgttcagtca gggctgagat 3600 
tttgcaggta aacctgggcg gtgtggcact tcattgaatt tattagtttt gtattccaag 3660 
gacattttat gaaaatatca aatattctga aaacttccat gcttgattta gaatttaaat 3720 
aaacactatg aggcaactcc ttggtagaga ttgtttaaat ttggaacaca tactgactct 3780 
tcccctgaat ttttgagatc ccctgagact ggcattttac ttctgtgttt taccagttgg 3840 
aatggagcaa ccttcactaa aatctgtact gatggatttt cgtaactttt taatgccatt 3900 
taagaacata acacctttaa attaaaaatc ttcaaaaggc tcgtcattct gttcaagaga 3960 
aggttcaata catattcttc taattcagg 3989 



<210> 11743 
<211> 609 
<212> PRT 

<213> Homo sapiens 



<400> 11743 



Met 


Arg 


Pro 


Tyr 


Asp 


Leu 


Gin 


Asp 


Pro 


Arg 


1 le 


His 


Thr 


Val 


Leu 


Ser 


1 








5 










10 










15 




Gly 


Glu 


Val 


Tyr 


Thr 


Cys 


Met 


Cys 


Phe 


Leu 


1 le 


Asp 


Met 


Val 


Asn 


Val 








20 










25 










30 






Ser 


Leu 


Glu 


Leu 


Lys 


Asp 


Pro 


Lys 


Arg 


Lys 


Glu 


Gly 


Ala 


Gly 


Ser 


Leu 






35 










40 










45 








Ala 


Arg 


Phe 


Asp 


Phe 


Lys 


Lys 


Cys 


Lys 


Leu 


Leu 


Tyr 


Glu 


Ser 


Phe 


Ser 




50 










55 










60 










Asn 


Gin 


Thr 


Lys 


Ser 


1 le 


Asn 


Leu 


Val 


Ser 


His 


Ser 


Met 


Met 


Ala 


Phe 


65 










70 










75 










80 


Asp 


Thr 


Arg 


Tyr 


Ala 


Gly 


Gin 


Lys 


Thr 


Ser 


Pro 


Gly 


Met 


Thr 


Asn 


Val 










85 










90 










95 




Phe 


Ser 


Cys 


1 le 


Phe 


Gin 


Pro 


Ala 


Lys 


Asn 


Ser 


Ser 


Thr 


Thr 


Gin 


Gly 








100 










105 










110 






Ser 


1 la 


Gin 


1 le 


Glu 


Leu 


His 


Phe 


Arg 


Ser 


Thr 


Lys 


Asp 


Ser 


Ser 


Cys 






115 










120 










125 








Phe 


Thr 


Val 


Val 


Leu 


Asn 


Asn 


Leu 


Arg 


Val 


Phe 


Leu 


1 le 


Phe 


Asp 


Trp 



130 135 140 
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Leu 


Leu 


Leu 


Val 


His 


Asp 


Phe 


Leu 


145 










150 






Gin 


Asn 


His 


Val 


Thr 


Pro 


Ser 


Arg 










165 








Ala 


1 le 


Val 


Pro 


Lys 


Thr 


Val 


Lys 








180 










Ser 


Leu 


Pro 


Val 


Ser 


Asn 


Glu 


Arg 






195 










200 


Thr 


Gly 


Thr 


Glu 


Phe 


Val 


Val 


1 le 




210 










215 




Asn 


Ala 


1 le 


1 le 


Leu 


Lys 


Gly 


Thr 


225 










230 






Phe 


Val 


Asp 


Arg 


Pro 


Phe 


Ser 


Gly 










245 








Ser 


Cys 


Arg 


Leu 


Gly 


Asn 


Glu 


His 








260 










Pro 


Val 


Gin 


1 le 


Gin 


Met 


Glu 


Leu 






275 










280 


Ser 


Ser 


Gly 


Leu 


Met 


Asp 


Ala 


Phe 




290 










295 




Leu 


Glu 


1 le 


Gin 


Leu 


Gin 


Ala 


Leu 


305 










310 






Val 


Gin 


Leu 


Phe 


Leu 


Ala 


1 le 


Ala 










325 








Ala 


Ala 


Val 


Pro 


Asp 


Ser 


Val 


Ala 








340 










Tyr 


Leu 


Pro 


Gly 


Ala 


Ser 


Arg 


Val 






355 










360 


Arg 


His 


Thr 


Leu 


Asp 


Pro 


Val 


Leu 




370 










375 




Glu 


Leu 


Gly 


Phe 


Ser 


Met 


Asp 


Asp 


385 










390 






Gin 


Gly 


Gin 


Leu 


Lys 


Lys 


Ala 


Ala 










405 








Pro 


Leu 


Lys 


Ser 


Leu 


Ser 


Leu 


Ala 



420 



Ala Val Ala Ala Pro Leu Me Ser 
435 440 
Va I Cys 1 1 e Cys Phe 1 1 e Asp Asp 

450 455 
Ala Glu Leu Thr Phe Ser Arg Leu 
465 470 
Ser Pro Glu Gly Tyr Ala His Phe 
485 

Arg Ala Leu Ser Gly Trp Glu Pro 
500 

Val Ser Trp Gin Gin Gin Ala Ala 
515 520 



His 


Thr 


Pro Ser 


Asp 


1 le 


Lys Lys 






155 






160 


His 


Arg 


Asn Ser 


Ser 


Ser 


Glu Ser 




170 








175 


Ser 


Gly 


Val Val 


Thr 


Lys 


Arg Ser 


185 








190 




His 


Leu 


Glu Val 


Lys 


Val 


Asn Val 








205 






Glu 


Asp 


Val Ser 


Cys 


Phe 


Asp Thr 






220 








Thr 


Val 


Leu Thr 


Tyr 


Lys 


Pro Arg 






235 






240 


Ser 


Leu 


Phe Gly 


1 le 


Glu 


Val Phe 




250 








255 


Asp 


Thr 


Ala Leu 


Ser 


1 le 


Val Asp 


265 








270 




Val 


Gly 


Asn Ser 


Ser 


Tyr 


Gin Asn 








285 






Asn 


Ser 


Glu Asp 


Phe 


Pro 


Pro Val 






300 








Asp 


1 le 


Arg Leu 


Ser 


Tyr 


Asn Gly 






315 






320 


Lys 


Ser 


1 le Pro 


Glu 


Gin 


Ala Asn 




330 








335 


Leu 


Glu 


Ser Asp 


Ser 


Val 


Gly Thr 


345 








350 




Gly 


Glu 


Glu 1 le 


Arg 


Glu 


Gly Thr 








365 






Glu 


Leu 


Gin Leu 


Ala 


Arg 


Leu Gin 






380 








Cys 


Arg 


Lys Ala 


Leu 


Leu 


Ala Cys 






395 






400 


Ser 


Trp 


Leu Phe 


Lys 


Asn 


Ala Glu 




410 








415 


Ser 


Thr 


Ser Arg 


Asp 


Ser 


Pro Gly 


425 








430 




Gly 


Val 


Glu 1 le 


Lys 


Ala 


Glu Ser 








445 






Cys 


Met 


Asp Cys 


Asp 


Val 


Pro Leu 






460 








Asn 


Phe 


Leu Gin 


Arg 


Val 


Arg Thr 






475 






480 


Thr 


Leu 


Ser Gly 


Asp 


Tyr 


Tyr Asn 




490 








495 


Phe 


1 le 


Glu Pro 


Trp 


Pro 


Cys Ser 


505 








510 




Gly 


Arg 


Leu His 


Pro 


Pro 


Arg Leu 








525 
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Lys 


Leu 


Glu 


Ala 


Lys Ala Lys 


Pro 




530 








535 




Val 


Leu 


1 le 


Asp 


Gin 


Tyr Val 


Ser 


545 










550 




Tyr 


Cys 


Lys 


Asp 


Asp 
565 


Lys Asp 


1 le 


Met 


Gly 


Ser 


Ser 
580 


Val 


Asp Pro 


Pro 


His 


Tyr 


Met 
595 


Cys 


Leu 


Thr Lys 


Ser 
600 



His 



Arg 


Leu 


Asp 


Me 
540 


Asn 


1 le 


Thr Ser 


Thr 


Lys 


Glu 
555 


Ser 


Trp 


Met 


Ala Asp 
560 


Glu 


Ser 
570 


Ala 


Lys 


Ser 


Glu 


Asp Trp 
575 


Cys 


Phe Gly 


Gin 


Ser 


Lys 


Ser Phe 


585 










590 




Leu 


Leu 


Thr 


Tyr 


Lys 
605 


Ala 


Met Leu 



<210> 11744 
<211> 3389 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (33). . (1640) 

<400> 11744 

agagcggccg cggctcccoo gcacctgcgg 
tccgggccgg cgaagcaggg gctatcgagc 
gggctacttt caaatttgaa tcaacagatg 
tatttaaagt ccttataaag gacatcccaa 
tccgcattct ctccagagao aaaaaggttt 
agataotgct gcgactagcc aagctaaatg 
agttcccagt tattgtggag tcattaaaat 
tggcacagca gctcagcctg gaacttaatc 
agtgcaagga ccggaaattt atcaatgaca 
ttctgtcact tttgcacacc gacatcaggt 
cgotgctaac gcagatcttg gaaagtgcct 
cggccataga ccataatgga cctcctctct 
ccctcaaagc tctcttcaat gtgacggtag 
ctcatcagtt ccgtgtaatg gcagctgtcc 
ctgaagacaa aacagaagag ctacacagca 
tctcttgttt ggatgttctc atttgtccgt 
cgactctaga tgaactgooc agtaataaaa 
ataccatggt atacaatggt atgaatatgg 
agaagagaat agacaaggga agcagctata 
taaccgaatg ttcccgagcc catcgaaaca 
oaccgttgag ggatgtgaoa aatcgacctg 
tgcgcctcat gacacatgtt gacottggag 
tcctttgcaa agagagagtg gatagtctgc 
gactgttggc ggccaggggo ctcttggctg 



ccatggatga ggagcgcgcc ctctacatcg 60 
gggtcctgag ggattacagc gacaagcata 120 
aagataaaag aaagaaactc tgtgaaggca 180 
caacatgtca agtgtcctgc ctggaagtac 240 
tagttcctgt gacaactaag gaaaatatgc 300 
agttagatga ttctttggag aaagtatcag 360 
gtctgtgtaa tatagtgttc aacagtcaga 420 
ttgctgcaaa gctctgtaac ctcctgagaa 480 
ttaagtgctt tgacttgcgc ttgctcttcc 540 
cacaattgcg ctatgagoto cagggactao 600 
ttagcatcaa gtggaccgat gagtatgaat 660 
cacctcagga gacagactgt gccattgagg 720 
acagttggaa ggtgcataaa gagagtgatt 780 
ttcgtcattg tttactaatc gtaggtccaa 840 
atgcagtcaa ccttttaagc aatgttccag 900 
taaoccatga agaaacagoo caagaggcaa 960 
cagotgagaa agaaacagtt ttgaaaaaca 1020 
aggccattca tgttttactg aattttatgg 1080 
gagagggtct aactccagtt ctcagcttat 1140 
tccgaaaatt tctcaaagat caggttttac 1200 
aagttggctc aactgtgaga aataagctgg 1260 
tcaagcaaat tgotgctgaa ttcotttttg 1320 
tgaaatacac tggctatggg aatgctgcag 1380 
gaggaagagg agataattgg tactcagagg 1440 
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atgaggacac agacactgaa gaatacaaaa atgcaaaacc aaacattaat cttatcactg 1500 
gtcatttaga ggaaccaatg ccaaacccca tagatgaaat gacagaagaa caaaaagaat 1560 
atgaagccat gaaacttgtc aacatgcttg ataaactttc caggagagca gatgtgaagg 1620 
acctgcacca ggatggtggt tagcaacagt ggcccgtgcc aaagcactta ccaaagtgat 1680 
gatgactaag accctgtcat taattccatg tgtcaatact gccctgtagt acacagagca 1740 
gacaagaaag aagagccctt gaaaacaagg gaatgatttt tgagtcgtta tcaagctaag 1800 
tggcaagcgg gaagctgaaa ctcgtatagt tgaacattct tggaggctta tctcttccct 1860 
ggccagatgc ctgatcagat gagaagcccg ccatgatact gtcacagtgc ctagaatggg 1920 
ctctttatcc agtagacacc actgtacttt ttgatacgag ggcagtctta acttgtgtta 1980 
aggcctgtgt gtagcattga agagaggagt tgcttaaacc aatgggacta aaacctgatg 2040 
ggacaataac gcctttggag gaagcactca accagtactc tgtcatcgaa gagaccagct 2100 
ctgacacaga ctaaaagcat cacctgctca actctcaata ttgctttatc agcatctttt 2160 
ctctgtagct ccaggggaat cttttctcta aaacatttat gcccttgctt tggctagaaa 2220 
cacattaact ggtttactca ttgagaatcc agcatattta agaggtgacc ctgtgttttt 2280 
tgtgatattg aggcattcat acagagctgc agttagacgg ggttacgggg gctaaaagca 2340 
gaaaaaaaat tccatttcat cgggatggaa ctgaaggatt ttattctata aagcggccct 2400 
ggttgaatct ggcaattctt tttgccaaga tccctagcag aagatttagc catgtccttc 2460 
ccctcacttg tgtgagtggc cccttctgaa tctctccagc agccagaggc acgtgagaag 2520 
cagaaagagc tggtaaataa agccttgggc aagcgacttc ttagatcaga actcaccaaa 2580 
tggaagccta gcagctgctc cataaaccta gccccattct tcatatcaat tttgtataaa 2640 
tatatagaaa cacacacaca gcctcagact tacaaactga ttatactcta aaagtttgta 2700 
tgtcagttag ctaaaacttc agaatacatt tctccctata aagagttata aatgatggtt 2760 
tagttctcag gcagctacaa atgcctattt attccctaat gtacctgaac actagtacca 2820 
tagaactgaa ccaccatctg tatcagcgca tggggagtgt gcattctgag gtctaacccg 2880 
gggtgccagg aacacacaca tcctccatcc cagcatagag aatggggact ccctgagtaa 2940 
tgggagttct ttcatggcct ctgcttgggg tgggggagtc agcagcaccc atttgtacat 3000 
ataggtcatt catacatcac attttaaatt ggggactgtg tgtgctggtg tgtgtgtgag 3060 
ttctacgttt ctaccatatg tgatcagttt aatagtaact ttatttattt aaaaaaaaga 3120 
aacacaatta gttactgtta aactgataaa gggtgtttat ttttactttt agaattggtc 3180 
ctatgaagaa gtagaaagtg agtcatgcac tagacagtgg gcctagctca tcagtggcta 3240 
aagttgaaaa ggggttggtt tcctgtatat atatgtatgt atatacacac gtacatacat 3300 
tcatatatat acatatatac ataatgtgct taaccactgc cttttaaaac tttaaattaa 3360 
ataaaacatt ggggttgatt caatttggc 3389 



<210> 11745 
<211> 536 
<212> PRT 

<213> Homo sapiens 



<400> 11745 



Met Asp Glu Glu Arg 


Ala 


Leu Tyr 


1 le 


Val Arg 


Ala Gly Glu Ala Gly 


1 5 








10 


15 


Ala 1 le Glu Arg Val 


Leu 


Arg Asp 


Tyr 


Ser Asp 


Lys His Arg Ala Thr 


20 






25 




30 


Phe Lys Phe Glu Ser 


Thr 


Asp Glu 


Asp 


Lys Arg 


Lys Lys Leu Cys Glu 


35 




40 






45 


Gly 1 le Phe Lys Val 


Leu 


1 1 e Lys 


Asp 


Me Pro 


Thr Thr Cys Gin Val 
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50 










55 








60 










Ser 


Cys 


Leu 


Glu 


Val 


Leu 


Arg 


1 1 e Leu 


Ser 


Arg Asp 


Lys 


Lys 


Val 


Leu 


65 










70 








75 










80 


Val 


Pro 


Val 


Thr 


Thr 


Lys 


Glu 


Asn Met 


Gin 


1 le 


Leu 


Leu 


Arg 


Leu 


Ala 










85 








90 










95 




Lys 


Leu 


Asn 


Glu 


Leu 


Asp 


Asp 


Ser Leu 


Glu 


Lys Vat 


Ser 


Glu 


Phe 


Pro 








100 








105 










110 






Val 


1 le 


Val 


Glu 


Ser 


Leu 


Lys 


Cys Leu 


Cys 


Asn 


1 le 


Val 


Phe 


Asn 


Ser 






115 










120 








125 








Gin 


Met 


Ala 


Gin 


Gin 


Leu 


Ser 


Leu Glu 


Leu 


Asn 


Leu 


Ala 


Ala 


Lys 


Leu 




130 










135 








140 










Cys 


Asn 


Leu 


Leu 


Arg 


Lys 


Cys 


Lys Asp 


Arg 


Lys 


Phe 


1 le 


Asn 


Asp 


1 le 


145 










150 








155 










160 


Lys 


Cys 


Phe 


Asp 


Leu 


Arg 


Leu 


Leu Phe 


Leu 


Leu 


Ser 


Leu 


Leu 


His 


Thr 










165 








170 










175 




Asp 


1 le 


Arg 


Ser 


Gin 


Leu 


Arg 


Tyr Glu 


Leu 


Gin Gly 


Leu 


Pro 


Leu 


Leu 








180 








185 










190 






Thr 


Gin 


1 le 


Leu 


Glu 


Ser 


Ala 


Phe Ser 


1 le 


Lys 


Trp 


Thr 


Asp 


Glu 


Tyr 






195 










200 








205 








Glu 


Ser 


Ala 


1 le 


Asp 


His 


Asn 


Gly Pro 


Pro 


Leu 


Ser 


Pro 


Gin 


Glu 


Thr 




210 










215 








220 










Asp 


Cys 


Ala 


1 le 


Glu 


Ala 


Leu 


Lys Ala 


Leu 


Phe 


Asn 


Val 


Thr 


Val 


Asp 


225 










230 








235 










240 


Ser 


Trp 


Lys 


Val 


His 


Lys 


Glu 


Ser Asp 


Ser 


His 


Gin 


Phe 


Arg 


Val 


Met 










245 








250 










255 




Ala 


Ala 


Val 


Leu 


Arg 


His 


Cys 


Leu Leu 


1 le 


Val 


Gly 


Pro 


Thr 


Glu 


Asp 








260 








265 










270 






Lys 


Thr 


Glu 


Glu 


Leu 


His 


Ser 


Asn Ala 


Val 


Asn 


Leu 


Leu 


Ser 


Asn 


Val 






275 










280 








285 








Pro 


Val 


Ser 


Cys 


Leu 


Asp 


Val 


Leu 1 1 e 


Cys 


Pro 


Leu 


Thr 


His 


Glu 


Glu 




290 










295 








300 










Thr 


Ala 


Gin 


Glu 


Ala 


Thr 


Thr 


Leu Asp 


Glu 


Leu 


Pro 


Ser 


Asn 


Lys 


Thr 


305 










310 








315 










320 


Ala 


Glu 


Lys 


Glu 


Thr 


Val 


Leu 


Lys Asn 


Asn 


Thr 


Met 


Val 


Tyr 


Asn 


Gly 










325 








330 










335 




Met 


Asn 


Met 


Glu 


Ala 


1 le 


His 


Val Leu 


Leu 


Asn 


Phe 


Met 


Glu 


Lys 


Arg 








340 








345 










350 






1 le 


Asp 


Lys 


Gly 


Ser 


Ser 


Tyr 


Arg Glu 


Gly 


Leu 


Thr 


Pro 


Val 


Leu 


Ser 






355 










360 








365 








Leu 


Leu 


Thr 


Glu 


Cys 


Ser 


Arg 


Ala His 


Arg 


Asn 


1 le 


Arg 


Lys 


Phe 


Leu 




370 










375 








380 










Lys 


Asp 


Gin 


Val 


Leu 


Pro 


Pro 


Leu Arg 


Asp 


Val 


Thr 


Asn 


Arg 


Pro 


Glu 


385 










390 








395 










400 


Val 


Gly 


Ser 


Thr 


Val 


Arg 


Asn 


Lys Leu 


Val 


Arg 


Leu 


Met 


Thr 


His 


Val 










405 








410 










415 




Asp 


Leu 


Gly 


Val 


Lys 


Gin 


1 le 


Ala Ala 


Glu 


Phe 


Leu 


Phe 


Val 


Leu Cys 








420 








425 










430 






Lys 


Glu 


Arg 


Val 


Asp 


Ser 


Leu 


Leu Lys 


Tyr 


Thr Gly 


Tyr 


Gly 


Asn 


Ala 
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435 








440 


Ala 


Gly 


Leu 


Leu 


Ala Ala 


Arg 


Gly 




450 








455 




Asn 


Trp 


Tyr 


Ser 


Glu Asp 


Glu 


Asp 


465 








470 






Ala 


Lys 


Pro 


Asn 


1 1 e Asn 


Leu 


1 le 










485 






Pro 


Asn 


Pro 


1 le 


Asp Glu 


Met 


Thr 








500 








Met 


Lys 


Leu 


Val 


Asn Met 


Leu 


Asp 






515 








520 


Lys 


Asp 


Leu 


His 


Gin Asp 


Gly 


Gly 




530 








535 





445 

Leu Leu Ala Gly Gly Arg Gly Asp 
460 

Thr Asp Thr Glu Glu Tyr Lys Asn 
475 480 
Thr Gly His Leu Glu Glu Pro Met 

490 495 
Glu Glu Gin Lys Glu Tyr Glu Ala 
505 510 
Lys Leu Ser Arg Arg Ala Asp Val 
525 



<210> 11746 
<211> 1087 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (57) . . (500) 

<400> 11746 

tctcagaaat aatctoatcc atatccgatg 
tgaccagaga ctacctgtcg gtgaaggtgt 
agacccacca ggtccacgag tacctgcgca 
gcatctttga caagtttgag tgttgctgga 
cctataacaa cttcttcagg atgtttgata 
cctcgagaga gagcagcaaa ccgcgcgcca 
gtaagcggag gaaagacgag atcagtgtgg 
acacagcctg goacoccgtg gacaatgtca 
tattccagga caaaatcaac tagagacgcg 
ttaagccgga catttttctg tcagagaaaa 
gacgcacctg ctacttccct tcacagaoac 
tgtggttcog cctcggcgag gcgcgagaca 
aagcagagtt gacggacact gctcccaaaa 
cagtccgagc cttcctttcc aatttataga 
ttgtcagata ccgctctttc tccaactttc 
cactgcagcg tggtgtggcc accgtccgtg 
actctgtgga tgtgtggatg tggcccgagc 
tccgccgcca cGccttcggg tgtgagcgot 
taaatco 



taaaattcag tcatagtggg cggtacatga 60 
gggacctcaa catggagagc aggccggtgg 120 
gcaagctctg ctctctctat gagaacgact 180 
acggttcgga tagcgccatc atgaccgggt 240 
gagacacgcg gagggatgtg aocctggagg 300 
gcctcaaaoc ccggaaggtg tgtacggggg 360 
acagtctgga cttcaacaag aagatcctgc 420 
ttgccgtggc tgccaocaat aacttgtaca 480 
aacgtgagga ccaagtcttg tcttgcatag 540 
ggcatcattg tccgctccat taagaacagt 600 
aggagaaagc cgcctcogct ggaggcccgg 660 
ggcgctgctg ctcacgtgga gacgctctcg 720 
ggtcattact cagaataaat gtatttattt 780 
ccaaaaaatt aacatccaag agaaaagtta 840 
octotttoto tgccatcaca cttgggcott 900 
tcctctcggc cttcotccga gtccaggtgg 960 
aggctcaggc ggccccactc acccacagca 1020 
caataaaaao aacacactat aaagtgtttt 1080 

1087 



<210> 11747 
<211> 148 
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<212> PRT 

<213> Homo sapiens 
<400> 11747 



Met 


Met Thr Arg Asp Tyr Leu 


Ser Val 


Lys 


Val Trp 


Asp 


Leu 


Asn 


Met 


1 


5 




10 








15 




Glu 


Ser Arg Pro Val Glu Thr 


His Gin 


Val 


His Glu 


Tyr 


Leu 


Arg 


Ser 




OA 

20 


OCT 

25 








30 






Lys 


Leu Cys Ser Leu Tyr Glu 


Asn Asp 


Cys 


1 le Phe 


Asp 


Lys 


Phe 


Glu 




35 


40 






45 








Cys 


Cys Trp Asn Gly Ser Asp 


Ser Ala 


1 le 


Met Thr 


Gly 


Ser 


Tyr 


Asn 




50 55 






60 










Asn 


Phe Phe Arg Met Phe Asp 


Arg Asp 


Thr 


Arg Arg 


Asp 


Val 


Thr 


Leu 


65 


70 






75 








80 


Glu 


Ala Ser Arg Glu Ser Ser 


Lys Pro 


Arg 


Ala Ser 


Leu 


Lys 


Pro 


Arg 




85 




90 








95 




Lys 


Val Cys Thr Gly Gly Lys 


Arg Arg 


Lys 


Asp Glu 


1 le 


Ser 


Val 


Asp 




100 


105 








110 






Ser 


Leu Asp Phe Asn Lys Lys 


1 1 e Leu 


His 


Thr Ala 


Trp 


His 


Pro 


Val 




115 


120 






125 








Asp 


Asn Val 1 le Ala Val Ala 


Ala Thr 


Asn 


Asn Leu 


Tyr 


1 le 


Phe 


Gin 



130 135 140 

Asp Lys I I e Asn 
145 



<210> 11748 
<211> 1877 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (223). . (1347) 
<400> 11748 

aggtcgcgcg ccccttccgg cgcggggagg gcgctgaaga tcggggccgc tcggcogcag 60 
gccgcctcca gcgccgcggg atgtagcgcg ggggaocgcg gooccGagca gagcccgoct 120 
gcccagcttg totaccatoa gagggagatc tctgccccct ggggctgaga gaccccaacc 180 
tttCGocaag ctgaagctgc agggtattga ggtaccagcc agatgtcttc ccacaaagga 240 
tctgtggtgg cacaggggaa tggggctoct gccagtaaca gggaagctga cacggtggaa 300 
ctggctgaac tgggacccct gctagaagag aagggcaaac gggtaatogo caacccaccc 360 
aaagctgaag aagagcaaac atgcccagtg ccccaggaag aagaggagga ggtgcgggta 420 
ctgacacttc ccctgcaagc coaccacgoc atggagaaga tggaagagtt tgtgtacaag 480 
gtctgggagg gacgttggag ggtcatccca tatgatgtgc tocctgactg gctaaaggac 540 
aacgactatc tgctacatgg tcatagacct cccatgccct cctttcgggc ttgcttcaag 600 
agcatcttcc gcattcatac agaaactggc aacatctgga cccatctgct tggtttogtg 660 
ctgtttctct ttttgggaat ottgaccatg ctcagaccaa atatgtactt oatggcccct 720 
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ctacaggaga aggtggtttt tgggatgttc 
tcctggctct ttcacaccgt ctattgtcat 
ctggactatt cagggattgc tcttctaatt 
tccttctact gctccccaca gccacggctc 
atttctgcca tcattgtggc gcagtgggac 
agagcaggcg tgttcctggg acttggcttg 
atcgctgagg gctttgtcaa ggccaccaca 
gctgtgatgt acatcactgg agctggcctt 
cctggaaaat ttgacatatg gttccagtct 
gcagcctttg tccacttcta tggagtctcc 
ggcggctgta ctgatgacac ccttctctga 
ttcccaagtg cttttaaaaa taacttcttt 
tgtttctaga agaaacctct tagagaattc 
acccactggg caataaactt tccatttcca 
acttagccat cccctcctca gcaaggcatc 
aactcatgtt gagattttac cctctcctcc 
tcttcagaaa ttctgtcttt tcttctggaa 
actttgtatc ctggcttata acaggccatc 
tatataccct ggtcccatct ttctagggcc 
gccaccaact tttacct 



tttttgggtg cagtgctctg gctcagcttc 780 
tcagagaaag tctctcggac tttttccaaa 840 
atggggagct ttgtcccctg gctctattat 900 
atctacctct ccatcgtctg tgtcctgggc 960 
cggtttgcca ctcctaagca ccggcagaca 1020 
agtggcgtcg tgcccaccat gcactttact 1080 
gtgggccaga tgggctggtt cttcctcatg 1140 
tatgctgctc gaattcctga gcgcttcttt 1200 
catcagattt tccatgtcct ggtggtggca 1260 
aaccttcagg aattccgtta cggcctagaa 1320 
gccttcccac ctgcggggtg gaggaggaac 1380 
gctgaagtga gaggaagagt ctgagttgtc 1440 
agtaccaacc aagcttcagc ccactttcac 1500 
ttctcctagc tggggatggg gcatggtcaa 1560 
taccggcccc tcacagagac agtactttga 1620 
aaccattttg ggaaaattat ggactgggac 1680 
gaaaatgtcc ctcccttacc cccatcctta 1740 
catttttgta gcacactttt caaaaacaat 1800 
tggatctgct tatagagcag gaagaataaa 1860 

1877 



<210> 11749 
<211> 375 
<212> PRT 

<213> Homo sapiens 



<400> 11749 



Met 


Ser 


Ser 


His 


Lys 


Gly 


Ser 


Val 


1 








5 








Ala 


Ser 


Asn 


Arg 


Glu 


Ala 


Asp 


Thr 








20 










Leu 


Leu 


Glu 


Glu 


Lys 


Gly 


Lys 


Arg 






35 










40 


Glu 


Glu 


Glu 


Gin 


Thr 


Cys 


Pro 


Val 




50 










55 




Arg 


Val 


Leu 


Thr 


Leu 


Pro 


Leu 


Gin 


65 










70 






Glu 


Glu 


Phe 


Val 


Tyr 


Lys 


Val 


Trp 










85 








Tyr 


Asp Val 


Leu 


Pro 


Asp 


Trp 


Leu 








100 










Gly 


His 


Arg 


Pro 


Pro 


Met 


Pro 


Ser 






115 










120 


Phe 


Arg 


1 le 


His 


Thr 


Glu 


Thr 


Gly 




130 










135 




Phe 


Val 


Leu 


Phe 


Leu 


Phe 


Leu 


Gly 



145 150 



Val 


Ala 


Gin Gly 


Asn 


Gly 


Ala 


Pro 




10 








15 




Val 


Glu 


Leu Ala 


Glu 


Leu 


Gly 


Pro 


25 








30 






Val 


1 le 


Ala Asn 


Pro 


Pro 


Lys 


Ala 








45 








Pro 


Gin 


Glu Glu 


Glu 


Glu 


Glu 


Val 






60 










Ala 


His 


His Ala 


Met 


Glu 


Lys 


Met 






75 








80 


Glu 


Gly 


Arg Trp 


Arg 


Val 


1 le 


Pro 




90 








95 




Lys 


Asp 


Asn Asp 


Tyr 


Leu 


Leu 


His 


105 








110 






Phe 


Arg 


Ala Cys 


Phe 


Lys 


Ser 


1 le 








125 








Asn 


1 le 


Trp Thr 


His 


Leu 


Leu 


Gly 






140 










1 le 


Leu 


Thr Met 


Leu 


Arg 


Pro 


Asn 






155 








160 
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Met 


Tyr 


Phe 


Met 


Phe 


Leu 


Gly 


Ala 








180 


Val 


Tyr 


Cys 


His 






195 




Tyr 


Ser 


Gly 


1 le 




210 






Tyr 


Tyr 


Ser 


Phe 


225 








1 le 


Val 


Cys 


Val 


Arg 


Phe 


Ala 


Thr 








260 


Gly 


Leu 


Gly 


Leu 






275 




Glu 


Gly 


Phe 


Val 




290 






Leu 


Met 


Ala 


Val 


305 








1 le 


Pro 


Glu 


Arg 


His 


Gin 


1 le 


Phe 








340 


Tyr 


Gly 


Val 


Ser 






355 




Cys 


Thr 


Asp 


Asp 




370 







Ala 


Pro 


Leu 


Gin 


165 








Val 


Leu 


Trp 


Leu 


Ser 


Glu 


Lys 


Val 








200 


Ala 


Leu 


Leu 


1 le 






215 




Tyr 


Cys 


Ser 


Pro 




230 






Leu 


Gly 


1 le 


Ser 


245 








Pro 


Lys 


His 


Arg 


Ser 


Gly Val 


Val 








280 


Lys 


Ala 


Thr 


Thr 






295 




Met 


Tyr 


1 le 


Thr 




310 






Phe 


Phe 


Pro 


Gly 


325 








His 


Val 


Leu 


Val 


Asn 


Leu 


Gin 


Glu 








360 


Thr 


Leu 


Leu 








375 





Glu 


Lys 


Val 


Val 




170 






Ser 


Phe 


Ser Trp 


185 








Ser 


Arg 


Thr 


Phe 


Met 


Gly 


Ser 


Phe 








220 


Gin 


Pro 


Arg 


Leu 






235 




Ala 


1 le 


1 le 


Val 




250 






Gin 


Thr 


Arg Ala 


265 








Pro 


Thr 


Met 


His 


Val 


Gly 


Gin 


Met 








300 


Gly 


Ala 


Gly 


Leu 






315 




Lys 


Phe 


Asp 


1 le 




330 






Val 


Ala 


Ala 


Ala 


345 








Phe 


Arg 


Tyr Gly 



Phe 


Gly 


Met 


Phe 






175 




Leu 


Phe 


His 


Thr 




190 






Ser 


Lys 


Leu 


Asp 


205 








Val 


Pro 


Trp 


Leu 


1 le 


Tyr 


Leu 


Ser 








240 


Ala 


Gin 


Trp 


Asp 






255 




Gly 


Val 


Phe 


Leu 




270 






Phe 


Thr 


1 le 


Ala 


285 








Gly 


Trp 


Phe 


Phe 


Tyr 


Ala 


Ala 


Arg 








320 


Trp 


Phe 


Gin 


Ser 






335 




Phe 


Val 


His 


Phe 




350 






Leu 


Glu 


Gly 


Gly 


365 









<210> 11750 
<211> 4266 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (337) . . (3927) 
<400> 11750 

gggggctgta gggaggggga ccagtggcag 
gctagtttct gttcgacott ggagtagggc 
ggtaaaacoG tgagtaaaag caagaagttg 
aatacttaaa tgacttcccc tcctcccgga 
acgtaggtga agacactgcg agaacttaca 
ctgtcagagg tttgctgacc caagacagta 
gagggattca agtcctatgc toagaggacc 
gctatcactg gcttaaatgg tagtgggaaa 



agggacctta ggtgatcctt agaaataaag 60 
gaagaggtgt agacaggtot ggagaagcga 120 
gagaatatga gatacatctc atctctagta 180 
gtoaagcaoa attcggggat goagtgacgg 240 
gacaaaactg gtttgtggcc tgtttgattc 300 
togaaaatgc atattaagtc aattattota 360 
gaagtcaatg gttttgaccc cctcttcaat 420 
tccaacatat tggaotccat ctgctttttg 480 
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ctgggcatct ccaacctgtc tcaggttcgg 
aatgggcagg ctggtattac caaagcctct 
aagcaaagtc ctttaggatt tgaggttcat 
attggtggta gaaataaata tttaatcaat 
gatctcttct gttctgttgg ccttaatgtt 
cgaattacaa aagtattgaa tatgaaacct 
gctggaacca ggatgtatga atacaaaaaa 
gaggctaagc tgaaagaaat taagacgata 
aaattaaaag aggaaagatc gtcctacttg 
catttgagtc gtttatatat tgcttatcag 
tcagctgagg aattaaaaga aatgcaagat 
gagagtgata aaaaaataaa agcacttaat 
gataaggaaa ctggaggtat acttcgatct 
gttaatacta aatctcaaag cgcatttgat 
agcaaacgca aagagctgga aaaaaatatg 
gaaaaagagg ttaaaaagat aacagatgga 
gatgctgaag ctctggcagc tgcacagcag 
agtaatgaag atggagcaga agcaactctt 
ataagtaaag ctcagacaga agccaaacag 
gaattaaaga ataaacaagc tgaagttaag 
gaagctctag aagctgtaaa aagacttaaa 
aattatgaag aaaataaaga ggaaagcctt 
attggtagat tgaaagaaac atatgaagct 
gcatacaagg atccagagaa gaactggaat 
ctgattagtg tgaaagacac ttctgcaacc 
ctctacaatg ttgtagtaga cacagaagtt 
ctgaaacgtc gatacactat aattccactc 
gaaactctga gagttgctca gaatcttgtt 
ttggttgaat ataaaccaga acttcagaaa 
gtttgtgaca atatggataa tgccaaaaaa 
actgtaactc tcggaggtga tgtgtttgat 
tcccaggcag cttccatttt aaccaagttt 
agaatcaaag agaatgagct gcgggctcta 
gctgaaaagt atcgccaact aaaacagcag 
ttacaaacca agctccagca aagctcatat 
aaaaaaacca ttgaggaaag tgaggagact 
gcagaagaaa aatatgaagt attggaaaat 
cgagaactga aagatgctca gaaaaaactg 
agcaagaaga tgaaagaaaa acaacaggaa 
ctcaagagag agcatacatc ttacaaacaa 
tcctatgaaa gtcagattga agtaatggca 
aataaagctc aagaagaggt gaccaagcaa 
attaaagcta aatatgcaga agtggcaaaa 
aaaattaagg aattagacca caacatcagc 
gcaaaggtat ccaaaatgtt gaaagattat 
ggccaaccca atagtgccta tgatttcaaa 
cttcagaagt tgcaagaaat gaaggagaaa 
aatgtattga cagaagctga agagcgctac 



gcttctaatt tacaagattt agtttacaaa 540 
gtgtcaatca cttttgataa ttctgacaaa 600 
gatgaaatca cagtaacaag gcaggtggtt 660 
ggagtcaatg ccaacaacac cagagtacag 720 
aacaaccctc actttctcat catgcagggc 780 
ccagagattt tatccatgat agaagaagca 840 
atagctgcac agaaaactat agaaaaaaag 900 
cttgaagaag agattactcc aaccattcaa 960 
gagtaccaaa aagtaatgag agaaatagaa 1020 
tttttgctgg ctgaagatac caaagtacgc 1080 
aaagttataa agcttcagga agaattgtct 1140 
catgaaatag aagaattgga aaaaagaaaa 1200 
ttagaagatg ctcttgcaga ggctcagcga 1260 
ctcaagaaga aaaatctggc atgtgaggaa 1320 
gttgaggact caaaaacttt agcagcaaag 1380 
ctgcatgccc ttcaagaagc aagtaataaa 1440 
cacttcaatg ctgtttccgc tggcctgtcc 1500 
gctggtcaaa tgatggcttg taaaaatgat 1560 
gctcagatga agttgaagca tgctcaacag 1620 
aagatggata gtggctacag gaaggatcaa 1680 
gaaaaacttg aagctgaaat gaaaaagcta 1740 
ttggaaaagc gcaggcagct gtctcgtgat 1800 
ctattagcca gatttcccaa tcttcgattt 1860 
agaaattgtg tgaaaggact tgtggcttct 1920 
acagctttag aattagtggc tggagaacga 1980 
actggtaaaa agctactaga aaggggggaa 2040 
aataaaattt cagccagatg tattgcacca 2100 
ggccctgaca acgttcatgt ggctctttcc 2160 
gcaatggagt ttgtctttgg aacaacattt 2220 
gtggcctttg ataagaggat aatgactaga 2280 
cctcatggga cattgagtgg aggtgctcga 2340 
caagaactca aagatgttca ggatgaactg 2400 
gaagaggaat tagcaggtct taaaaacact 2460 
tgggagatga aaactgaaga ggcagattta 2520 
cacaagcaac aagaagaatt agatgccctt 2580 
ttgaaaaaca ctaaagaaat ccaaagaaaa 2640 
aaaatgaaaa atgcagaagc tgaaagagag 2700 
gattgtgcca aaacaaaggc agatgcatct 2760 
gttgaagcta tcactctgga actggaagag 2820 
cagcttgaag ctgtaaatga agctatcaaa 2880 
gctgaggtgg ctaaaaataa ggagtcagta 2940 
aaagaggtga taacagccca agacactgta 3000 
cacaaggagc aaaacaatga ttctcagctt 3060 
aaacataaac gggaggctga agatggtgct 3120 
gactggatta atgcagagag acacctcttt 3180 
actaacaacc ctaaagaagc tggtcagaga 3240 
ctaggaagaa atgtcaatat gaaagctatg 3300 
aatgacttga tgaagaagaa gagaattgta 3360 
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gaaaatgaca aatccaaaat tcttacaact atagaagacc ttgaccagaa gaaaaaccaa 3420 
gccctaaata ttgcatggca aaaggtgaac aaggactttg ggtctatttt ttctactctt 3480 
ttgcctggtg ctaatgctat gcttgcacca ccagagggtc aaactgtttt ggatggtctg 3540 
gagttcaagg ttgccttagg aaatacctgg aaagaaaacc taactgaact tagtggtggt 3600 
cagaggtctt tagtggcctt gtcattaata ctgtccatgc ttctcttcaa acctgctcca 3660 
atttatatcc ttgatgaggt agatgcagcc ttggatcttt ctcataccca aaacattgga 3720 
cagatgctgc gtactcattt cacacattct cagttcattg tggtgtcact aaaagaaggt 3780 
atgttcaaca atgcaaacgt tcttttcaaa accaagtttg tggatggtgt ttctacagta 3840 
gccagattta ctcaatgtca aaatggaaag atttcaaagg aagcaaaatc caaggcaaaa 3900 
ccacccaaag gagcacatgt ggaagtttaa actacaaagt tatttcttca tcttgacctg 3960 
tttttttaga tgtaaacttt taaggacttg agataactaa tttgtttata tacaaaaatt 4020 
aatgttactg tgttacttaa cccatgtttt ctctttatat aatcacttat cgcttacaaa 4080 
tgagcatata ttcctcatct cttaactagt ctaattatgg tccaattatt gtggttgtga 4140 
ttttatgcat atcatcaaat gtttttttct tatgcgggtc ttttatatat tagggatcct 4200 
gagatacccg attctatatg taaaagctaa tatacaaaaa agcagattaa attacatgat 4260 
aaatgt 4266 



<210> 11751 
<211> 1197 
<212> PRT 

<213> Homo sapiens 
<400> 11751 



Met 


His 


1 le 


Lys 


Ser 


1 le 


1 le 


Leu 


1 








5 








Arg 


Thr 


Glu 


Val 
20 


Asn 


Gly 


Phe 


Asp 


Leu 


Asn 


Gly 
35 


Ser 


Gly 


Lys 


Ser 


Asn 
40 


Leu 


Gly 
50 


1 le 


Ser 


Asn 


Leu 


Ser 
55 


Gin 


Leu 


Val 


Tyr 


Lys 


Asn 


Gly 


Gin 


Ala 


65 










70 






1 le 


Thr 


Phe 


Asp 


Asn 
85 


Ser 


Asp 


Lys 


Val 


His 


Asp 


Glu 
100 


1 le 


Thr 


Val 


Thr 


Asn 


Lys 


Tyr 
115 


Leu 


1 le 


Asn 


Gly 


Val 
120 


Asp 


Leu 
130 


Phe 


Cys 


Ser 


Val 


Gly 
135 


Leu 


1 le 


Met 


Gin 


Gly 


Arg 


1 le 


Thr 


Lys 


145 










150 






1 le 


Leu 


Ser 


Met 


1 le 
165 


Glu 


Glu 


Ala 


Lys 


Lys 


1 le 


Ala 
180 


Ala 


Gin 


Lys 


Thr 



Glu 


Gly 


Phe 


Lys 


Ser 


Tyr 


Ala 


Gin 




10 










15 




Pro 


Leu 


Phe 


Asn 


Ala 


1 le 


Thr 


Gly 


25 










30 






1 le 


Leu 


Asp Ser 


1 le 


Cys 


Phe 


Leu 










45 








Val 


Arg 


Ala 


Ser 


Asn 


Leu 


Gin 


Asp 








60 










Gly 


1 le 


Thr Lys 


Ala 


Ser 


Val 


Ser 






75 










80 


Lys 


Gin 


Ser 


Pro 


Leu 


Gly 


Phe 


Glu 




90 










95 




Arg 


Gin 


Val 


Val 


Me 


Gly 


Gly 


Arg 


105 










110 






Asn 


Ala 


Asn 


Asn 


Thr 


Arg 


Val 


Gin 










125 








Asn 


Val 


Asn 


Asn 


Pro 


His 


Phe 


Leu 








140 










Val 


Leu 


Asn 


Met 


Lys 


Pro 


Pro 


Glu 






155 










160 


Ala 


Gly 


Thr Arg 


Met 


Tyr 


Glu 


Tyr 




170 










175 




1 le 


Glu 


Lys 


Lys 


Glu 


Ala 


Lys 


Leu 



185 190 
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Lys 


U 1 u 


1 1 A 

\ 1 e 


Lys 


Thr 1 1 e Leu 


1 1 1 
U 1 u 


All. 

G 1 u 


All. 

Glu 


i 1 A 

1 1 e 


Thr 


Pro 


Thr 


1 1 ^ 

1 le 


A 1 

6 1 n 












zOO 










O AC 

zOb 








Lys 


Leu 


Lys 


u 1 U 


All»<V Oaii^- 

ulu Arg ber 


Ca>^ 

ber 


Tyr 


1 Al 1 

Leu 


Ail. 

G 1 u 


Tyr 


A 1 H 

G 1 n 


Lys 


Va 1 


Met 




Z 1 u 






Z\D 










OO A 

220 










Arg 


u 1 u 


1 1 A 

1 1 e 


G 1 U 


LJlA 1 All Oa>^ 

Mis Leu ber 


Arg 


1 Al 1 

Leu 


Tyr 


1 1 A 

1 1 e 


A 1 ^ 

A 1 a 


Tyr 


G 1 n 


Phe 


Leu 










zoU 








ooc 
23b 










240 


Leu 


A 1 a 


u 1 U 


A Ar> 

Asp 


TUXK^ 1 •*#A l#A 1 

1 nr Lys va I 


Arg 


Ser 


A 1 A 

Ala 


A 1 . . 

Glu 


Glu 


Leu 


Lys 


Glu 


Met 










Z40 






OCA 

zoO 










occ 

255 




b 1 n 


Asp 


Lys 


va 1 


1 1 e Lys Leu 


G 1 n 


A 1 1 1 

G 1 u 


A 1 1 1 

G 1 U 


Leu 


Ser 


All. 

Glu 


Ser 


Asp 


Lys 














occ 
zoo 










270 






Lys 


1 1 A 

1 le 


1 *#A 

Lys 


A 1 A 

Ala 


1 Al I A An LI : A 

Leu Asn His 


G 1 U 


i 1 A 

1 le 


A 1 . . 

Glu 


Glu 


Leu 


Glu 


Lys 


Arg 


Lys 






0"7C 

z /o 






O OA 

280 










one 

285 








Asp 


1 »#A 

Lys 


1 • 1 
U lU 


Ihr 


Gly Gly 1 le 


1 — . . . 
Leu 


A ^ 

Arg 


Ser 


Leu 


Glu 


Asp 


Ala 


Leu 


Ala 










295 










300 










u 1 U 


A t A 

Ala 


Ci 1 n 


Arg 


Va 1 Asn Thr 


Lys 


Ser 


Gin 


Ser 


Ala 


Phe 


Asp 


Leu 


Lys 


one 








o lU 








315 










320 


Lys 


1 A 

Lys 


A AM 

Asn 


1 A. ■ 

Leu 


A 1 a Gys G 1 u 


G 1 u 


Ser 


Lys 


Arg Lys 


Glu 


Leu 


Glu 


Lys 










ozb 






330 










335 




Asn 


M a4- 

Met 


Va 1 


oil. 
G 1 u 


Asp Ser Lys 


Thr 


Leu 


Ala 


Ala 


Lys 


Glu 


Lys 


Glu 


Val 








o40 






O Jl IT 

345 










A r- A 

350 






Lys 


1 A 

Lys 


1 1 A 

1 le 


1 hr 


Asp Gly Leu 


His 


A 1 _ 

Ala 


Leu 


Gin 


Glu 


Ala 


Ser 


Asn 


Lys 






ODD 






OCA 

360 










A A r- 

365 








A Ai«i 

Asp 


A 1 A 

A 1 a 


G lU 


A 1 A 

Ala 


Leu Ala Ala 


A 1 _ 

Ala 


Gin 


A 1 

Gin 


His 


Phe 


Asn 


Ala 


Val 


Ser 




o/O 






o ~l c 

3/5 










380 










Ala 


G 1 y 


1 — . . 
Leu 


Ser 


Ser Asn Glu 


Asp 


Gly 


Ala 


Glu 


Ala 


Thr 


Leu 


Ala 


Gly 










390 








395 










400 


Ci 1 n 


Met 


Met 


A 1 A 

Ala 


Cys Lys Asn 


A — _ 

Asp 


1 le 


Ser 


Lys 


Ala 


Gin 


Thr 


Glu 


Ala 










405 






410 










415 




Lys 


u 1 n 


A 1 A 

A 1 a 


G 1 n 


Met Lys Leu 


Lys 


H 1 s 


A 1 _ 

Ala 


Gin 


Gin 


Glu 


Leu 


Lys 


Asn 








420 






425 










430 






Lys 


u 1 n 


A 1 A 

Ala 


G 1 u 


Va 1 Lys Lys 


Met 


Asp 


Ser 


Gly Tyr 


Arg 


Lys 


Asp Gin 












440 










445 








u 1 U 


A 1 A 

A 1 a 


Leu 


G 1 u 


Ala Va 1 Lys 


A 

Arg 


Leu 


Lys 


Glu 


Lys 


Leu 


Glu 


Ala 


Glu 




HOXJ 






ACC 

455 










460 










Met 


Lys 


1 *#A 

Lys 


1 Al • 

Leu 


Asn Tyr Glu 


A 1 . . 

G lu 


A — ^ 

Asn 


Lys 


Glu 


Glu 


A _ 

Ser 


Leu 


Leu 


Glu 










A "?A 
4/0 








475 










480 


Lys 


Arg 


Arg 


u 1 n 


Leu Ser Arg 


A AM 

Asp 


1 1 A 

1 le 


A 1 % , 

Gly 


Arg Leu 


Lys 


Glu 


Thr 


Tyr 










4oO 






A A A 

490 










495 




r» 1 • • 
u 1 U 


A 1 A 

A 1 a 


1 Al . 

Leu 


1 Al • 

Leu 


Ala Arg Phe 


Pro 


A — — 

Asn 


Leu 


Arg Phe 


Ala 


Tyr 


Lys 


Asp 








500 






505 










510 






Pro 


Glu 


Lys 


Asn 


Trp Asn Arg 


Asn 


Cys 


Val 


Lys 


Gly 


Leu 


Val 


Ala 


Ser 






515 






520 










525 








Leu 


1 le 


Ser 


Val 


Lys Asp Thr 


Ser 


Ala 


Thr 


Thr 


Ala 


Leu 


Glu 


Leu 


Val 




530 






535 










540 










Ala 


Gly 


Glu 


Arg 


Leu Tyr Asn 


Val 


Val 


Val 


Asp Thr 


Glu 


Val 


Thr Gly 


545 








550 








555 










560 


Lys 


Lys 


Leu 


Leu 


Glu Arg Gly 


Glu 


Leu 


Lys 


Arg Arg 


Tyr 


Thr 


1 le 


1 le 










565 






570 










575 
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Pro 


Leu 


Asn 


Lys 


1 1 e 


0 ^ ^ 

Ser 


Ala 


Arg Cys 


1 le 


Ala Pro 


Glu 


Thr 


Leu 


Arg 








boO 








585 








590 






va 1 


A 1 a 


u 1 n 


Asn 


Leu 


Va 1 


Gly 


Pro Asp 


Asn 


\t 1 1 1 * 
Va 1 His 


Va 1 


Ala 


Leu 


Ser 






b9b 










600 






605 








Leu 


Va 1 


G 1 u 


Tyr 


Lys 


Pro 


Glu 


Leu G 1 n 


Lys 


Ala Met 


Glu 


Phe 


Val 


Phe 




blO 










615 






620 










Cily 


Tnr 


Tnr 


Phe 


Va 1 


Cys 


A . _ 

Asp 


Asn Met 


Asp 


Asn Ala 


Lys 


Lys 


Va 1 


Ala 


b/b 










630 








635 








640 


rne 


Asp 


Lys 


A ^ ^ 

Arg 


1 le 


AA - I 

Met 


Thr 


Arg Thr 


Val 


Thr Leu 


Gly 


Gly 


Asp 


Val 










645 








650 








655 




Phe 


Asp 


Pro 


Hi s 


G ly 


Thr 


Leu 


Ser Gly 


Gly 


Ala Arg 


Ser 


Gin 


Ala 


Ala 








660 








665 








670 






Ser 


1 le 


Leu 


~ri_ 

Thr 


Lys 


Phe 


Gin 


Glu Leu 


Lys 


Asp Val 


Gin 


Asp 


Glu 


Leu 






/> -7 f- 
675 










680 






685 








Arg 


1 le 


Lys 


01.. 
Glu 


Asn 


Glu 


Leu 


Arg Ala 


Leu 


Glu Glu 


Glu 


Leu 


Ala 


Gly 




690 










695 






700 










Leu 


Lys 


A ^ ^ 

Asn 


Thr 


Ala 


Glu 


Lys 


Tyr Arg 


Gin 


Leu Lys 


Gin 


Gin 


Trp 


Glu 


/Ob 










— 7 -* /\ 
710 








715 








720 


Met 


Lys 


Thr 


Glu 


Glu 


Ala 


Asp 


Leu Leu 


Gin 


Thr Lys 


Leu 


Gin 


Gin 


Ser 










725 








730 








735 




Ser 


T 

Tyr 


His 


Lys 


Gin 


Gin 


Glu 


Glu Leu 


Asp 


Ala Leu 


Lys 


Lys 


Thr 


1 le 








740 








745 








750 






G lu 


G lu 


Ser 


Glu 


Glu 


Thr 


Leu 


Lys Asn 


Thr 


Lys Glu 


1 le 


Gin 


Arg 


Lys 






755 










760 






765 








Ala 


Glu 


Glu 


Lys 


Tyr 


Glu 


Val 


Leu Glu 


Asn 


Lys Met 


Lys 


Asn 


Ala 


Glu 




770 










775 






780 










Ala 


Glu 


Arg 


Glu 


Arg 


Glu 


Leu 


Lys Asp 


Ala 


Gin Lys 


Lys 


Leu 


Asp 


Cys 


785 










790 








795 








800 


Ala 


Lys 


Thr 


Lys 


Ala 


Asp 


Ala 


Ser Ser 


Lys 


Lys Met 


Lys 


Glu 


Lys 


Gin 










805 








810 








815 




G 1 n 


Glu 


Va 1 


Glu 


Ala 


1 le 


Thr 


Leu Glu 


Leu 


Glu Glu 


Leu 


Lys 


Arg 


Glu 








820 








825 








830 






H 1 s 


Tnr 


Ser 


Tyr 


Lys 


Gin 


Gin 


Leu Glu 


Ala 


Val Asn 


Glu 


Ala 


1 le 


Lys 






oob 










840 






845 








Ser 


Tyr 


Glu 


Ser 


Gin 


1 le 


Glu 


Val Met 


Ala 


Ala Glu 


Val 


Ala 


Lys 


Asn 




OCA 

obO 










855 






860 










Lys 


Glu 


Ser 


Val 


Asn 


Lys 


Ala 


Gin Glu 


Glu 


Val Thr 


Lys 


Gin 


Lys 


Glu 


Bob 










870 








875 








880 


va 1 


1 le 


Thr 


Ala 


Gin 


Asp 


Thr 


Va 1 Me 


Lys 


Ala Lys 


Tyr 


Ala 


Glu 


Val 










885 








890 








895 




Ala 


Lys 


His 


Lys 


Glu 


Gin 


Asn 


Asn Asp 


Ser 


Gin Leu 


Lys 


1 le 


Lys 


Glu 








900 








905 








910 






Leu 


Asp 


His 


Asn 


1 le 


Ser 


Lys 


His Lys 


Arg 


Glu Ala 


Glu 


Asp 


Gly 


Ala 






915 










920 






925 








Ala 


Lys 


Val 


Ser 


Lys 


Met 


Leu 


Lys Asp 


Tyr 


Asp Trp 


1 le 


Asn 


Ala 


Glu 




930 










935 






940 










Arg 


His 


Leu 


Phe 


Gly 


Gin 


Pro 


Asn Ser 


Ala 


Tyr Asp 


Phe 


Lys 


Thr 


Asn 


945 










950 








955 








960 
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Asn Pro Lys Glu Ala Gly Gin Arg Leu Gin Lys Leu Gin Glu Met Lys 

965 970 975 

Glu Lys Leu Gly Arg Asn Val Asn Met Lys Ala Met Asn Val Leu Thr 

980 985 990 

Glu Ala Glu Glu Arg Tyr Asn Asp Leu Met Lys Lys Lys Arg Me Val 

995 1000 1005 

Glu Asn Asp Lys Ser Lys I le Leu Thr Thr Me Glu Asp Leu Asp Gin 

1010 1015 1020 

Lys Lys Asn Gin Ala Leu Asn Me Ala Trp Gin Lys Val Asn Lys Asp 
1025 1030 1035 1040 

Phe Gly Ser I le Phe Ser Thr Leu Leu Pro Gly Ala Asn Ala Met Leu 

1045 1050 1055 

Ala Pro Pro Glu Gly Gin Thr Val Leu Asp Gly Leu Glu Phe Lys Val 

1060 1065 1070 

Ala Leu Gly Asn Thr Trp Lys Glu Asn Leu Thr Glu Leu Ser Gly Gly 

1075 1080 1085 

Gin Arg Ser Leu Val Ala Leu Ser Leu Me Leu Ser Met Leu Leu Phe 

1090 1095 1100 

Lys Pro Ala Pro Me Tyr Me Leu Asp Glu Val Asp Ala Ala Leu Asp 
1105 1110 1115 1120 

Leu Ser His Thr Gin Asn Me Gly Gin Met Leu Arg Thr His Phe Thr 

1125 1130 1135 

His Ser Gin Phe Me Val Val Ser Leu Lys Glu Gly Met Phe Asn Asn 

1140 1145 1150 

Ala Asn Val Leu Phe Lys Thr Lys Phe Val Asp Gly Val Ser Thr Val 

1155 1160 1165 

Ala Arg Phe Thr Gin Cys Gin Asn Gly Lys I le Ser Lys Glu Ala Lys 

1170 1175 1180 

Ser Lys Ala Lys Pro Pro Lys Gly Ala His Val Glu Val 
1185 1190 1195 



<210> 11752 
<211> 2954 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (283) . . (2670) 
<400> 11752 

aggtctggac ctgaaccgag acaaggaggt 
gggctgggcg gctgtctgga cctcgagagg 
agctggtttg ttgattagtg atctaagaoc 
gcaacaggaa gtcattacga tcocgttgta 
atccogataa ccgttttgtt tttctcatat 
aacgctccag gtcgtgaagg agcaacttca 



accacactat tcactgctgc gtcgcagagc 60 
cctgaggcaa ggatcgcgtc agaccccgaa 120 
gccggaagcg cttcttotca atoaagctat 180 
acctctaaat atgtccccgt tctgcacagc 240 
tatgaccttc tcatgttagc accacttcgc 300 
ccatcgccgc ctacagacgc cactgggagc 360 
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ttgggagagt gggacgtgga caggaacgta aagaccgaag ggtgggtttc gaaggagcgg 420 
atttcgaagt tgcaccggtt gaggatggct gacattctct ctcagtcaga gaccctggcg 480 
tcgcaagacc tcagtgggga cttcaagaag ccagctctgc cggtgtcccc agcggcgcgg 540 
agtaaggccc cggccagcag ttcttcaaac cctgaggagg tacagaagga agggcccact 600 
gcgttgcagg actccaattc tggggagccc gacatccctc ctcctcagcc ggactgcggt 660 
gattttagga gtctacagga ggagcagtcg cgccccacga cagcggtttc ttcccctggc 720 
ggtccagccc gggctccccc ctaccaagag cctccatggg gtggccctgc cacagccccc 780 
tacagcttag agaccctgaa gggcggcact atccttggca cccgtagctt gaaagggacg 840 
agttactgcc ttttcgggag gctgtctggc tgcgacgtgt gcctggagca cccttcggtg 900 
tctcggtacc acgcagtgct gcagcacagg gcgtccggcc ctgacggaga atgcgacagc 960 
aacgggccgg gcttctacct ctacgatctg ggaagcaccc atggcacttt tctcaacaaa 1020 
actcgcatcc cacctcgcac ctactgtcga gtccacgttg ggcatgttgt tcgctttgga 1080 
ggcagcaccc ggctctttat cctgcaggga ccagaggaag accgagaggc agaatccgag 1140 
ttaacagtaa cacagttgaa ggaattgcgc aagcagcagc aaatattgtt ggagaagaag 1200 
atgctaagag aagactcaga tgaagaagag gaaatggata cctctgaaag gaagataaat 1260 
gctggtagcc aagatgatga gatgggttgc acctggggaa tgggagaaga tgcagtagag 1320 
gatgatgctg aagagaaccc tattgtctta gagtttcagc aggaaaggga ggccttttat 1380 
ataaaggatc ccaaaaaggt tctccaaggc ttttttgacc gagaaggaga agaattagaa 1440 
tatgaatttg atgaacaggg acatagcact tggctctgca gggtgagatt acctgtggac 1500 
gattcaactg gaaaacaact ggtggctgag gccattcact caggaaagaa aaaagaagca 1560 
atgatccagt gctcattgga agcttgtcgg attcttgaca ctttgggatt gcttcggcag 1620 
gaagcagtat ctcggaaaag gaaagccaag aactgggaag atgaagactt ttatgatagt 1680 
gatgatgaca catttcttga taggactggc ctgattgaga agaagcgtct gaacagaatg 1740 
aagaaggctg gcaagattga tgagaagcca gagacctttg aatcattggt tgcaaaatta 1800 
aatgatgctg aaagggaact ttctgaaatt tctgagagat tgaaagcctc aagccaagtt 1860 
ctatcagagt ctccatctca ggattcttta gatgcgttca tgtcagaaat gaaatcaggc 1920 
agtacattag atggtgtgtc ccggaagaaa cttcacctga gaacttttga actgaggaaa 1980 
gaacaacaga gacttaaagg gttaataaaa attgtaaagc cagcagagat tccagaacta 2040 
aaaaagactg aaactcagac tacaggtgca gaaaacaaag ctaaaaagct tacattgcct 2100 
ctatttggtg ccatgaaagg aggaagcaaa ttcaaattaa aaactggaac agtagggaag 2160 
ttacccccca agcgtccaga actccctcca actctaatga gaatgaaaga tgagcctgaa 2220 
gtagaagagg aggaggaaga ggaagaggaa gaagagaaag aaaaggagga gcatgaaaag 2280 
aaaaaactgg aggatggaag cctcagtagg ccacagccag agatagagcc agaagcagca 2340 
gtgcaggaaa tgaggcctcc cacagatctc acacatttta aagaaaccca aacccatgaa 2400 
aacatgtctc aacttagcga ggaagaacag aataaagatt atcaagactg tagcaaaacc 2460 
acttcattgt gcgcaggacc ctcagcatca aagaatgaat atgagaaaag cagaggtgaa 2520 
ttgaagaaaa agaaaacacc tggtccaggc aaacttccac caacactttc ttccaaatat 2580 
cctgaagatg acccagacta ctgtgtgtgg gtcccacctg aaggtcaaag tggagatggc 2640 
agaacccatc ttaatgacaa gtatggctat tgattgcttc agaatcccaa aagaaaacct 2700 
tgtggaccat gtgacatgga atatttggga taatgtatca aattgaatgg ccagagaagt 2760 
ttagatgatt atttgtaaga tctggtgact ggcttttcgt tctgtgttct tggcttccta 2820 
aatttatctg cccacatgat tctcatgcat ttgatattta tgtttaaaag tgtttatata 2880 
tgtatgtaaa aagggaacca tatgttttga gaatttgtaa agtgagagac atgatcctat 2940 
taaaataaga aggc 2954 



<210> 11753 
<211> 796 
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<212> PRT 

<213> Homo sapiens 



<400> 11753 






















met 


Leu 


Ala 


Pro 


Leu 


Arg Asn Ala Pro 


G 1 y 


Arg 


G 1 u 


Gly 


A 1 A 

Ala 


Thr Ser 


-* 








O 






10 










15 


Pro 


Ser 


Pro 


Pro 


1 hr 


Asp Ala 


Thr Gly 


ber 


Leu 


G 1 y 


Glu 


Trp 


A AM \/a I 

Asp Va 1 








20 






25 










30 




Asp 


Arg 


A 

Asn 


Va 1 


Lys 


Thr Glu 


Gly Trp 


Va 1 


Ser 


Lys 


Glu 


Arg 


1 le Ser 






O IT 

35 








40 








45 






Lys 


Leu 


His 


Arg 


Leu 


Arg Met Ala Asp 


1 1 e 


Leu 


O A^ 

Ser 


G 1 n 


Ser 


Glu Thr 




50 








55 








60 








Leu 


A 1 ^ 

Ala 


Ser 


G 1 n 


Asp 


Leu Ser Gly Asp 


Phe 


Lys 


Lys 


Pro 


A 1 

Ala 


Leu Pro 


65 










70 






75 








80 


Va 1 


Ser 


Pro 


A 1 ^ 

Ala 


A 1 A 

Ala 


Arg Ser 


Lys Ala 


Pro 


A 1 

Ala 


Ser 


Ser 


Ser 


Ser Asn 










85 






90 










95 


Pro 


Glu 


Glu 


Va 1 


G 1 n 


Lys Glu 


Gly Pro 


Thr 


A 1 — 

Ala 


Leu 


Gin 


Asp 


Ser Asn 








100 






105 










110 




Ser 


Gly 


Glu 


Pro 


A ^ _ 

Asp 


1 1 e Pro 


Pro Pro 


Gin 


Pro 


Asp 


Cys 


Gly 


Asp Phe 






1 15 








120 








125 






Arg 


Ser 


Leu 


G 1 n 


G 1 u 


Glu Gin 


Ser Arg 


Pro 


Thr 


Thr 


A 1 ^ 

Ala 


Val 


Ser Ser 




130 








135 








140 








Pro 


Gly 


Gly 


Pro 


A 1 ^ 

Ala 


Arg Ala 


Pro Pro 


T 

Tyr 


Gin 


G 1 u 


Pro 


Pro 


Trp Gly 


145 










150 






155 








160 


Gly 


Pro 


Ala 


Thr 


A 1 . 

Ala 


Pro Tyr 


Ser Leu 


Glu 


Thr 


Leu 


Lys 


Gly 


Gly Thr 










165 






170 










175 


1 le 


Leu 


Gly 


Thr 


Arg 


Ser Leu 


Lys Gly 


Thr 


Ser 


Tyr 


Cys 


Leu 


Phe Gly 








180 






185 










190 




Arg 


Leu 


Ser 


Gly 


Cys 


Asp Val 


Cys Leu 


Glu 


His 


Pro 


Ser 


Va 1 


Ser Arg 






195 








200 








205 






Tyr 


His 


A 1 ^ 

Ala 


Va 1 


Leu 


Gin His 


Arg Ala 


Ser 


6 1 y 


Pro 


Asp 


Gly 


Glu Cys 




210 








215 








220 








Asp 


Ser 


Asn 


u ly 


Pro 


Gly Phe 


Tyr Leu 


Tyr 


A AM 

Asp 


Leu 


Gly 


Ser 


Thr His 


o o c 

225 










230 






235 








240 


Gly 


Thr 


Phe 


Leu 


A AH 

Asn 


Lys Thr Arg 1 1 e 


Pro 


Pro 


Arg 


Thr 


Tyr 


Cys Arg 










245 






250 










255 


Val 


His 


Val 


Gly 


His 


Val Val 


Arg Phe 


Gly 


Gly 


Ser 


Thr 


Arg 


Leu Phe 








260 






265 










270 




1 le 


Leu 


Gin 


Gly 


Pro 


Glu Glu 


Asp Arg 


Glu 


Ala 


Glu 


Ser 


Glu 


Leu Thr 






275 








280 








285 






Val 


Thr 


Gin 


Leu 


Lys 


Glu Leu 


Arg Lys 


Gin 


Gin 


Gin 


1 le 


Leu 


Leu Glu 




290 








295 








300 








Lys 


Lys 


Met 


Leu 


Arg 


Glu Asp 


Ser Asp 


Glu 


Glu 


Glu 


Glu 


Met 


Asp Thr 


305 










310 






315 








320 


Ser 


Glu 


Arg 


Lys 


1 le 


Asn Ala Gly Ser 


Gin 


Asp 


Asp 


Glu 


Met 


Gly Cys 










325 






330 










335 


Thr 


Trp 


Gly 


Met 


Gly 


Glu Asp 


Ala Val 


Glu 


Asp 


Asp 


Ala 


Glu 


Glu Asn 








340 






345 










350 
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D A 

rro 


1 1 A 

1 1 e 


va 1 


Leu 






OOO 




Asp 


Pro 


Lys 


Lys 




o /U 






Leu 


ulU 


Tyr 


Ci 1 U 


ooO 








Va 1 


Arg 


Leu 


Pro 


Ala 


1 le 


His 


Ser 








420 


u 1 U 


A 1 A 

Ala 


Cys 


A ^ w 

Arg 






435 




Va 1 


Ser 


A - 

Arg 


Lys 




450 






Asp 


Ser 


A ^ _ 

Asp 


Asp 


465 








Lys 


Arg 


Leu 


A ^ ^ 

Asn 


Glu 


Thr 


Phe 


Glu 








500 


Leu 


Ser 


Glu 


1 le 






515 




Glu 


Ser 


Pro 


Ser 




530 






Ser 


Gly 


Ser 


Thr 


545 








Thr 


Phe 


Glu 


Leu 


1 le 


Val 


Lys 


Pro 








580 


Thr 


Thr 


Gly 


A 1 — 

Ala 






595 




Gly 


A 1 ^ 

Ala 


Met 


Lys 




610 






Gly 


Lys 


Leu 


Pro 


625 








Met 


Lys 


A ^ « 

Asp 


G 1 u 


Glu 


Glu 


Lys 


Glu 








660 


Ser 


Leu 


Ser 


Arg 






675 




Glu 


Met 


Arg 


Pro 




690 






His 


Glu 


Asn 


Met 


705 








Gin 


Asp 


Cys 


Ser 



Glu 


Phe 


Gin 


Gin 








OCA 

3bO 


Va 1 


Leu 


u 1 n 


u 1 y 






O /O 




rne 


Asp 


U 1 U 


u 1 n 




390 






Va 1 


Asp 


A ^ » 

Asp 


Ser 


4UO 








Q 1 y 


Lys 


Lys 


Lys 


1 le 


Leu 


Asp 


Thr 








A Af\ 

440 


A 

Arg 


Lys 


A 1 ^ 

Ala 


Lys 






Jl ETC 

455 




Asp 


Thr 


Phe 


1 — . . 
Leu 




4/0 






Arg 


Met 


Lys 


Lys 


4oo 








Ser 


Leu 


Va 1 


A 1 — . 

Ala 


Ser 


Glu 


Arg 


Leu 








C O A 

520 


1 

Gin 


A ^ _ 

Asp 


Ser 


Leu 






535 




Leu 


Asp 


Gly 


Va 1 




550 






Arg 


Lys 


Glu 


Gin 


f- f— 
565 








A 1 — . 

Ala 


Glu 


I 1 e 


Pro 


Glu 


Asn 


Lys 


Ala 








^ A A 

600 


Gly 


G 1 y 


Ser 


Lys 






ol5 




Pro 


Lys 


A ^ ~ 

Arg 


Pro 




630 






Pro 


G 1 u 


Va 1 


A 1 . . 

Glu 


a A c 
o4o 








Lys 


Glu 


Glu 


His 


Pro 


Gin 


Pro 


Glu 








680 


Pro 


Thr 


Asp 


Leu 






695 




Ser 


Gin 


Leu 


Ser 




710 






Lys 


Thr 


Thr 


Ser 



Alii 
U 1 U 


Arg 


Alii 
U 1 U 


A 1 ^ 

A 1 a 


Phe 


Phe 


Asp 


Arg 








ooU 


A 1 

u 1 y 


H 1 S 


ber 


1 hr 






395 




1 hr 


A 1 «« 

u 1 y 


Lys 


Gin 




410 






A 1 . • 

Ci 1 u 


A 1 A 

Ala 


Met 


1 le 


A OC 

425 








Leu 


Aim. 

G ly 


Leu 


Leu 


Asn 


Trp 


Glu 


Asp 








460 


A ^ _ 

Asp 


A ^ . 

Arg 


Thr Gly 






475 




A 1 — . 

Ala 


A 1 . - 

Gly 


Lys 


1 le 




A A A 

490 






Lys 


Leu 


Asn Asp 


£1 AC 

505 








Lys 


Ala 


Ser 


Ser 


Asp 


Ala 


Phe 


Met 








540 


A ^ ^ 

Ser 


A 

Arg 


Lys 


Lys 






555 




A 1 

Gin 


A 

Arg 


Leu 


Lys 




570 






A 1 . . 

Glu 


Leu 


Lys 


Lys 


croc 
bo5 








Lys 


Lys 


Leu 


Thr 


Phe 


Lys 


Leu 


Lys 








620 


A 1 . . 

G lu 


Leu 


Pro Pro 






635 




A 1 . . 

G lu 


A 1 . . 

G 1 u 


Glu 


Glu 




boO 






Glu 


Lys 


Lys 


Lys 


665 








1 le 


Glu 


Pro 


Glu 


Thr 


His 


Phe 


Lys 








700 


Glu 


Glu 


Glu 


Gin 






715 




Leu 


Cys 


Ala 


Gly 




730 







rhe 


Tyr 


1 1 ^ 
1 le 


Lys 


OOO 








A 1 1 1 

G 1 U 


A 1 *, 

u 1 y 


All! 

U 1 U 


A 1 . 1 
U tU 


Trp 


Leu 


Cys 


Arg 








>1 AA 

40U 


Leu 


Va 1 


A 1 A 

A 1 a 


All! 

b 1 U 






A-t CZ 

41 o 




A 1 « 

G 1 n 


Cys 


Ser 


Leu 




A OA 

430 






Arg 


A 1 H 

G 1 n 


A 1 . . 

G 1 u 


A 1 A 

Ala 


445 








A 1 . . 

Glu 


'A . 

Asp 


Phe 


-J- _ _ 
Tyr 


Leu 


1 le 


Glu 


Lys 








4o0 


A ^ _ 

Asp 


A 1 . . 

G 1 u 


Lys 


Pro 






>l AC 

495 




A 1 . 

Ala 


A 1 . . 

Glu 


A ^ ^ 

Arg 


A 1 . . 

G 1 u 




510 






A 1 

G 1 n 


Va 1 


Leu 


Ser 


r" o f— 

525 








Ser 


A 1 . . 

Glu 


Met 


Lys 


Leu 


His 


Leu 


Arg 








560 


Gly 


Leu 


1 le 


Lys 






575 




Thr 


A 1 . . 

Glu 


-f- 1_ 

Thr 


Gin 




C A A 

590 






Leu 


Pro 


Leu 


Phe 


AAC 

605 








Thr 


A 1 . . 

Gly 


Thr 


Val 


Thr 


Leu 


Met 


Arg 








640 


A 1 . . 

Glu 


A 1 . . 

G 1 u 


Glu 


Glu 






655 




Leu 


Glu 


Asp Gly 




670 






Ala 


Ala 


Val 


Gin 


685 








Glu 


Thr 


Gin 


Thr 


Asn 


Lys 


Asp 


Tyr 








720 


Pro 


Ser 


Ala 


Ser 






735 
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Lys Asn Glu 


Tyr 


Glu 


Lys 


Ser 


Arg Gly Glu Leu 


Lys 


Lys Lys Lys Thr 






740 








745 




750 


Pro Gly 


Pro 


Gly 


Lys 


Leu 


Pro 


Pro Thr Leu Ser 


Ser 


Lys Tyr Pro Glu 




755 










760 




765 


Asp Asp 


Pro 


Asp 


Tyr 


Cys 


Val 


Trp Val Pro Pro 


Glu 


Gly Gin Ser Gly 


770 










775 




780 




Asp Gly 


Arg 


Thr 


His 


Leu 


Asn 


Asp Lys Tyr Gly 


Tyr 




785 








790 




795 







<210> 11754 
<211> 2856 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (143). . (961) 

<400> 11754 

taagtcagct gcagacttga ttagcotgcc taccaotgta gagggact-tc agaagagtgt 60 

agcttccatt ggcaatactt taaacagcgt ccatcttgct gtggaagcac tacagaaaac 120 

tgtggatgaa cacaagaaaa cgatggaatt actgcagagt gatatgaatc agcacttctt 180 

gaaggagact cctggaagca accagatcat tccgtcacct tcagccacat cagaacttga 240 

caataaaacc cacagtgaga atttgaaaca ggatatcctg taccttcaca actctttaga 300 

ggaggtaaac agtgccctag tggggtacca gagacagaat gatcttaaao tcgagggaat 360 

gaaogagaca gtcagtaatc ttacccagag agtcaacctg atagaaagcg atgtggttgc 420 

tatgagcaag gtagaaaaga aagcaaacct gcccttcagc atgatgggtg atagatctgo 480 

cactctgaaa agacagtott tggatoaagt caccaacaga acagatacag taaaaatcca 540 

aagcataaag aaagaagata gttcaaattc tcaggtatcc aagctaagag agaaactcca 600 

gctgatcagt gctcttacaa acaaacctga gagcaacagg cctccagaga ccgccgatga 660 

agagcaagta gagagtttca catcaaagcc atcagcattg ccaaaatttt cacagtttct 720 

tggagaccca gttgagaaag ctgcccaact aagacctatc tccotaccag gagtttctag 780 

cactgaagat ottcaggatt tattccgcaa gactggccag gacgtggatg ggaagctgac 840 

ctaocaggaa atctggacct ccctaggttc tgctatgcca gaaccagaga gcttgagagc 900 

atttgattcc gatggagatg gaagatactc attcctggag ctaagggtag ctttaggtat 960 

ctagcttcat caggcatatt ttagaaatgg actgcctaat atctatttac ctaacaacaa 1020 

aacaaccctt acttacccat cagtcctota gtcctccaaa ctactgtagc agatactttg 1080 

ccacctttta acttgtttga agaagctata taaaagttat ttttttaaag aagaagacca 1140 

ttttacttat gatgttcaga aatctatgat ttcctacaac cagtaagatc ttacatttta 1200 

aaattgccag aaaaaaaatt aaagccctct ttttttctot ttcctttttt tgaggggagg 1260 

agaccttato ttttaaagot gggaaatgta tatagagaga gaataagcca cttttatatt 1320 

tcacttaaat ttgccttaaa ttagctgcac tttatagaga ctcagaaaat gtcttttctt 1380 

taaaagatag gocttttctg tttgtaaata tttaaatgaa agaaagoatt gtgcatattg 1440 

tgtggaaagt aggaagaatg gttttgaaoa ggatatgaac aaatgactta ttaaaaattg 1500 

ctgatctggt gtaggtggca gctgaaacta catccatgtc tccataaggc atccctcaaa 1560 

ggcccaggcg otgocagggg gtttgtcctg gtagotggag gaaccgattt cagggaatag 1620 

acactggaga caatactgac tccaggcatg gotoatggaa gtaggattct ggttctttgt 1680 



-5268/13211- 



tcctattccc tcagctaatc ccaacctggg 
ttttagtact atttcagggt ttatgagcat 
ccctgctgag tgagctagat tgccttcccc 
tagctggctc ccaccaccag taccatctcc 
cattatctca cactgaccac ccagagcttt 
agaaaaccat accccttgag attttaccta 
tgggggatga ctaaagccaa aaaggctgtg 
ccttaccatt accagctcag aagtagctag 
agcagggcag gcctggagct agggccttca 
acaatcaagt acaatacttc ctttaaatgc 
attgaaagga ataatacctc catgtctcct 
cttagaagca gtctttgggc aacaacttga 
tttggtatag gccaagtcag ggagaaagta 
gtggagatca tttccttttt aactttgttc 
tacccttaaa catttaaggg ctgttttttt 
aaccaaactt aaattttttt tccagaagta 
tttcccatga atgtgtcccc ttatctcatt 
aaggttaaaa caaattagcc tggcacttta 
actgccttcc atccactctc accccacacc 
tttctaacaa ccaaataaaa ttctagcaat 



aatcagagaa gtcttgggga tttttctcat 1740 
aaaaagttat ccattgggga gctccatttt 1800 
acccacccac ttaagtctgt cttaaagccg 1860 
atttgaatgg cagggctaaa ttcccccagc 1920 
agaagagagc tgtgcttcta attttgaccc 1980 
gaggctaacc aagagcctaa tatgtttctc 2040 
agatgaaaca tgtgaaataa tattcagttt 2100 
aggctttcta cccaaaggat gccaaagtat 2160 
catggtggta gcaagttttt caaatctaat 2220 
ttctgtggac ctggcatgaa agatccctag 2280 
gtatgttgag tctagaattg ctgtgttgtt 2340 
aaggggaaaa aaaaactaca aaaacttaac 2400 
gagaaagctg tcatgccaca gacttcttta 2460 
aggtagccct tcaccatgga tacagtccgg 2520 
ttttctttat atgatgttca gcttggtatt 2580 
ttaaaattta gttaaagcaa gatgaagtct 2640 
atagcttatg ctcagtttca ctttcttgga 2700 
ggtaacttga aaataactct cacccttctg 2760 
tttttttaat atatatacac ccttacagat 2820 
aaattg 2856 



<210> 11755 
<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 11755 




























Met 


Glu 


Leu 


Leu 


Gin 


Ser 


Asp 


Met 


Asn 


Gin 


His 


Phe 


Leu 


Lys 


Glu 


Thr 


1 








5 










10 










15 




Pro 


Gly 


Ser 


Asn 


Gin 


1 le 


1 le 


Pro 


Ser 


Pro 


Ser 


Ala 


Thr 


Ser 


Glu 


Leu 








20 










25 










30 






Asp 


Asn 


Lys 


Thr 


His 


Ser 


Glu 


Asn 


Leu 


Lys 


Gin 


Asp 


1 le 


Leu 


Tyr 


Leu 






35 










40 










45 








His 


Asn 


Ser 


Leu 


Glu 


Glu 


Val 


Asn 


Ser 


Ala 


Leu 


Val 


Gly 


Tyr 


Gin 


Arg 




50 










55 










60 










Gin 


Asn 


Asp 


Leu 


Lys 


Leu 


Glu 


Gly 


Met 


Asn 


Glu 


Thr 


Val 


Ser 


Asn 


Leu 


65 










70 










75 










80 


Thr 


Gin 


Arg 


Val 


Asn 


Leu 


1 le 


Glu 


Ser 


Asp 


Val 


Val 


Ala 


Met 


Ser 


Lys 










85 










90 










95 




Val 


Glu 


Lys 


Lys 


Ala 


Asn 


Leu 


Pro 


Phe 


Ser 


Met 


Met 


Gly 


Asp 


Arg 


Ser 








100 










105 










110 






Ala 


Thr 


Leu 


Lys 


Arg 


Gin 


Ser 


Leu 


Asp 


Gin 


Val 


Thr 


Asn 


Arg 


Thr 


Asp 






115 










120 










125 








Thr 


Val 


Lys 


1 le 


Gin 


Ser 


1 le 


Lys 


Lys 


Glu 


Asp 


Ser 


Ser 


Asn 


Ser 


Gin 




130 










135 










140 










Val 


Ser 


Lys 


Leu 


Arg 


Giu 


Lys 


Leu 


Gin 


Leu 


1 le 


Ser 


Ala 


Leu 


Thr 


Asn 


145 










150 










155 










160 
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Lys 


rr O 


1^ 1 1 1 

u 1 U 


oer 


Asn 


Arg rrO rro 










1 oo 




u 1 u 


oer 


rne 


1 nr 


oer 


Lys rro oer 








1 <j\j 






Leu 


Gly 


Asp 


Pro 


Val 


Glu Lys Ala 






195 






200 


Pro 


Gly 


Val 


Ser 


Ser 


Thr Glu Asp 




210 








215 


Gly 


Gin 


Asp 


Val 


Asp 


Gly Lys Leu 


225 










230 


Leu 


Gly 


Ser 


Ala 


Met 


Pro Glu Pro 










245 




Asp 


Gly 


Asp 


Gly 


Arg 


Tyr Ser Phe 



260 



1 1 1 

U 1 u 


1 nr 


A t ck 

A 1 a 


Asp 


u 1 U 


^ 1 1 1 
u 1 U 


u 1 n 


1 

va 1 




1 /u 










1 7*^ 
1 /O 




A 1 a 


Leu 


rro 


Lys 


rne 


oer 


u 1 n 


Pho 

rne 


1 

1 OO 










1 on 






A 1 o 

A 1 a 


u 1 n 


Leu 


Arg 


rro 


1 1 e 


O j-k 

oer 


Leu 










205 








Leu 


Gin 


Asp 


Leu 


Phe 


Arg 


Lys 


Thr 








220 










Thr 


Tyr 


Gin 


Glu 


1 le 


Trp 


Thr 


Ser 






235 










240 


Glu 


Ser 


Leu 


Arg 


Ala 


Phe 


Asp 


Ser 




250 










255 




Leu 


Glu 


Leu 


Arg 


Val 


Ala 


Leu 


Gly 


265 










270 







<210> 11756 
<211> 2737 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (40) . . (603) 

<400> 11756 

gctgtacggt gcgcgtgacg gctgcgtgcg 
cacttcgtat tcaaagtggg aaaccgcttc 
gggatgaagg ttctgoggca tgaggaattt 
ccttatgatg ggaaatggag taaaacaatg 
gtcgcagaac tgacttacaa ttatggcgtc 
ggaatcacgc tcgcttctag ccaggctgtc 
acggaagttg oagaaggtgt ttttgaaaoc 
cagaatcgca gtctgootca gtcagatcot 
ottcaaaagt cottgaacta ctggtgtaat 
gaagaaaagc aaagggcttt gctgggctat 
gaataacctg ttactttgaa tttggcttgt 
tataaatgaa gttaacatga aggttgttco 
tatagataaa cagaagaaaa taagtgataa 
tttggggata tatctcttca gaagtggaat 
tgcaagatot ttttcatott ctttttctaa 
tgcactttga ccctgcaatt otactcctag 
tcggcacaaa gaagtgtgtg caaggttatc 
taagaatctc agtgtcctat agattagaga 
gaatggatta otatgtcgct agcaaaaaga 
aacattaagt ggagaaaaac aaggaacaga 



gogggaacca tggctgctcg cagagctctg 60 
cagacggcgc gtttctatcg ggacgtcctg 120 
gaagaaggct gcaaagctgc ctgtaatggg 180 
gtgggatttg ggoctgagga tgatcatttt 240 
ggagactaca agcttggcaa tgactttatg 300 
agcaacgcca ggaagctgga gtggccactg 360 
gaggccccgg gaggatataa gttctatttg 420 
gtattaaaag taaotctagc agtgtctgat 480 
ctactgggaa tgaaaattta tgaaaaagat 540 
gccgataacc aggtgagcaa tcttggagaa 600 
aaacgaagct tataaatggc ttataacctt 660 
catagtttct tcacagtgat toaatattta 720 
ccttaccaco cagatattac ottgtttata 780 
tgcttaatcc aagagattga atggatttaa 840 
taacccagcg tttgagcacg atttagtcct 900 
gaattatttt acagatgtgo tcaacataca 960 
tgctgoagca ttgtctgtaa tcacaatgtg 1020 
catatttcag taatttacgg ctcattcatg 1080 
ttgaggcaaa tctttatgta ttgacatggt 1140 
ataatttgta aattatacca ccatttgtgt 1200 
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aaaaaaaaaa acatagatgc gtgcagtgct 
agttgtctct ggggtgagag taggatagag 
taatatttga atttttctac cacatacgtg 
accccctttc ctatttcagt gtaagctgga 
tgcagcagct tttggaagaa ttgccttctc 
cagatcgttt gagctttctg actagctagt 
tcttgaggtc ctttttgatt gtggctttag 
ctgagataat aaattcaaac aaatggcgcc 
aggactgacg agggccgtgt cctgagtagt 
ttcctcaagt tgccagactt agaagacttg 
cccctggtga gcctggacac cccagggaaa 
cctgacggtc atgaaatttg ctttgtcggg 
gatccagagg gaagcaaatt gttggatgat 
tttgccaaac acaataaacc caaagcttca 
ctctgtgatt cctgcccagc acctgtgagg 
tctgatttgt ttcccgtaca ggcaaggagg 
ctttgaaagc tctgatgtaa tttagaaatg 
cctgctgtaa tctacactgt tgctgggact 
gtgacagatg attgtccaga ctaggacagc 
gatagttagg gttacctctg aatcgtgtag 
cacattaatg ccttgtcgtg gtgccattcc 
ttattctggc aggttttgac gttttaaatt 
aggtttggtt aaccaccccc ctcttacttg 
gaaaggaatg agtgtgtgac gttgctgcac 
atatattttg ttttattttt ttccgtgtat 
atttctttaa aatggattaa acgatttctt 



tctagaagga tacacaggaa actgtggact 1260 
actcagtttt tactttattc ctttagtata 1320 
taatgaatgt ataacctgtt ccaaaaaata 1380 
gctacagggc gtcaagggtg gggtggacca 1440 
ttgcccccag aaagaggtaa cgcttgatac 1500 
tcaacccagc taagaacttt gtccttccct 1560 
tatcaagttc agcagttgtt tcaagagcag 1620 
ttggttcttt atggtatctg atactcctct 1680 
gtgtgacccc tggctcacgt tgcctctgtt 1740 
atgaaaaggg agaaccagaa gattctgact 1800 
gcaacagtac aggtggtcat tctggccgac 1860 
gatgaagcat ttcgagaact ttctaagatg 1920 
gcaatggcag cagataaaag tgacgagtgg 1980 
ggttaacgga agacatgatg cagagcaagc 2040 
cctgacgtgt cagttcccaa taaatgctct 2100 
cttgggtagt gcagatttgt gtatttcaat 2160 
aaatccaatc atgagtccag gtagagaacg 2220 
gcgcattctg tatataactg tgttggatga 2280 
ggcatgaaca tgactttggt tgggattgcg 2340 
cttttatgag agcagctgtg caagtgaatc 2400 
cagcgcctga cgatacgctc ttctattgtc 2460 
ttttaaagaa attttattcc ttggaccaaa 2520 
ctttcacatt ttgagtgtcc agaggaaaca 2580 
gcctgactct gtgcgagctt ctttctgtgt 2640 
atttttaatc ccgacagaac atcatgtgag 2700 
cagcctg 2737 



<210> 11757 
<211> 188 
<212> PRT 

<213> Homo sapiens 



<400> 11757 



Met 


Ala 


Ala 


Arg 


Arg 


Ala 


Leu 


His 


1 








5 








Phe 


Gin 


Thr 


Ala 


Arg 


Phe 


Tyr 


Arg 








20 










Arg 


His 


Glu 


Glu 


Phe 


Glu 


Glu 


Gly 






35 










40 


Tyr 


Asp Gly 


Lys 


Trp 


Ser 


Lys 


Thr 




50 










55 




Asp 


His 


Phe 


Val 


Ala 


Glu 


Leu 


Thr 


65 










70 






Lys 


Leu 


Gly 


Asn 


Asp 


Phe 


Met 


Gly 










85 








Val 


Ser 


Asn 


Ala 


Arg 


Lys 


Leu 


Glu 



100 



Phe 


Val 


Phe 


Lys Val 


Gly Asn 


Arg 




10 






15 




Asp 


Val 


Leu 


Gly Met 


Lys Val 


Leu 


25 








30 




Cys 


Lys 


Ala 


Ala Cys Asn Gly 


Pro 








45 






Met 


Val 


Gly 


Phe Gly 


Pro Glu 


Asp 








60 






Tyr 


Asn 


Tyr 


Gly Val 


Gly Asp 


Tyr 






75 






80 


1 le 


Thr 


Leu 


Ala Ser 


Ser Gin 


Ala 




90 






95 




Trp 


Pro 


Leu 


Thr Glu 


Val Ala 


Glu 


105 








110 
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u 1 y va 1 rrie 


Pill 

u 1 U 


Thr 


Glu Ala Pro Gly Gly Tyr 


Lys rne 


Tyr Leu 


n 1 n 

u 1 n 


115 






120 


125 








Asn Arg Ser 


Leu 


Pro Gin Ser Asp Pro Val Leu 


Lys Val 


Thr 


Leu 


Ala 


130 






135 


140 








Val Ser Asp 


Leu 


Gin 


Lys Ser Leu Asn Tyr Trp 


Cys Asn 


Leu 


Leu 


Gly 


145 






150 155 








160 


Met Lys Me 


Tyr 


Glu 


Lys Asp Glu Glu Lys Gin 


Arg Ala 


Leu 


Leu 


Gly 






165 


170 






175 




Tyr Ala Asp 


Asn 


Gin 


Val Ser Asn Leu Gly Glu 


Glu 










180 




185 











<210> 11758 
<211> 1626 
<212> DNA 
<213> Homo sapiens 



<400> 11758 

caaaataatg tttataaatt tatttgtcta 
aaataatcct aaatggttat atttgataga 
attaaaggaa ggtttaaaaa tctattttca 
ttccttttat ctacatgtaa ttggacatgt 
tgtacaggga gaaattaagc attctgtttt 
ttaaaaacaa ttcatgttca aaggagcttt 
taatgtgaca gaagtaaata tagtgogtca 
acttaagttg gaaaaccagc ctctaaaaaa 
tggttccctg caggtctcag aaaoattagt 
agtgttggcc tctggcctct tccGctcaca 
tctctgctgc tttctccctt cacccgtggg 
cccattccta ctttagtctc tttgaaatct 
ttccagtaca accaatatta ctcctgaggg 
tatctggtat ggcgcctggc atatggcatt 
atagatattt gtcatcttga caagtagocc 
tcaatggcac atggctggaa aatgcagaaa 
agcttgtaca gctgcctccc ggcagtccag 
tggcaggcag acccggcatg tagccgctgg 
ccaaagttca gcacttggtt aagcctgatc 
ataaagaaag tggacactta aataagctat 
aactgcacag gtatactacc agcgtttgga 
tgttttatga gaggcctggc aatgggtaaa 
aaatggccac tcctgtagtt tcttttctgt 
gtttctttct aacattgtat tttataactc 
aaaaaaaaaa tttgagagtg gtagaattac 
ttaaactgtt gaaatgtaag ctctgagggc 
cgttgcatct agtgtggtgc acctggcaca 
aaaaac 



tactagtaga agtgatcagt gacatactat 60 

attcataaca cattaaagag aaaatttcac 120 

gattataaaa ggtgtcttta ctggttttca 180 

aaacttgtta aaaatcaaaa tcttactgat 240 

aaaaattagg cttattgcta gactgtaagt 300 

tcaaattacc cagtcoacca cagaatcagc 360 

taattgctaa aaacagggtg aatttctttc 420 

ttaggtgctg gtaatgagag cttaatacca 480 

agttcctttc ttggccctca ctgtccttcc 540 

tttatgttca ttotccgggc ttatattcat 600 

actctcaccc ttcttgctca ttctccagca 660 

tttttggaga ttttccttca gctacaaatg 720 

gcaaagactt tttcttattt atgtccctag 780 

tcagaatatg ttcatagttg aaacagtagg 840 

tttgcaattt atacttgagt tcactcctgg 900 

gcaagttcao ttacagcctg aggottataa 960 

gaaaactgca aaaaatggga agtaaggtcc 1020 

ccatcttgaa tcctagggca tgaagttgcc 1080 

cctctggttt atcacaaaga ataggatggg 1 1 40 

aaattatatg gtccttgtct agcaggagac 1200 

tattgatata tacatggcaa atctgaatat 1260 

acaccaaact tgaaatcaga acataggtgc 1320 

aaaatgggat ctggacgaat gataccaaao 1380 

tggcctatga ttgtgttgtg tcttgcatta 1440 

ttctgttatc tgaaatacot gagatgcact 1500 

agggaccgta tcttatttac tgttagtatc 1560 

cagtaggcao tcaataaata tgtattgatt 1620 

1626 
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<210> 11759 

<211> 2282 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (51). . (542) 

<400> 11759 

goagcggcgg cccacacagc agcgagaggo 
aaccoaacca gacgcggacc tacgaccccg 
gcttccggag cgaacgcgag gacgaggtcc 
gctggatcgt gccgggcggg ggcatggagc 
gagaggtgta cgaagaagog ggagtcaagg 
aacagaacca ggatcgcaag cacagaacgt 
tggaggattg ggaagattcg gttagcattg 
atgccatcaa ggttctccag tgccacaagc 
agctgggcgg ttccccaacc aatggaaact 
cctaatgaac agcaaagatg ttcagtattg 
gatcagtgga attgtcaagt acaggtgago 
tggtttcttc ctgcatcttg ggacactcct 
gttgttgtac tottatacgt gaatagactc 
cttttttgat gtgtctgcct tcattagact 
ccttactctt tgcatattct gcatctgaga 
aggttotttg attcaattaa tattttgtaa 
tctggtgcta gtagagtata tgctatctag 
tgtttcagaa atatttcaag acggttgtaa 
tttctatgtc ataccacaca gtagctgcac 
atgttttgta gaatcagtco ttcgtgtaac 
tacttaaatt ttattcaaaa actatcaott 
gtggacgcaa aataatgttg tgagttttta 
catttttttg caatgcctgc cctaaccact 
gaaacactgt ttcctcattt tacagattta 
caggctatat cataggcagt ttccaaactt 
tttgcotctc tcactgatcc atttggctgt 
tagctcctca tcctacctgg tttctgcata 
attgttgtca tttagaaaag gcatttagga 
tgaaggtttt tttaaaaaag aggacttgca 
taacaaagat gtttagaaga aatcttacgg 
tcttcagctc cttacaaatt accaaaagtg 
cttttatatt ataaagoaat tgcatcgata 
cttcctcatg ataccagtga aatgtattga 
taaaaatata acttcttgat ttattgtttt 
tgttttaaaa aatgattatc ttttagagaa 
atgttactgg tattcgcttc aaaatcatct 
acaagattgg ccataaattg gtaattgotg 
tatactatto tctatacttt tgtatatgtt 



gagaggaggc tgootcgagg atgaagtgca 60 
aggggttcaa gaagcgggcg gcgtgcctgt 120 
tgttagtgag tagcaaccgg tacccggacc 180 
cogaggagga gccgggcggt goggcggtcc 240 
ggaagttagg ccggctcctg ggogtcttcg 300 
acgtgtatgt actgactgtc acggagctgc 360 
ggaggaagcg agagtggttc aaagtcgaag 420 
ccgtgcacgc cgaatatctg gagaaactaa 480 
ccatggcccc atcctcgcca gatagcgatc 540 
tgctgaaaga aacattgatg tgaacccagt 600 
acttctgtgt tccoaagaag acagctcatc 660 
tccctgtcta taccactgac tcttgctctg 720 
ttaattcagc acctatagcc ttttgttgtg 780 
atgatgtctt tgagagcaaa gactattttt 840 
cactacttga aatatggttg goatcactga 900 
tcaccgtgtg gcaaaacatt ccccttccaa 960 
gcaccatgtg tgtggctttt gtgtatcagg 1020 
gatgtttgag gacaagaatt attactccta 1080 
agttttaaga ttatgccatc acctagggta 1140 
aactctagtg tttttgtact gttgatgatt 1200 
gctataaagg taattgtaaa aataaataca 1260 
taaaaataaa ttttaaaatg atatataaga 1320 
tcttacatgt catcttaaca tctctttgag 1380 
acatactgta ttatttgatg ccagagccaa 1440 
aattatgcca tttagtttgt ctagatttct 1500 
agttttcatc ccttttccag tacacacagc 1560 
tgagaatgca gagggctgag agagggcaaa 1620 
aagaggctgc tattagaggg gaacacaaag 1680 
tcagctgcct ccagaacaat tttaagaaaa 1740 
agtttgcoat gggatgtgtg atatcagcag 1800 
gttctaatat gctagtttgt ttgatttttt 1860 
aaagcttgga ctccatttta gtgtgacact 1920 
ttgtgtcccc agttgttaca taatttgaaa 1980 
ttaagatgtg atatggtact gtggttatgt 2040 
gtatactgaa aaatgtacag gtgaaatgat 2100 
gagtgtgggg taattgagta catagatgaa 2160 
aagotgtgtg atggatgttt gagagttcat 2220 
tgaaattttc cataataaaa attgaaaaaa 2280 
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gt 2282 



<210> 11760 
<211> 164 
<212> PRT 

<213> Homo sapiens 



<400> 11760 



Met 


Lys Cys 


Lys 


Pro 


Asn Gin Thr Arg 


Thr Tyr Asp Pro Glu 


Gly 


Phe 


1 






5 




10 


15 




Lys 


Lys Arg 


Ala 


Ala 


Cys Leu Cys Phe 


Arg Ser Glu Arg Glu Asp Glu 






20 




25 


30 






Val 


Leu Leu 


Val 


Ser 


Ser Asn Arg Tyr 


Pro Asp Arg Trp 1 1 e 


Val 


Pro 




35 






40 


45 






Gly 


Gly Gly 


Met 


Glu 


Pro Glu Glu Glu 


Pro Gly Gly Ala Ala 


Val 


Arg 




50 






55 


60 






Glu 


Val Tyr 


Glu 


Glu 


Ala Gly Val Lys 


Gly Lys Leu Gly Arg 


Leu 


Leu 


65 








70 


75 




80 


Gly 


Val Phe 


Glu 


Gin 


Asn Gin Asp Arg 


Lys His Arg Thr Tyr Val 


Tyr 








85 




90 


95 




Val 


Leu Thr 


Val 


Thr 


Glu Leu Leu Glu 


Asp Trp Glu Asp Ser 


Val 


Ser 






100 




105 


110 






1 le 


Gly Arg 


Lys 


Arg 


Glu Trp Phe Lys 


Val Glu Asp Ala 1 le 


Lys 


Val 




115 






120 


125 






Leu 


Gin Cys 


His 


Lys 


Pro Val His Ala 


Glu Tyr Leu Glu Lys 


Leu 


Lys 




130 






135 


140 






Leu 


Gly Gly 


Ser 


Pro 


Thr Asn Gly Asn 


Ser Met Ala Pro Ser 


Ser 


Pro 


145 








150 


155 




160 


Asp 


Ser Asp 


Pro 













<210> 11761 
<211> 2862 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (142). . (1593) 
<400> 11761 

gotooaaagg aggaaatgac cattoaggga tottaotoca gottgattao ggagaotgaa 60 
octtcatagg gtgogoactt accaaggaca ggaaggtttc tctgtttgaa gggctttaaa 120 
ottataacaa agaaaataaa aatgaogact tcgtctatca gacggoagat gaaaaacato 180 
gtgaaoaatt actoagaggc agaaatcaaa gtccgggaag ccaootccaa tgaocogtgg 240 
ggoocgtoca gttotctgat gaoogagatt gocgaoctga cotaoaaogt ggtggccttc 300 
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tcggagatca tgagcatggt gtggaagcgg 
gtgtacaagg cgctgaccct gctggactac 
cagcagtgcc gggagaacat cttcgccatc 
cgagatggca aggaccaggg catcaatgtg 
ctcaaggacg aggaacggtt gaaggctgag 
atggcccagg ttgccactgg catgggcagc 
cagcccaacc tctccaccag ccactcggag 
gcctcctacc atggctcgcc tgaggcctcg 
ctgggtcaga gtgaggagct gcagccactg 
gggctggcct cccgcccaaa tggcgactgg 
gcccgagcca cctccccgcg agtgtcctcc 
ggagaagagg agcttcagct gcagctggca 
gaagaacgcc tcaggcgggg tgatgacctc 
agggacacag ttaaaattcc aaaaaagaaa 
ctgttggatt taatggatgc tctccccagc 
tggggcccgt cagcctccac taaccagacc 
agtacttcag acccctggcc atcgtttggt 
ggggtgccca ctggagccac cgcacaatct 
tcacagcagc ctgcctccag tgctgggaaa 
accaccaagc ccgtgtctgt ctctgggtcc 
attaaagatg acttttctga atttgacaac 
ggattaacag gacttctgtt tacaatggaa 
gtgtgtctgt gatctcctct gtcttaatcc 
aaatggcagt tgtcccgagg gcgtggggtg 
gcaacagtcc ctaggctaag acaggggtgg 
cacctacctg ctaactccag atattatttt 
tattttggag atgaagaaaa aagtcattca 
aatattacct ccctcttcca aactcctact 
ttacgtcgtg cattaaagac cagaaaagac 
caatcctgtg tctgggcagc ttgcctggtg 
atttctcacc tctagctcta agggcagctg 
agattaccct tcgcaccggc acaggagaga 
gcaggctctg agtggggact gcacccactc 
ccaggagccg tgtctagagt tcctgaccag 
ctgggtctta ggctcccgct gccatttggg 
gaagggtggg gaggtgcaat gggatgggag 
ttcagacggt gcagggcctg ggccagcctt 
gggtcagtga ttcttttgta acgagtcttt 
agccactggg ccaccgggac ccaagaagac 
atcccgagtg catgtccctg ttgcccactg 
cgcatgttgc acctgtgcca tcgtgctcca 
cccagctgtt tctcagtccc agaggccggt 
tacttattta ctgtataaat ataatttatc 



ctgaatgacc atggcaagaa ctggcggcat 360 
ctcatcaaga caggctccga acgtgtggcc 420 
cagaccctga aggacttcca gtacattgac 480 
cgtgagaagt caaagcaact ggtggctctc 540 
agggcccagg ctctcaaagc caaagagcgc 600 
aaccagatca cctttgggcg aggctccagc 660 
caggagtatg gcaaggccgg gggctccccg 720 
ctgtgccccc agcaccgcac aggggccccg 780 
agccagcgcc accccttcct gccgcacctg 840 
tcccagccct gcctcacttg tgaccgcgca 900 
gagctggagc aagcccggcc ccagactagt 960 
cttgccatga gcagagaagt ggctgagcag 1020 
agattacaga tggccctgga agaaagccga 1080 
gagcatggct ctctcccaca gcagactacg 1140 
tcgggccccg cggcccagaa agcagagccc 1200 
aacccctggg gcgggccagc ggctcctgcg 1260 
accaagccag ctgcctccat tgacccatgg 1320 
gtccccaaga actcggaccc ctgggcagct 1380 
agagcttctg acgcgtgggg cgcagtctcc 1440 
tttgagctct tcagtaatct gaatggtaca 1500 
cttcggactt caaaaaaaac aggcatgcag 1560 
atctgaaatg gaagaaacat ctttaacctt 1620 
acgctcaggc taaagatggg gataatgtgg 1680 
gggggtgctt ctgtgcccac gggtccctgg 1740 
ggggctaagg gaccagggct ggccctgatc 1800 
taagttggag acctaaaaat aattctcttg 1860 
cctgggaggg atttttaaca aacatgcact 1920 
gtcctcacct cacccaccac tgtaaaagta 1980 
ttgcttttac ccagggaggg gacattcccc 2040 
gatgtttctg gccctttttc caccatggga 2100 
accacctgcc agcccctctc tggttccaga 2160 
tcttaaatgg tctctgggct gctgggacat 2220 
atgctgttcc tgaggctgcc ctctccagtc 2280 
ccaccttctg ccagaactgc aggcctgcgg 2340 
taagccggtg gctggtctcg tctgccgggg 2400 
gcaggatgct tgcccagaaa ggtgctttcc 2460 
acaggtcagt agactagact cgactacttg 2520 
catgatgtga ctttgaggcc ccgacatgac 2580 
agccccctgc cccatcttct ggcacaggcc 2640 
cactgatcat gaagccaccg gccactgcca 2700 
tcctgatggg caccgtggtg gaggaaatca 2760 
ggctggtttt gaacttgtgt tgaccgttga 2820 
atttgtacca tg 2862 



<210> 11762 
<211> 484 
<212> PRT 
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<213> Homo sapiens 



<400> 11762 



Met 


Thr 


Thr 


Ser 


Ser 


1 le 


Arg Arg Gin 


Met 


Lys 


Asn 


1 le 


Val 


Asn 


Asn 


1 








5 






10 










15 




Tyr 


Ser 


Glu 


Ala 


Glu 


1 le 


Lys Val Arg 


Glu 


Ala 


Thr 


Ser 


Asn 


Asp 


Pro 








20 






25 










30 






Trp 


Gly 


Pro 


Ser 


Ser 


Ser 


Leu Met Thr 


Glu 


1 le 


Ala 


Asp 


Leu 


Thr 


Tyr 






35 








40 








45 








Asn 


Val 


Val 


Ala 


Phe 


Ser 


Glu Me Met 


Ser 


Met 


Val 


Trp 


Lys 


Arg 


Leu 




50 










55 






60 










Asn 


Asp 


His 


Gly 


Lys Asn 


Trp Arg His 


Val 


Tyr 


Lys 


Ala 


Leu 


Thr 


Leu 


65 










70 






75 










80 


Leu 


Asp 


Tyr 


Leu 


1 le 


Lys 


Thr Gly Ser 


Glu 


Arg 


Val 


Ala 


Gin 


Gin 


Cys 










85 






90 










95 




Arg 


Glu 


Asn 


1 le 


Phe 


Ala 


Me Gin Thr 


Leu 


Lys 


Asp 


Phe 


Gin 


Tyr 


1 le 








100 






105 










110 






Asp 


Arg 


Asp 


Gly 


Lys Asp 


Gin Gly Me 


Asn 


Val 


Arg 


Glu 


Lys 


Ser 


Lys 






115 








120 








125 








Gin 


Leu 


Val 


Ala 


Leu 


Leu 


Lys Asp Glu 


Glu 


Arg 


Leu 


Lys 


Ala 


Glu 


Arg 




130 










135 






140 










Ala 


Gin 


Ala 


Leu 


Lys Ala 


Lys Glu Arg 


Met 


Ala 


Gin 


Val 


Ala 


Thr 


Gly 


145 










150 






155 










160 


Met 


Gly 


Ser 


Asn 


Gin 


1 le 


Thr Phe Gly 


Arg 


Gly 


Ser 


Ser 


Gin 


Pro 


Asn 










165 






170 










175 




Leu 


Ser 


Thr 


Ser 


His 


Ser 


Glu Gin Glu 


Tyr 


Gly 


Lys 


Ala 


Gly 


Gly 


Ser 








180 






185 










190 






Pro 


Ala 


Ser 


Tyr 


His 


Gly 


Ser Pro Glu 


Ala 


Ser 


Leu 


Cys 


Pro 


Gin 


His 






195 








200 








205 








Arg 


Thr 


Gly 


Ala 


Pro 


Leu 


Gly Gin Ser 


Glu 


Glu 


Leu 


Gin 


Pro 


Leu 


Ser 




210 










215 






220 










Gin 


Arg 


His 


Pro 


Phe 


Leu 


Pro His Leu 


Gly 


Leu 


Ala 


Ser 


Arg 


Pro 


Asn 


225 










230 






235 










240 


Gly 


Asp 


Trp 


Ser 


Gin 


Pro 


Cys Leu Thr 


Cys 


Asp 


Arg 


Ala 


Ala 


Arg 


Ala 










245 






250 










255 




Thr 


Ser 


Pro 


Arg 


Val 


Ser 


Ser Glu Leu 


Glu 


Gin 


Ala 


Arg 


Pro 


Gin 


Thr 








260 






265 










270 






Ser 


Gly 


Glu 


Glu 


Glu 


Leu 


Gin Leu Gin 


Leu 


Ala 


Leu 


Ala 


Met 


Ser 


Arg 






275 








280 








285 








Glu 


Val 


Ala 


Glu 


Gin 


Glu 


Glu Arg Leu 


Arg 


Arg 


Gly 


Asp 


Asp 


Leu 


Arg 




290 










295 






300 










Leu 


Gin 


Met 


Ala 


Leu 


Glu 


Glu Ser Arg 


Arg 


Asp 


Thr 


Val 


Lys 


1 le 


Pro 


305 










310 






315 










320 


Lys 


Lys 


Lys 


Glu 


His 


Gly 


Ser Leu Pro 


Gin 


Gin 


Thr 


Thr 


Leu 


Leu 


Asp 










325 






330 










335 




Leu 


Met 


Asp 


Ala 


Leu 


Pro 


Ser Ser Gly 


Pro 


Ala 


Ala 


Gin 


Lys 


Ala 


Glu 








340 






345 










350 






Pro 


Trp 


Gly 


Pro 


Ser 


Ala 


Ser Thr Asn 


Gin 


Thr 


Asn 


Pro 


Trp 


Gly 


Gly 
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355 










360 




365 






Pro 


Ala 


Ala 


Pro 


Ala 


Ser 


Thr 


Ser Asp 


Pro 


Trp Pro Ser 


Phe Gly 


Thr 




370 










375 






380 






Lys 


Pro 


Ala 


Ala 


Ser 


1 le 


Asp 


Pro Trp 


Gly 


Val Pro Thr 


Gly Ala 


Thr 


385 










390 








395 




400 


Ala 


Gin 


Ser 


Val 


Pro 


Lys 


Asn 


Ser Asp 


Pro 


Trp Ala Ala 


Ser Gin 


Gin 










405 








410 




415 




Pro 


Ala 


Ser 


Ser 


Ala 


Gly 


Lys 


Arg Ala 


Ser 


Asp Ala Trp 


Gly Ala 


Val 








420 








425 






430 




Ser 


Thr 


Thr 


Lys 


Pro 


Val 


Ser 


Val Ser 


Gly 


Ser Phe Glu 


Leu Phe 


Ser 






435 










440 




445 






Asn 


Leu 


Asn 


Gly 


Thr 


1 le 


Lys 


Asp Asp 


Phe 


Ser Glu Phe 


Asp Asn 


Leu 




450 










455 






460 






Arg 


Thr 


Ser 


Lys 


Lys 


Thr 


Gly 


Met Gin 


Gly 


Leu Thr Gly 


Leu Leu 


Phe 


465 










470 








475 




480 


Thr 


Met 


Glu 


1 le 



















<210> 11763 
<211> 2593 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (167). . (2284) 
<400> 11763 

gtgctaggag atgatcgggg aaagcatagt 
tgtgcgctga ctctccccgc ocagocagca 
ctctgttcgt tttcactgca ggaccaggca 
tgaatctcat aaaacagtgt ttgttgtgga 
gcagcatgtc gagtttgata tgotggtgaa 
ccccatatct aaatcattgt ggacttgctc 
aatgtatgat atatttcctt tcaaaaagct 
acatgtttta aattcttgga ctcaagaaga 
agccgctgtt gggcctocta atoctcgggc 
ccttgttgca gcagtggaaa ctctotgcaa 
tctactcatg gagaatgoag aacgtgttgg 
tgcaaaaagt gatagtcatg tgcgaatgct 
acataacaag cttgctgcaa attcagatca 
cttgatccao acctacccag ttggtgaaga 
gttgtccGcg gttttaacca gtgaagttca 
caaattgaat attttagtac agcaacattt 
tccaatgaag gaagaacagc atgctaacac 
tcacaaagat gcacatgtag atttoctgaa 
tcgagaaggc tcgtttaaag aaacaataac 



cccctgtctg tggcaccaga cactcccgac 60 
gccttttcca gagaggctgt ggtccatagc 120 
cgaaagttaa aacaaaatga agattttttc 180 
tcaotgooct tatatggcag aatcttgcag 240 
gaatagaacc caaggaatca ttcotttggc 300 
agtagaatct tccatggaat attgtagaat 360 
ggtgaatttt attgtgagtg actctggagc 420 
ccaaaattta caggagctaa tggcagcatt 480 
agatccagag tgctgcagta ttctgcatgg 540 
gattactgaa taccaacatg aggctcgtac 600 
aaatagagga cgaataatct gtattactaa 660 
tgaagactgt gtccaggaaa cgattcatga 720 
totoatgcag attoaaaaat gtgagttggt 780 
cagcottgta tctgatcgtt ctaaaaaaga 840 
tagtgttcgt gcaggacggc atcttgctac 900 
tgacttggct tcaactacta ttacaaatat 960 
atctgccaat tatgatgtgg agctacttca 1020 
aagtggtgat tcgcatctag gtggcggcag 1080 
attaaagtgg tgtacaccaa ggaoaaataa 1140 
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cattgaatta cactattgta ctggagctta 
accttcctcc tgccttacta attttcttct 
acgaaagtca ggttctaaag tcattagtca 
tttgcacgtc cttagcagtt ctcgatccat 
atgtggagga agagttacag actaccggat 
cagattaact ccttttctag accccagata 
ggaacgagca aaagatcagt tagaaagaca 
aaccaccatt tttaacatgc aagcggtagt 
tctgacagaa gaagatgtgt taaactgtca 
aagaaaaaat gatcctctac ctatttccac 
agatgaacaa taccgtatca tgtggaatga 
caactcagag aaacatcaaa gagtcttgga 
agaagaggaa gaacgaaaga aacgaggaag 
gaaagcagtg aaagattatg aacaggaaaa 
aatcttagag cgtggaaaag aagaattggc 
ttccccagaa cctccaaaca aaaaacccct 
aaaatcaaaa gggccagtgt cgttattatc 
ttccagaaaa catcaggaat ttgctggacg 
atatcaacat cttaaagagg aaaatgggat 
gcagtgaaga gtgacttgaa gaactaaatt 
ttcgatataa gtacttttac agcaagatgg 
atttttaaaa tatttcagct gtcatttttg 
aaatatacat ttgagatgat ttgtcctccc 
gtgttctctc tggaaatgtt tttaaaaaaa 
attaaaatat ttg 



tcggatttca cctgtagatg taaatagtag 1200 
aaatggtcgt tctgttttat tggaacaacc 1260 
tatgcttagt agccatggag gagagatttt 1320 
tctagaagat ccaccttcaa ttagtgaagg 1380 
tacagatttt ggtgaattta tgagggaaaa 1440 
taaaatcgat ggaagtcttg aggtcccttt 1500 
taccccttac tggcctatga tcatttcaca 1560 
tccattagcc agtgttattg tgaaagaatc 1620 
aaaaacaata tacaacttag ttgatatgga 1680 
agttggtaca agaggaaagg gccctaaaag 1740 
attagaaacc cttgtcaggg cccatatcaa 1800 
atgtctgatg gcatgcagga gcaaaccccc 1860 
aaagagggaa gacaaagagg acaagtcaga 1920 
gtcttggcaa gactcagaga gattaaaagg 1980 
tgaagctgag attataaaag attcgcctga 2040 
tgttgaaatg gatgaaactc cacaagtgga 2100 
cttgtggagt aatagaatca atactgccaa 2160 
tttgaactct gttaataaca gagctgaact 2220 
ggagacaaca gaaaatggaa aagccagccg 2280 
tagcatattg caaaaatatt ttgtgcggaa 2340 
tatagttatg ttgcctggac tggtttttac 2400 
tactaattat aaaattggca cataattcaa 2460 
aaattataca agtttatttt atggtataaa 2520 
ttcttaggct tctctttgcg aaataaaact 2580 

2593 



<210> 11764 
<211> 706 
<212> PRT 

<213> Homo sapiens 



<400> 11764 



Met 


Lys 1 1 e 


Phe 


Ser 


Glu 


Ser 


His 


Lys 


Thr 


Val 


Phe 


Val 


Val 


Asp 


His 


1 






5 










10 










15 




Cys 


Pro Tyr 


Met 


Ala 


Glu 


Ser 


Cys 


Arg 


Gin 


His 


Val 


Glu 


Phe 


Asp 


Met 






20 










25 










30 






Leu 


Val Lys 


Asn 


Arg 


Thr 


Gin 


Gly 


1 le 


1 le 


Pro 


Leu 


Ala 


Pro 


1 le 


Ser 




35 










40 










45 








Lys 


Ser Leu 


Trp 


Thr 


Cys 


Ser 


Val 


Glu 


Ser 


Ser 


Met 


Glu 


Tyr 


Cys 


Arg 




50 








55 










60 










1 la 


Met Tyr 


Asp 


1 le 


Phe 


Pro 


Phe 


Lys 


Lys 


Leu 


Val 


Asn 


Phe 


1 le 


Val 


65 








70 










75 










80 


Ser 


Asp Ser 


Gly 


Ala 


His 


Val 


Leu 


Asn 


Ser 


Trp Thr 


Gin 


Glu 


Asp 


Gin 








85 










90 










95 




Asn 


Leu Gin 


Glu 


Leu 


Met 


Ala 


Ala 


Leu 


Ala 


Ala 


Val 


Gly 


Pro 


Pro 


Asn 






100 










105 










110 






Pro 


Arg Ala 


Asp 


Pro 


Glu 


Cys 


Cys 


Ser 


1 le 


Leu 


His 


Gly 


Leu 


Val 


Ala 
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115 










120 








125 








Ala 


Val 


Glu 


Thr 


Leu 


Cys 


Lys 


1 le 


Thr 


Glu 


Tyr 


Gin His 


Glu 


Ala 


Arg 




130 










135 










140 








Thr 


Leu 


Leu 


Met 


Glu 


Asn 


Ala 


Glu 


Arg 


Val 


Gly 


Asn Arg 


Gly 


Arg 


1 le 


145 










150 










155 








160 


1 le 


Cys 


lie 


Thr 


Asn 


Ala 


Lys 


Ser 


Asp 


Ser 


His 


Val Arg 


Met 


Leu 


Glu 










165 










170 








175 




Asp 


Cys 


Val 


Gin 


Glu 


Thr 


1 le 


His 


Glu 


His 


Asn 


Lys Leu 


Ala 


Ala 


Asn 








180 










185 








190 






Ser 


Asp 


His 


Leu 


Met 


Gin 


1 le 


Gin 


Lys 


Cys 


Glu 


Leu Val 


Leu 


1 le 


His 






195 










200 








205 








Thr 


Tyr 


Pro 


Val 


Gly 


Glu 


Asp 


Ser 


Leu 


Val 


Ser 


Asp Arg 


Ser 


Lys 


Lys 




210 










215 










220 








Glu 


Leu 


Ser 


Pro 


Val 


Leu 


Thr 


Ser 


Glu 


Val 


His 


Ser Val 


Arg 


Ala 


Gly 


225 










230 










235 








240 


Arg 


His 


Leu 


Ala 


Thr 


Lys 


Leu 


Asn 


1 le 


Leu 


Val 


Gin Gin 


His 


Phe 


Asp 










245 










250 








255 




Leu 


Ala 


Ser 


Thr 


Thr 


1 le 


Thr 


Asn 


1 le 


Pro 


Met 


Lys Glu 


Glu 


Gin 


His 








260 










265 








270 






Ala 


Asn 


Thr 


Ser 


Ala 


Asn 


Tyr 


Asp 


Val 


Glu 


Leu 


Leu His 


His 


Lys 


Asp 






275 










280 








285 








Ala 


His 


Val 


Asp 


Phe 


Leu 


Lys 


Ser 


Gly 


Asp 


Ser 


His Leu 


Gly 


Gly 


Gly 




290 










295 










300 








Ser 


Arg 


Glu 


Gly 


Ser 


Phe 


Lys 


Glu 


Thr 


1 le 


Thr 


Leu Lys 


Trp 


Cys 


Thr 


305 










310 










315 








320 


Pro 


Arg 


Thr 


Asn 


Asn 


1 le 


Glu 


Leu 


His 


Tyr 


Cys 


Thr Gly 


Ala 


Tyr 


Arg 










325 










330 








335 




1 le 


Ser 


Pro 


Val 


Asp 


Val 


Asn 


Ser 


Arg 


Pro 


Ser 


Ser Cys 


Leu 


Thr 


Asn 








340 










345 








350 






Phe 


Leu 


Leu 


Asn 


Gly 


Arg 


Ser 


Val 


Leu 


Leu 


Glu 


Gin Pro 


Arg 


Lys 


Ser 






355 










360 








365 








Gly 


Ser 


Lys 


Val 


1 le 


Ser 


His 


Met 


Leu 


Ser 


Ser 


His Gly 


Gly 


Glu 


1 le 




370 










375 










380 








Phe 


Leu 


His 


Val 


Leu 


Ser 


Ser 


Ser 


Arg 


Ser 


1 le 


Leu Glu 


Asp 


Pro 


Pro 


385 










390 










395 








400 


Ser 


1 le 


Ser 


Glu 


Gly 


Cys 


Gly 


Gly 


Arg 


Val 


Thr 


Asp Tyr 


Arg 


1 le 


Thr 










405 










410 








415 




Asp 


Phe 


Gly 


Glu 


Phe 


Met 


Arg 


Glu 


Asn 


Arg 


Leu 


Thr Pro 


Phe 


Leu 


Asp 








420 










425 








430 






Pro 


Arg 


Tyr 


Lys 


1 le 


Asp 


Gly 


Ser 


Leu 


Glu 


Val 


Pro Leu 


Glu 


Arg 


Ala 






435 










440 








445 








Lys 


Asp 


Gin 


Leu 


Glu 


Arg 


His 


Thr 


Pro 


Tyr 


Trp 


Pro Met 


1 le 


1 le 


Ser 




450 










455 










460 








Gin 


Thr 


Thr 


1 le 


Phe 


Asn 


Met 


Gin 


Ala 


Val 


Val 


Pro Leu 


Ala 


Ser 


Val 


465 










470 










475 








480 


1 le 


Val 


Lys 


Glu 


Ser 


Leu 


Thr 


Glu 


Glu 


Asp 


Val 


Leu Asn 


Cys 


Gin 


Lys 










485 










490 








495 




Thr 


1 le 


Tyr 


Asn 


Leu 


Val 


Asp 


Met 


Glu 


Arg 


Lys 


Asn Asp 


Pro 


Leu 


Pro 
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500 



1 1 — 

1 le 


Ser 


Thr 


Va 1 


G ly 


Thr Arg Gly 






f— ^ f— 

515 






520 


Tyr 


Arg 


1 1 e 


Met 


Trp 


Asn Glu Leu 




530 








535 


Asn 


Asn 


Ser 


Glu 


Lys 


His Gin Arg 


545 










550 


Arg 


Ser 


Lys 


Pro 


Pro 


Glu Glu Glu 










565 




Arg 


Glu 


Asp 


Lys 


Glu 


Asp Lys Ser 








580 






Gin 


Glu 


Lys 


Ser 


Trp 


Gin Asp Ser 






595 






600 


Arg 


Gly 


Lys 


Glu 


Glu 


Leu Ala Glu 




610 








615 


Asp 


Ser 


Pro 


Glu 


Pro 


Pro Asn Lys 


625 










630 


Thr 


Pro 


Gin 


Val 


Glu 


Lys Ser Lys 










645 




Trp 


Ser 


Asn 


Arg 


1 le 


Asn Thr Ala 








660 






Ala 


Gly 


Arg 


Leu 


Asn 


Ser Val Asn 






675 






680 


Leu 


Lys 


Glu 


Glu 


Asn 


Gly Met Glu 




690 








695 


Arg 


Gin 










705 













r~ r\r- 

505 






510 






Lys 


Gly Pro Lys 


Arg Asp 


Glu 


Gin 






525 








Glu 


Thr Leu Val 


Arg Ala 


His 


1 le 




540 










Val 


Leu Glu Cys 


Leu 


Met 


Ala 


Cys 




555 








560 


Glu 


Arg Lys Lys 


Arg Gly 


Arg 


Lys 




570 






575 




Glu 


Lys Ala Val 


Lys 


Asp 


Tyr 


Glu 


585 






590 






Glu 


Arg Leu Lys 


Gly 


1 le 


Leu 


Glu 






605 








Ala 


Glu Me Me 


Lys 


Asp 


Ser 


Pro 




620 










Lys 


Pro Leu Val 


Glu 


Met 


Asp 


Glu 




635 








640 


Gly 


Pro Val Ser 


Leu 


Leu 


Ser 


Leu 




650 






655 




Asn 


Ser Arg Lys 


His 


Gin 


Glu 


Phe 


665 






670 






Asn 


Arg Ala Glu 


Leu 


Tyr 


Gin 


His 






685 








Thr 


Thr Glu Asn 


Gly 


Lys 


Ala 


Ser 




700 











<210> 11765 
<211> 2375 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (68). . (2185) 

<400> 11765 

actacotcgc tgggaccctg gtcttgctgt 
ggccaggatg ggccggaagg tgaccgtggc 
cttcgagggc aatttgcaaa gaattttaaa 
aagatacagg cttggaccag agctggaaat 
ogagtoggac accctcttgc actcgtttca 
cactcaggac atoatctgcg acgtggggat 
ctgcagagtg atattcctca acaggaagat 
caatgaaggc aactaccgcg agctgcgctg 
agaggagtac tttctgcctc ggatgataca 



cccccgctgg cctcctgcGC aagcgactgc 60 

cacctgcgca ctcaaccagt gggccctgga 120 

gagtattgaa attgccaaaa acagaggagc 180 

atgcggctac ggatgttggg atcattatta 240 

agtcctagog gccottctgg agtctcccgt 300 

gcctgtaatg caccgaaacg tccgctacaa 360 

cctgctcatc agacccaaga tggccttggc 420 

gttcaccccg tggtcgagga gtcggcacac 480 

ggaootgaca aagoaggaaa ccgtacoctt 540 
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cggagatgcg gtgctggtga catgggacac 
ctggacaccc cacagcccgc acatcgacat 
cgcctcgggc agccaccacg tgctgcgcaa 
ggtcaccagc aagaacggtg ggatttactt 
ccgcctgtac tacgacggct gtgccatgat 
atcccagttt tctctggatg acgtggaagt 
ccggagctac agggcggaga tttcatctcg 
ccccagagtg aaggtggact ttgccctctc 
tgagcccatc gagtggaaat accacagccc 
ctggctctgg gattttttaa gacgaagtca 
cggggtggac agcgcagcca ccgcctgcct 
ggccgtgagg agtggaaatg aggaagtgct 
cagctacacc ccccaggatc cccgagacct 
ggccagcaag aactcctccc aggagacgtg 
tggaagccac cacatcagtc tcaacatcga 
cagcctggtg acggggaaga gccctctgtt 
cctggcgctg caaaatgtgc aggctcgaat 
gttgagcctc tggtctcggg gtgtccacgg 
ggatgagagt ctcctgggct acctgaccaa 
cataggcggg atcagcaaga cggacctcag 
ccagcttcct gccctgcaga gcatcctgtt 
ggctgatgga caggtgtccc agaccgacga 
ctcggtctat gggaaactca ggaaggtggc 
actcctcggc atgtggagac acatctgcac 
gtttttctcc aagtactcca tgaacagaca 
cgccgagaac tacagccctg aggacaacag 
aagctggcct tggcagtttc ggtgcataga 
gccacagtcc ctggacggcg tggactgagg 
ggggacccca gcacctcatc atcagcattg 
gagcccagga tgggatggcg catcagccga 
aaaaagaggc tggaataaag cctgggctta 



ctgcattgga agtgagatct gtgaggagct 600 
gggcctggat ggcgtggaga tcatcaccaa 660 
agccaacacc agggtggatc tcgtgactat 720 
gctggccaac cagaagggtt gcgacgggga 780 
cgccatgaac ggaagcgtct ttgctcaagg 840 
cctgacggcc acgctggatc tggaggacgt 900 
aaacctggcg gccagcaggg cgagccccta 960 
gtgccacgag gacttgctgg cacccatctc 1020 
tgaggaggag ataagccttg gacctgcctg 1080 
acaggcaggg tttttgctgc ccttgagtgg 1140 
catctactcc atgtgctgcc aggtctgcga 1200 
ggctgatgtc cgcaccatcg tgaaccagat 1260 
ctgtggacgc atactgacca cctgctacat 1320 
cacccgggcc agagagttgg cccagcagat 1380 
tccagccgtg aaggccgtca tgggcatctt 1440 
tgcagctcat ggaggaagca gcagggaaaa 1500 
acggatggtc ctcgcctatc tgtttgctca 1560 
tgggctcctc gtgctgggat ccgccaacgt 1620 
gtacgactgc tccagtgcgg acatcaaccc 1680 
ggccttcgtc cagttctgca tccagcgctt 1740 
ggcgccggcc accgcagagc tggagccctt 1800 
ggaagatatg gggatgacat atgcggagct 1860 
caagatgggg ccctacagca tgttctgcaa 1920 
cccgagacag gtcgctgaca aagtgaagcg 1980 
caagatgacc acgctcacac ccgcgtacca 2040 
gtttgatctg cgaccatttc tgtacaacac 2100 
aaatcaggtg ctacagctcg agagggcaga 2160 
ccggttcctt cctggaggcc tcctgtcctc 2220 
ctggagccaa gggtaggagc cctacactag 2280 
gagggaggga acttttcagt caaattcctc 2340 
aaaag 2375 



<210> 11766 
<211> 706 
<212> PRT 

<213> Homo sapiens 
<400> 11766 

Met Gly Arg Lys Val Thr Val Ala Thr Cys Ala Leu Asn Gin Trp Ala 

15 10 15 

Leu Asp Phe Glu Gly Asn Leu Gin Arg Me Leu Lys Ser lie Glu lie 

20 25 30 

Ala Lys Asn Arg Gly Ala Arg Tyr Arg Leu Gly Pro Glu Leu Glu lie 

35 40 45 

Cys Gly Tyr Gly Cys Trp Asp His Tyr Tyr Glu Ser Asp Thr Leu Leu 

50 55 60 

His Ser Phe Gin Val Leu Ala Ala Leu Leu Glu Ser Pro Val Thr Gin 
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65 










70 










75 








80 




Asp 


1 le 


1 le 


Cys 


Asp 


Va 1 


Gly 


Met 


Pro 


Val 


Met 


His 


Arg 


Asn 


Val Arg 












85 










90 










95 




Tyr 


Asn 


Cys 


Arg 


Val 


1 le 


Phe 


Leu 


Asn 


Arg 


Lys 


1 le 


Leu 


Leu 


1 1 e Arg 










100 










105 










1 10 






Pro 


Lys 


Met 


Ala 


Leu 


Ala 


Asn 


Glu 


Gly 


Asn 


Tyr 


Arg 


Glu 


Leu 


Arg Trp 








115 










120 










125 








Phe 


Thr 


Pro 


Trp 


Ser 


Arg 


Ser 


Arg 


His 


Thr 


Glu 


Glu 


Tyr 


Phe 


Leu Pro 






130 










135 










140 










Arg 


Met 


1 le 


Gin 


Asp 


Leu 


Thr 


Lys 


Gin 


Glu 


Thr 


Val 


Pro 


Phe 


Gly Asp 




145 










150 










155 








160 




Ala 


Val 


Leu 


Val 


Thr 


Trp 


Asp 


Thr 


Cys 


1 le 


Gly 


Ser 


Glu 


1 le 


Cys Glu 












165 










170 










175 




Glu 


Leu 


Trp 


Thr 


Pro 


His 


Ser 


Pro 


His 


1 le 


Asp 


Met 


Gly 


Leu 


Asp Gly 


Q 








180 










185 










190 






Val 


Glu 


1 le 


1 le 


Thr 


Asn 


Ala 


Ser 


Gly 


Ser 


His 


His 


Val 


Leu 


Arg Lys 








195 










200 










205 








Ala 


Asn 


Thr 


Arg 


Val 


Asp 


Leu 


Val 


Thr 


Met 


Val 


Thr 


Ser 


Lys 


Asn Gly 






210 










215 










220 










Gly 


1 le 


Tyr 


Leu 


Leu 


Ala 


Asn 


Gin 


Lys 


Gly 


Cys 


Asp 


Gly 


Asp 


Arg Leu 




225 










230 










235 








240 


is 


Tyr 


Tyr 


Asp 


Gly 


Cys 


Ala 


Met 


1 le 


Ala 


Met 


Asn 


Gly 


Ser 


Val 


Phe Ala 












245 










250 










255 




Gin 


Gly 


Ser 


Gin 


Phe 


Ser 


Leu 


Asp 


Asp 


Val 


Glu 


Val 


Leu 


Thr 


Ala Thr 


nj 








260 










265 










270 




m 


Leu 


Asp 


Leu 


Glu 


Asp 


Val 


Arg 


Ser 


Tyr 


Arg 


Ala 


Glu 


1 le 


Ser 


Ser Arg 








275 










280 










285 








Asn 


Leu 


Ala 


Ala 


Ser 


Arg 


Ala 


Ser 


Pro 


Tyr 


Pro 


Arg 


Val 


Lys 


Va 1 Asp 






290 










295 










300 










Phe 


Ala 


Leu 


Ser 


Cys 


His 


Glu 


Asp 


Leu 


Leu 


Ala 


Pro 


1 le 


Ser 


Glu Pro 




305 










310 










315 








320 




1 le 


Glu 


Trp 


Lys 


Tyr 


His 


Ser 


Pro 


Glu 


Glu 


Glu 


1 le 


Ser 


Leu 


Gly Pro 












325 










330 










335 




Ala 


Cys 


Trp 


Leu 


Trp 


Asp 


Phe 


Leu 


Arg 


Arg 


Ser 


Gin 


Gin 


Ala 


Gly Phe 










340 










345 










350 






Leu 


Leu 


Pro 


Leu 


Ser 


Gly 


Gly 


Val 


Asp 


Ser 


Ala 


Ala 


Thr 


Ala 


Cys Leu 








355 










360 










365 








1 ie 


Tyr 


Ser 


Met 


Cys 


Cys 


Gin 


Val 


Cys 


Glu 


Ala 


Val 


Arg 


Ser 


Gly Asn 






370 










375 










380 










Glu 


Glu 


Val 


Leu 


Ala 


Asp 


Val 


Arg 


Thr 


1 le 


Val 


Asn 


Gin 


1 le 


Ser Tyr 




385 










390 










395 








400 




Thr 


Pro 


Gin 


Asp 


Pro 


Arg 


Asp 


Leu 


Cys 


Gly 


Arg 


1 le 


Leu 


Thr 


Thr Cys 












405 










410 










415 




Tyr 


Met 


Ala 


Ser 


Lys 


Asn 


Ser 


Ser 


Gin 


Glu 


Thr 


Cys 


Thr 


Arg 


Ala Arg 










420 










425 










430 






Glu 


Leu 


Ala 


Gin 


Gin 


1 le 


Gly 


Ser 


His 


His 


1 le 


Ser 


Leu 


Asn 


1 1 e Asp 








435 










440 










445 








Pro 


Ala 


Val 


Lys 


Ala 


Val 


Met 


Gly 


1 le 


Phe 


Ser 


Leu 


Val 


Thr 


Gly Lys 
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450 




455 








460 










Ser 


Pro 


Leu 


Phe Ala Ala His 


Gly Gly 


Ser 


Ser 


Arg 


Glu 


Asn 


Leu 


Ala 


465 






470 






475 










480 


Leu 


Gin 


Asn 


Val Gin Ala Arg 


1 1 e Arg 


Met 


Val 


Leu 


Ala 


Tyr 


Leu 


Phe 








485 




490 










495 




Ala 


Gin 


Leu 


Ser Leu Trp Ser 


Arg Gly 


Val 


His 


Gly 


Gly 


Leu 


Leu 


Val 








500 


505 










510 






Leu 


Gly 


Ser 


Ala Asn Val Asp 


Glu Ser 


Leu 


Leu 


Gly 


Tyr 


Leu 


Thr 


Lys 






515 




520 








525 








Tyr 


Asp 


Cys 


Ser Ser Ala Asp 


1 le Asn 


Pro 


1 le 


Gly 


Gly 


1 le 


Ser 


Lys 




530 




535 








540 










Thr 


Asp 


Leu 


Arg Ala Phe Val 


Gin Phe 


Cys 


1 le 


Gin 


Arg 


Phe 


Gin 


Leu 


545 






550 






555 










560 


Pro 


Ala 


Leu 


Gin Ser Me Leu 


Leu Ala 


Pro 


Ala 


Thr 


Ala 


Glu 


Leu 


Glu 








565 




570 










575 




Pro 


Leu 


Ala 


Asp Gly Gin Val 


Ser Gin 


Thr 


Asp 


Glu 


Glu 


Asp 


Met 


Gly 








580 


585 










590 






Met 


Thr 


Tyr 


Ala Glu Leu Ser 


Val Tyr 


Gly 


Lys 


Leu 


Arg 


Lys 


Val 


Ala 






595 




600 








605 








Lys 


Met 


Gly 


Pro Tyr Ser Met 


Phe Cys 


Lys 


Leu 


Leu 


Gly 


Met 


Trp 


Arg 




610 




615 








620 










His 


1 le 


Cys 


Thr Pro Arg Gin 


Val Ala 


Asp 


Lys 


Val 


Lys 


Arg 


Phe 


Phe 


625 






630 






635 










640 


Ser 


Lys 


Tyr 


Ser Met Asn Arg 


His Lys 


Met 


Thr 


Thr 


Leu 


Thr 


Pro 


Ala 








645 




650 










655 




Tyr 


His 


Ala 


Glu Asn Tyr Ser 


Pro Glu 


Asp 


Asn 


Arg 


Phe 


Asp 


Leu 


Arg 








660 


665 










670 






Pro 


Phe 


Leu 


Tyr Asn Thr Ser 


Trp Pro 


Trp 


Gin 


Phe 


Arg 


Cys 


1 le 


Glu 






675 




680 








685 








Asn 


Gin 


Val 


Leu Gin Leu Glu 


Arg Ala 


Glu 


Pro 


Gin 


Ser 


Leu 


Asp 


Gly 




690 




695 








700 










Val 


Asp 






















705 

























<210> 11767 
<211> 2671 
<212> DNA 

<213> Homo sapiens 
<400> 11767 

aacccatggc caattctgcc ctatccccat tctctacccc 
catattattt tgaagcaaat cccaggcatc acataagatc 
cctctacttc aggttattgt tgaaatgacc tgaaatttta 
attaagattg gaaagaaagg cagacagatt atgagaggcc 
ggagccccag agttgtttca gtagacagac aaaatctggt 
ttcatgaatg aataattaac ctagtgagag agagagtttc 
atggtaatgt gaaagaggcc ctgaagcagc agaattttta 



tttccatatt tttcttctcc 60 
aaaattttaa catgttttta 120 
aggaagtagc tgaaaatago 180 
tataatgcca gccttgtgga 240 
ctgtgcttta goaactttgt 300 
agaaagttgt aatgaaagga 360 
toactggatg attaattaaa 420 
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tgaggggatg agggaggctt tgctaacctg aatttcaagc ctgaatgagg ttgatgatga 480 
cattaactaa gacagcagac atggaaaagt aatgtgtgga acttagggtt cttggattcc 540 
aaagcagttg aaagggactt tgtctagctt aagcaagaag gaaatttatt aaaatattag 600 
tagggagagg agggacccct aggttgaaag ggaagactga agagccaggc taagaagtgt 660 
cagagtggca gtcagccagc cggggcattg ctgctagagt gagcgaatgc cagctatctt 720 
tagtgtttag gttgtattgc ttatcatcca ttctctaggg aggaagcatt ggatctcctt 780 
Gctcctatcc cttcattttt actcttttga ttagaggcaa acagggactt tattaatgct 840 
ctcttcaaac tatattgagg ggaaaaggta attctgcaga aggaaatcag gttgctattg 900 
ccgaaacaaa gtagaatgtt cagccaaaga gtaacagttg tccactgtgt aacaaacctg 960 
gctctgtaca tgttgcatgt gtgttatcta taaggcatgc aagtagaaat gtatagcaga 1020 
tagttggaaa tgtggttctg aagtataaga agatagattt atatagtata ctggattgat 1080 
tttccaagag tgactggatt cttcttccct agagatttta agaaaaaaaa aaataaccct 1140 
ttatcttggt tttgactgag tggtttaaag aaagtcagct ctaaatccat aacttactat 1200 
tggattgact tttgaagagc ctttcctgtg ctatggattc ttaattcatt ttgaagatcc 1260 
aacagcagcc gtgtagacca ccatcaagaa atgaacataa aagtcttttg attgaagcct 1320 
taagattttt gcactggctc ttctttctgc ctgcaaccac tagtctgctt tatgtctcta 1380 
agaatttgcc tttactggac atttcatata aatggaatca tatggtatgt ggccttttgt 1440 
gactgacttc ttttactcag cttaatgtta tcaagggtca tccatgctaa agcatgtgtc 1500 
agtacttcat ttctttttat tgctggataa catttcattg tatagatttg ccacatctta 1560 
tttattcatt catcaggtga tgggcatttg ggtttgcact ttttagctat ttgaataata 1620 
ctgctgtgac catttgtgta gaaatttttg tgtggacatt tctcttgggt acatggaagt 1680 
ggaatttctg ggttatatgg taactgtgtt taactgccga ggaactgcca aacttttcca 1740 
aaatgactgc cccattttac attcccacca gcagtctatg agtattctaa tttcttcaca 1800 
tcctcagcaa cacttgttat tgtctctcct tttgagttta gccatcctag tgagtatgaa 1860 
ggaatatctt gtttttattt tcatttcatt ttcctactaa tgatgttgaa cattctttca 1920 
tgcgcttttt ggttcatttg tttctttgtt ggggaaatgt ctatcaagtc ctttgcccat 1980 
ttttaagttg gataattgtc tttttattgt tgagttacaa gagttcttaa tagtctagat 2040 
gcgagttcct tgtcagatat ataatttgca aatattctct cattctgtgg gttgtctttt 2100 
aactttctta atggtatctt ttgaaatgta aaacttaaat tttgatgaag tccagtttat 2160 
ctattttttg tcacttgtgc agccatatct aagaaatcat tgccttaccc aaggtcacaa 2220 
agatttacta ctgtctttag taaagacagt tttctgttac taaacagaat accacagact 2280 
gggtaatttc taaagaaatt tacttagctc atggttccgg aggctgagaa gtctaagaac 2340 
atggtgcctg gcatttggtt agggccttct tgctgtgtca taatatggca gagggcatca 2400 
catggtgaga gggcaagcaa gaacaaaccc actcccatga tagtgacatt aatccatgta 2460 
tgagggcaaa gcttttatta attaatctgt tcatgaaggc agagggacta agtttccaac 2520 
atgtgatttt ttaagggata cattcaaact atagcaaccc ctatgttttc ttctaatagt 2580 
cttatagttg tagcattaca taggtctgtg atctgttttg aactattttt attttatttt 2640 
ataattatta tttttttgag actccgcctc c 2671 



<210> 11768 
<211> 6161 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (197). . (2818) 
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<400> 11768 

gtgctcgctt cggcagcaca tatactaaaa 
ccctgcgcaa ggatgacacg caaattcgtg 
tttgaacaga gacgtgaatg tctaaccttt 
caccactgtc acccagatga gcttgtccaa 
caatgctgat gggcagtatg atccatacac 
cctggatgag aagagcagaa ccatgagccg 
agttcatgga tcctcactct ccttggtttc 
agaaaaatgc cagtcagaga ttcgcaagct 
agtttcagct ttgaccaccc agctgacagc 
gagtcttggt aacatgacaa tcaggctcca 
ttcagaactg aatgagttaa gaaaaaccat 
ccaggctgcc attaatggag taattaacac 
tgcccagtct gcagacctcc gcatccgcag 
caacagtgcc accagccact ccagtgtggg 
gaagaggaag aactggttac gcagctcctt 
aaaatctgcg tcctctcatt cagatattga 
accaaagtta ccacacaatg ggtccacagg 
caactctcta atttcagaat gcatggatag 
tgagttaaga gacaaggaga tgaagctgac 
ccaccagctg gaccagctcc gggaggccat 
gaaagctgag aatgatcggc tgaagtcaga 
ttcccaagtg tccatctctg cctccccgag 
gaacctcact gagtcaacca gcctggacat 
tcggaaggaa ggaggcaggc atgttaagat 
gaaggaggat tccagaccac atctctttct 
gaagtgggat gcgctcgatg gggtggttag 
cgacccagtg agtcagctag ggctgaattc 
aatcaagcgc agcaacactt ccgaaacacc 
agagaacacg accatctcag tgactgtgaa 
ggtgtttgag tccttgattc ccaagcccat 
gcaccgtcgg atcattctct ctggccccag 
gctgtctgag tatatagtgc ttcgagaggg 
ctttaacgtg gaccataagt ccagcaagga 
ccagtgcaac agtgagaaca atgctgtgga 
acaccacgtg agctctctgg gcgagatctt 
atgcccttac ataattggca caatgaacca 
tcaccataac ttcagatggg tgctttgtgc 
tggccgattc ctgaggagga agctcatgga 
ggagctggta aaaatcattg actggattcc 
ggaggctcac agttcctcgg acgtcaccat 
cgatgtggac ggctcgagag tgtggttcac 
tctcctggaa gccatcagag aaggactcca 
tcctgccaag tgggtggtgg acacatatcc 
gcctcccctg ctgcagttac ggcctgagga 
ggagggatcg acaagcaagc agatgccccc 
catgctgatg aggctgcagg aggcagccaa 



ttggaacgat acagagaaga ttagcatggc 60 
aagcgttcca tattttttcc ccaaccagga 120 
tgattctatt ccttttattc cagcgagtcc 180 
cccgaccatg ctgaggactc acagcctctc 240 
tgacagccgc ttccggaata gctccatgtc 300 
ttcaggctca ttccgggatg ggtttgaaga 360 
cagcacatcg tcagtttatt ctacaccaga 420 
gcggcgggaa ctggatgcct cccaggagaa 480 
aaatgctcac cttgtggctg cctttgaaca 540 
gagtctgacc atgacagctg agcagaagga 600 
tgagctgcta aagaaacaga acgcagctgc 660 
acctgagctc aactgcaaag gaaacggcac 720 
gcagcactcc tcagacagcg tctccagcat 780 
cagcaacata gagagtgact caaagaagaa 840 
caagcaagct ttcgggaaga agaagtcccc 900 
ggagatgacg gattcttctt tgccttcctc 960 
ttccacccca ctgctgagga attctcactc 1020 
tgaagctgag accgtcatgc agctccgaaa 1080 
agatatccgc ttagaagctc tcagttctgc 1140 
gaacaggatg cagagtgaaa tagagaagct 1200 
gtctcaaggc agtggctgca gccgggctcc 1260 
gcagtccatg ggcctctccc agcacagctt 1320 
gttgctggat gacactggtg aatgctcggc 1380 
agttgtcagc tttcaggagg aaatgaagtg 1440 
tattggctgc attggagtta gtggcaagac 1500 
acggctgttc aaagaataca tcattcatgt 1560 
agacagcgtt cttggctaca gcattggaga 1620 
ggagctgctt ccttgtggct atctggttgg 1680 
agggctcgca gaaaacagcc tggactcact 1740 
cctgcagcgc tacgtctccc tcctgataga 1800 
cggcactggg aaaacctacc tggccaaccg 1860 
acgggagttg acagacgggg ttatcgccac 1920 
attgcgccag tacctgtcca accttgctga 1980 
catgcccctc gtcatcatcc tggacaacct 2040 
caatgggctg ctcaactgca agtaccacaa 2100 
ggctacctct tcgactccca acctgcagct 2160 
caaccacacg gagcctgtga agggtttcct 2220 
aacagagatc agtgggcggg tgcgcaatat 2280 
caaggtctgg catcacctca accgcttcct 2340 
cggcccccgg ctcttcctgt catgccccat 2400 
cgacttgtgg aactattcca ttatccccta 2460 
gctctatgga aggcgcgccc cctgggagga 2520 
atgggcagcc agcccacaac agcacgagtg 2580 
tgtcggcttc gacggctact ccatgcctcg 2640 
cagtgatgct gaaggtgacc cgctgatgaa 2700 
ctactccagc ccccagagct atgacagcga 2760 
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ctccaacagc aacagccatc acgatgacat cttggactcc tctttggagt ccactctgtg 2820 
acaggggccc ggagcccagc gccctcctct tctcctcacc gcattccacc tgcatccccc 2880 
acatcaccct gaagatgact tcctgagcca gcccccagcc acagccttag agctgcggga 2940 
acaccgagac cccccgtcct tcagcctcga cctgggtgca ggcatcccgg gccagctgcc 3000 
tgcggaccgc ttccttccac agcgagaact gcactacctt ctgttgtact ttaattattg 3060 
ttttgccttg ttgctgtgac ctccctaaga cactgaagat acttctcggg aaaggatcat 3120 
cgccgttgaa atgaaaagag agacagagag agaaaaaaaa aagagaaccc acatgaagct 3180 
ctgaaaccaa acagcatcct gccatgagct tcccagagac agaagagact ggagcaaagt 3240 
cggaaacaca gagaagcacg gcttcccctc agcacagacc ctccagactg ggtctcagag 3300 
ccgtgccacc caccctccca cacagccggc cacagggaga actggtgcta accagggtgc 3360 
ttgctttggt cacgttcaac gcactacaga gctacgacac aggggaacct taggagcaaa 3420 
taaaccgtgc tttcatgttt tttaaatggt gctttcctta cccgagaggt attttgcctg 3480 
ttccaatcga accaccccat tcaggtccat cagcctctga ttaatatccg tgagagtgag 3540 
tgacggagtg agagtgtgag cgagtggatg tggctgtcag tgcagaacag catgtgtctc 3600 
tttccttctg atatatgaat gaatcaggtt tttttttttt tttctgcaaa cactgtgtat 3660 
agtgagactt gttctacttt ggagaacagg ttaccttttg aaaatgaggt tgagtttctt 3720 
cctttctgat gcattgattt ttgaagattt ttttttcccc cttcccctct tggtcagaat 3780 
caatcctttg gtgaaagtaa gaaccgcagg agttgagttt tggtttggtc ctgctcagtt 3840 
ttggttttta gttgtccatc ctcacagtcc tacacactcg cctcctcctg ctagggctgg 3900 
gggtatctgt gtcctttaaa atggatgagg acctggtcct cgacatgtgg gtgagccatg 3960 
gaccttgcct tcccttctcg tccttgaggg tttagaacac acaccaacac ctccagcgtc 4020 
cccgccccag cttccggtgg ggtgatgcgg tcaccctgca aaagacttgc actttcctca 4080 
gaaccaacat gacgcagctc aataagggtg agggtcactc cctcccagaa gccccgtctg 4140 
gacgagcctt gcctgacctc ttcggtgctg accttcccaa agtgatgcct tactggtttt 4200 
gtactaactg tgttcatttt acataagcgt cgtgcctgcc tggggtttgt tttttttgtc 4260 
attgttttcc ccattgaaac aaacagggct aaaaagtcat ctgttcatta ggagaactca 4320 
agttgctgtg acttttctca tccaaaagac tcatttgtgt ggatgcgtga ccatgggaaa 4380 
aagaaaaaaa aaaaagatcc attttttagg ttcttttcgg tctccagctg gcaacccaac 4440 
tggacaatga tctgtctggt gcaggagaag gcaaaagttt ctacaagtct acatgacctt 4500 
gctgatactt gttctaatag aaacccagtc tgctgtgtct tcaacatact ggtattttca 4560 
ttacaaagta tggtaaattt ttgagttgtt tgtttctgtt ttgtaaagag aatccttatt 4620 
ggacaccagt gaaggtgtct ctgttttaat gatcagggtt tttattccat cttttgcatt 4680 
tcttctattt ctgaaggttt gtctcttggc atcttttttt agtttcttac cataagagtt 4740 
tgacccgaaa ctgctcactt cacattggat gacaccatgt tcttcctctt tgaaaagaaa 4800 
aggggaatgt gtcccactag tgaaaggaaa acttttcaac actatccctg ctttagtctc 4860 
agcaaactca gactattctg cttagccttc atcagtcatc tgggtgtgag tgtgtcttgt 4920 
tctgtttttc tttttaataa aacttttaaa ccatatattt agcctgtgac caggggggcc 4980 
aaaccctaag atttctggta aacctgaagg gtggccctcc tcagacaatt tatctcccag 5040 
caatgaccct actacactcg cgtactgtga atttgggagg aggtaaagtt gacttctcct 5100 
cgtgggcagt tttccaatca ccttgtgagt agacacctgc caatattgtt tgaaaccttt 5160 
ttttaatatg acatcctctc ttgtcattct cttctcccct ttcccacaga cttccctcct 5220 
gggtccaggt tcagaaccaa gacttctgta cctagtgctg cctgattggt gaacattgac 5280 
ttcaagtagc atagcccttg tgtgactcac aactccgtgt ccttcctaaa gtttcgggaa 5340 
gcagggttgt ctaatatgca catttcttat tttggtcata tttttacttt agtgtcactc 5400 
accttttaca aagtgacttt gtactcattt agggctctat cggaaatgct tccattttgc 5460 
cttttctaca gttaggccaa ttttgaaata tataaattct atgcaacatt tatgttgagt 5520 
taccaatgga agccaaaagt tctcttccca aactgccaag aatgatacag gccataattg 5580 
aaatgggaat accttttaag tttcattagg ggtggggtgg gagtgggaca ggaacaagac 5640 
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ttgcctagat ctttgttgta tcttggggac ttttactttg ttgtttgatg cttaaacttc 5700 
aaaattctct gtattcaaat ttgattgtgg cgaatctact tcaaaaagga aaaataatcc 5760 
aactttgtgg atattaaatg gaaggtttgc tgttttgatc tagttgtttc cagtggagca 5820 
gttttatgaa atatgttcta taagatgtac attttttcat tgtaacatag aaattgtaaa 5880 
taattgatta aagtgctgca ttttgatgaa ttttttctag ccatttttaa agagaaaact 5940 
aggaattgag tattttgtgt acggtatgtt tccatcctcc ctccccttcc tcctcccctc 6000 
ctctctctct cttcctacct atttaatttt catttgtcat gaggtttttg gatttgccaa 6060 
tgatctgctg gacatcatgc cccatgtcat agagaataaa gctgatgatt gtaccagtct 6120 
taaattattc atgattcaat aaaattgatg cttatttatt c 6161 



<210> 11769 
<211> 874 
<212> PRT 

<213> Homo sapiens 



<400> 11769 



Met 


Ser Leu Ser 


Asn 


Pro 


Thr 


Met 


Leu 


Arg 


Thr 


His 


Ser Leu Ser Asn 


1 




5 










10 






15 


Ala 


Asp Gly Gin 


Tyr 


Asp 


Pro 


Tyr 


Thr 


Asp 


Ser Arg Phe Arg Asn Ser 




20 










25 








30 


Ser 


Met Ser Leu 


Asp 


Glu 


Lys 


Ser 


Arg 


Thr 


Met Ser Arg Ser Gly Ser 




35 








40 










45 


Phe 


Arg Asp Gly 


Phe 


Glu 


Glu 


Val 


His 


Gly 


Ser 


Ser 


Leu Ser Leu Val 




50 






55 










60 




Ser 


Ser Thr Ser 


Ser 


Val 


Tyr 


Ser 


Thr 


Pro 


Glu 


Glu 


Lys Cys Gin Ser 


65 






70 










75 




80 


Glu 


1 1 e Arg Lys 


Leu 


Arg 


Arg 


Glu 


Leu 


Asp 


Ala 


Ser 


Gin Glu Lys Val 






85 










90 






95 


Ser 


Ala Leu Thr 


Thr 


Gin 


Leu 


Thr 


Ala 


Asn 


Ala 


His 


Leu Val Ala Ala 




100 










105 








110 


Phe 


Glu Gin Ser 


Leu 


Gly 


Asn 


Met 


Thr 


1 le 


Arg 


Leu 


Gin Ser Leu Thr 




115 








120 










125 


Met 


Thr Ala Glu 


Gin 


Lys 


Asp 


Ser 


Glu 


Leu 


Asn 


Glu 


Leu Arg Lys Thr 




130 






135 










140 




1 le 


Glu Leu Leu 


Lys 


Lys 


Gin 


Asn 


Ala 


Ala 


Ala 


Gin 


Ala Ala Me Asn 


145 






150 










155 




160 


Gly 


Va 1 Me Asn 


Thr 


Pro 


Glu 


Leu 


Asn 


Gys 


Lys Gly Asn Gly Thr Ala 






165 










170 






175 


Gin 


Ser Ala Asp 


Leu 


Arg 


1 le 


Arg 


Arg 


Gin 


His 


Ser Ser Asp Ser Val 




180 










185 








190 


Ser 


Ser 1 le Asn 


Ser 


Ala 


Thr 


Ser 


His 


Ser 


Ser 


Val 


Gly Ser Asn 1 le 




195 








200 










205 


Glu 


Ser Asp Ser 


Lys 


Lys 


Lys 


Lys 


Arg 


Lys 


Asn 


Trp 


Leu Arg Ser Ser 




210 






215 










220 




Phe 


Lys Gin Ala 


Phe 


Gly 


Lys 


Lys 


Lys 


Ser 


Pro 


Lys 


Ser Ala Ser Ser 


225 






230 










235 




240 


His 


Ser Asp 1 le 


Glu 


Glu 


Met 


Thr 


Asp 


Ser 


Ser 


Leu 


Pro Ser Ser Pro 
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245 



Lys 


Leu 


Pro 


His 
260 


Asn 


Gly 


Ser 


Thr 


Ser 


His 


Ser 
275 


Asn 


Ser 


Leu 


1 le 


Ser 
280 


Thr 


Val 
290 


Met 


Gin 


Leu 


Arg 


Asn 
295 


Glu 


Thr 


Asp 


1 le 


Arg 


Leu 


Glu 


Ala 


Leu 


305 










310 






Leu 


Arg 


Glu 


Ala 


Met 

325 


Asn 


Arg 


Met 


Ala 


Glu 


Asn 


Asp 
340 


Arg 


Leu 


Lys 


Ser 


Arg 


Ala 


Pro 

355 


Ser 


Gin 


Val 


Ser 


1 le 
360 


Gly 


Leu 
370 


Ser 


Gin 


His 


Ser 


Leu 
375 


Asn 


Met 


Leu 


Leu 


Asp 


Asp 


Thr 


Gly 


Glu 


385 










390 






Arg 


His 


Val 


Lys 


1 le 
405 


Val 


Val 


Ser 


Glu 


Asp 


Ser 


Arg 
420 


Pro 


His 


Leu 


Phe 


Gly 


Lys 


Thr 
435 


Lys 


Trp 


Asp 


Ala 


Leu 
440 


Lys 


Glu 
450 


Tyr 


1 le 


1 le 


His 


Val 
455 


Asp 


Ser 


Asp 


Ser 


Val 


Leu 


Gly 


Tyr 


Ser 


465 










470 






Thr 


Ser 


Glu 


Thr 


Pro 
485 


Glu 


Leu 


Leu 


Asn 


Thr 


Thr 


1 le 
500 


Ser 


Val 


Thr 


Val 


Asp 


Ser 


Leu 
515 


Val 


Phe 


Glu 


Ser 


Leu 
520 


Tyr 


Val 

530 


Ser 


Leu 


Leu 


1 le 


Glu 

535 


His 


Ser 


Gly 


Thr 


Gly 


Lys 


Thr 


Tyr 


Leu 


545 










550 






Val 


Leu 


Arg 


Glu 


Gly 
565 


Arg 


Glu 


Leu 


Asn 


Val 


Asp 


His 
580 


Lys 


Ser 


Ser 


Lys 


Leu 


Ala 


Asp 
595 


Gin 


Cys 


Asn 


Ser 


Glu 
600 


Val 


1 le 
610 


1 le 


Leu 


Asp 


Asn 


Leu 
615 


His 


Phe 


Asn 


Gly 


Leu 


Leu 


Asn 


Cys 


Lys 





250 








255 


Gly 


Ser 


Thr 


Pro 


Leu 


Leu Arg Asn 


265 










270 


Glu 


Cys 


Met Asp 


Ser 


Glu Ala Glu 










285 




Leu 


Arg 


Asp Lys Glu 


Met Lys Leu 








300 






Ser 


Ser 


Ala 


His 


Gin 


Leu Asp Gin 






315 






320 


Gin 


Ser 


Glu 


1 le 


Glu 


Lys Leu Lys 




330 








335 


Glu 


Ser 


Gin Gly Ser 


Gly Cys Ser 


345 










350 


Ser 


Ala 


Ser Pro Arg 


Gin Ser Met 










365 




Leu 


Thr 


Glu 


Ser 


Thr 


Ser Leu Asp 








380 






Cys 


Ser 


Ala Arg Lys 


Glu Gly Gly 






395 






400 


Phe 


Gin 


Glu 


Glu 


Met 


Lys Trp Lys 




410 








415 


Leu 


1 le 


Gly 


Cys 


1 le 


Gly Val Ser 


425 










430 


Asp 


Gly 


Val 


Val 


Arg 


Arg Leu Phe 










445 




Pro 


Val 


Ser 


Gin 


Leu 


Gly Leu Asn 








460 






1 le 


Gly 


Glu 


1 le 


Lys 


Arg Ser Asn 






475 






480 


Pro 


Cys 


Gly 


Tyr 


Leu 


Val Gly Glu 




490 








495 


Lys 


Gly 


Leu 


Ala 


Glu 


Asn Ser Leu 


505 










510 


1 le 


Pro 


Lys 


Pro 


1 le 


Leu Gin Arg 










525 




Arg 


Arg 


1 le 


1 le 


Leu 


Ser Gly Pro 








540 






Ala 


Asn 


Arg Leu 


Ser 


Glu Tyr 1 le 






555 






560 


Thr 


Asp 


Gly Val 


1 le 


Ala Thr Phe 




570 








575 


Glu 


Leu 


Arg Gin 


Tyr 


Leu Ser Asn 


585 










590 


Asn 


Asn 


Ala 


Val 


Asp 


Met Pro Leu 










605 




His 


Val 


Ser 


Ser 


Leu 


Gly Glu 1 le 








620 






Tyr 


His 


Lys Cys 


Pro 


Tyr Me Me 
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625 630 



Gly 


Thr 


Met 


Asn 


Gin 


Ala 


Thr 


Ser 










645 








His 


Asn 


Phe 


Arg 


Trp 


Val 


Leu 


Cys 








660 










Gly 


Phe 


Leu 


Gly 


Arg 


Phe 


Leu 


Arg 






675 










680 


Ser 


Gly 


Arg 


Val 


Arg 


Asn 


Met 


Glu 




690 










695 




Pro 


Lys 


Val 


Trp 


His 


His 


Leu 


Asn 


705 










710 






Ser 


Asp 


Val 


Thr 


1 le 


Gly 


Pro 


Arg 










725 








Val 


Asp 


Gly 


Ser 


Arg 


Val 


Trp 


Phe 








740 










1 le 


Pro 


Tyr 


Leu 


Leu 


Glu 


Ala 


1 le 






755 










760 


Arg 


Arg 


Ala 


Pro 


Trp 


Glu 


Asp 


Pro 




770 










775 




Pro 


Trp 


Ala 


Ala 


Ser 


Pro 


Gin 


Gin 


785 










790 






Leu 


Arg 


Pro 


Glu 


Asp 


Val 


Gly 


Phe 










805 








Gly 


Ser 


Thr 


Ser 


Lys 


Gin 


Met 


Pro 








820 










Leu 


Met 


Asn 


Met 


Leu 


Met 


Arg 


Leu 






835 










840 


Pro 


Gin 


Ser 


Tyr 


Asp 


Ser 


Asp 


Ser 




850 










855 




1 le 


Leu 


Asp 


Ser 


Ser 


Leu 


Glu 


Ser 


865 










870 











635 










640 


Ser 


Thr 


Pro 


Asn 


Leu 


Gin 


Leu 


His 




650 










655 




Ala 


Asn 


His 


Thr 


Glu 


Pro 


Val 


Lys 


665 










670 






Arg 


Lys 


Leu 


Met 


Glu 


Thr 


Glu 


1 le 










685 








Leu 


Val 


Lys 


1 le 


1 le 


Asp 


Trp 


lie 








700 










Arg 


Phe 


Leu 


Glu 


Ala 


His 


Ser 


Ser 






715 










720 


Leu 


Phe 


Leu 


Ser 


Cys 


Pro 


1 le 


Asp 




730 










735 




Thr 


Asp 


Leu 


Trp 


Asn 


Tyr 


Ser 


lie 


745 










750 






Arg 


Glu 


Gly 


Leu 


Gin 


Leu 


Tyr 


Gly 










765 








Ala 


Lys 


Trp 


Val 


Val 


Asp 


Thr 


Tyr 








780 










His 


Glu 


Trp 


Pro 


Pro 


Leu 


Leu 


Gin 






795 










800 


Asp 


Gly 


Tyr 


Ser 


Met 


Pro 


Arg 


Glu 




810 










815 




Pro 


Ser 


Asp 


Ala 


Glu 


Gly 


Asp 


Pro 


825 










830 






Gin 


Glu 


Ala 


Ala 


Asn 


Tyr 


Ser 


Ser 










845 








Asn 


Ser 


Asn 


Ser 


His 


His 


Asp 


Asp 



860 



Thr Leu 



<210> 11770 
<211> 993 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12). . (923) 

<400> 11770 

aggcoggaac catggcagtg accaaggagc 
gcattgagga gaaggcagcg gacaaagagg 
cctgccaccc agacaaaaat ccagataatc 
ctcaggcctt ggaggtgctg accgatgctg 
aagccaagaa gcaagcagca gagaggaccc 



tcttacagat ggaoctgtac gcgctgctag 60 
taaagaaggc gtataggcag aaggccctct 120 
ccagagcagc tgaactcttc caccagcttt 180 
cagccagggc tgcatatgac aaggtcagga 240 
agaaacttga tgagaaaagg aagaaagtga 300 
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agcttgacct ggaggcccgg gagcggcagg 
agagccggag caccaggaca ctagagcaag 
ggcagctgga ggaacagcag aggctcatcc 
ggttgagagg aaaggcagaa aatactgaag 
ggaagtgcaa gaaggaggat gagtcaaaag 
ttttgcagaa gtatggtgag gttctcaacc 
ctgtggtgga gtttgcaacc gtcaaggcag 
tggtggataa ccctctgaag atttcctggt 
gcagccactc aggactgtca aagggctcag 
tcatgatgcg catgcgccag gcggccgagc 
aagaccagga ggggccgcct acgtagcccc 
cttcaacgtc accaataaat tttttttttt 



cccaggccca ggagagtgag gaggaagagg 360 
agatcgaacg cctgagagaa gagggttccc 420 
gggagcagat acgccaggag cgtgaccaga 480 
gccaaggaac ccccaaacta aagctaaaat 540 
gtggctactc caaagacgtc ctcctacggc 600 
tggtgctttc cagtaagaag ccaggcactg 660 
cggagctggc tgtccagaat gaagttggcc 720 
tggagggaca gccccaggat gccgtgggcc 780 
tgctgtcaga gagggactac gagagcctcg 840 
ggcaacagct gatcgcacgg atgcagcagg 900 
agctccagcc atccacccct cagccctttt 960 
ttt 993 



<210> 11771 
<211> 304 
<212> PRT 

<213> Homo sapiens 



<400> 11771 
Met Ala Val Thr 
1 

Gly I le Glu Glu 
20 

Gin Lys Ala Leu 
35 

Ala Ala Glu Leu 
50 

Asp Ala Ala Ala 
65 

Gin Ala Ala Glu 

Lys Leu Asp Leu 
100 

Glu Glu Glu Glu 
115 

Glu Arg Leu Arg 
130 

Leu I I e Arg G I u 
145 

Lys Ala Glu Asn 

Trp Lys Cys Lys 
180 

Val Leu Leu Arg 
195 

Leu Ser Ser Lys 
210 



Lys 


Glu 


Leu 


Leu 


5 








Lys 


Ala 


Ala 


Asp 


Ser 


Cys 


His 


Pro 








40 


Phe 


His 


Gin 


Leu 






55 




Arg 


Ala 


Ala 


Tyr 




70 






Arg 


Thr 


Gin 


Lys 


85 








Glu 


Ala 


Arg 


Glu 


Glu 


Ser 


Arg 


Ser 








120 


Glu 


Glu 


Gly 


Ser 






135 




Gin 


1 le 


Arg 


Gin 




150 






Thr 


Glu 


Gly 


Gin 


165 








Lys 


Glu 


Asp 


Glu 


Leu 


Leu 


Gin 


Lys 








200 


Lys 


Pro 


Gly 


Thr 



215 



Gin 


Met 


Asp 


Leu 




10 






Lys 


Glu 


Val 


Lys 


25 








Asp 


Lys 


Asn 


Pro 


Ser 


Gin 


Ala 


Leu 








60 


Asp 


Lys 


Val 


Arg 






75 




Leu 


Asp 


Glu 


Lys 




90 






Arg 


Gin 


Ala 


Gin 


105 








Thr 


Arg 


Thr 


Leu 


Arg 


Gin 


Leu 


Glu 








140 


Glu 


Arg 


Asp 


Gin 






155 




Gly 


Thr 


Pro Lys 




170 






Ser 


Lys 


Gly 


Gly 


185 








Tyr 


Gly 


Glu 


Val 


Ala 


Val 


Val 


Glu 








220 



Tyr 


Ala 


Leu 


Leu 






15 




Lys 


Ala 


Tyr 


Arg 




30 






Asp 


Asn 


Pro 


Arg 


45 








Glu 


Val 


Leu 


Thr 


Lys 


Ala 


Lys 


Lys 








80 


Arg 


Lys 


Lys 


Val 






95 




Ala 


Gin 


Glu 


Ser 




110 






Glu 


Gin 


Glu 


1 le 


125 








Glu 


Gin 


Gin 


Arg 


Arg 


Leu 


Arg 


Gly 








160 


Leu 


Lys 


Leu 


Lys 






175 




Tyr 


Ser 


Lys 


Asp 




190 






Leu 


Asn 


Leu 


Val 


205 








Phe 


Ala 


Thr 


Val 
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Lys Ala Ala 


Glu 


Leu Ala 


Val 


Gin Asn Glu Val 


Gly 


Leu 


Val 


Asp Asn 


225 




230 




235 








240 


Pro Leu Lys 


1 le 


Ser Trp 


Leu 


Glu Gly Gin Pro 


Gin 


Asp Ala Val Gly 






245 




250 








255 


Arg Ser His 


Ser 


Gly Leu 


Ser 


Lys Gly Ser Val 


Leu 


Ser 


Glu 


Arg Asp 




260 






265 






270 




Tyr Glu Ser 


Leu 


Val Met 


Met 


Arg Met Arg Gin 


Ala 


Ala 


Glu 


Arg Gin 


275 








280 




285 






G 1 n Leu 1 1 e 


Ala 


Arg Met 


Gin 


Gin Glu Asp Gin Glu 


Gly 


Pro 


Pro Thr 


290 






295 




300 









<210> 11772 
<211> 2261 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (139). . (1092) 
<400> 11772 

gcggatggat ccaacatggc ggcgccgagc ctgagccgag agaagagacc tgggaaatta 60 
agtttcttgc ggagtacggt ggggattgca gctgctgagc agggattctg gaaagcattg 120 
cgtacctgag cccccagcat ggcgggccta aagcggcggg caagccaggt gtggccagaa 180 
gagcatggtg agcaggaaca tgggctgtac agcctgcacc gcatgtttga catcgtgggc 240 
actcatctga cacacagaga tgtgcgcgtg ctttctttcc tctttgttga tgtcattgat 300 
gaccacgagc gtggactcat ccgaaatgga cgtgacttct tattggcact ggagcgccag 360 
ggccgctgtg atgaaagtaa ctttcgccag gtgctgcagc tgctgcgcat catcactcgc 420 
cacgacctgc tgccctacgt caccctcaag aggagacggg ctgtgtgccc tgatcttgta 480 
gacaagtatc tggaggagac atcaattcgc tatgtgaccc ccagagccct cagtgatcca 540 
gaaccaaggo ctccccagcc ctctaaaaca gtgoctcccc actatcctgt ggtgtgttgc 600 
cccacttcgg gtcctcggat gtgtagcaag cggccagccc gagggagagc cacacttggg 660 
agccagcgaa aacgccggaa gtcagtgaca ccagatccca aggagaagca gacatgtgac 720 
atcagactgc gggttcgggc tgaatactgc cagcatgaga ctgctctgca gggcaatgto 780 
ttctctaaca agcaggaocc acttgagcgc cagtttgagc gctttaacca ggccaacacc 840 
atcctcaagt cccgggacct gggctccatc atctgtgaca tcaagttctc tgagctcacc 900 
tacctcgatg cattctggcg tgactacatc aatggctctt tattagaggc acttaaaggt 960 
gtcttcatca cagactccct caagcaagct gtgggccatg aagccatcaa gctgctggta 1020 
aatgtagacg aggaggaota tgagotgggc cgacagaaac tcctgaggaa cttgatgctg 1080 
caagcattgc cctgacctat tccctcttct cactttgggg actgttccca tcacccacct 1140 
ctggagctta cactgttctg gggtttgttc tctacccttc caaccaatca cacccctgcc 1200 
tttttttttt tttttttaaa gaaaaagaca aaagaaagtg gaagtggtat tccccacocc 1260 
tccctgcacc catgtgcotg ggcttcccct ttatttccct tttocattta ccccgtaatg 1320 
tgtctctaca gctaccttac cactgagcog taagacaaat gtataggaag aagcaaagtc 1380 
tacagcacat agtctttgta agggattgat gtgaacactt ttttttggat gcactaagga 1440 
gttatcaata cttctggctt tatgagagct cttaaatttt gtctaaaaaa ccaaagggct 1500 
gtgagtaagg gagctatgtg gaaagtggga ctctgaagtg tattttgaaa attaatcgcc 1560 
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accctcttcc aaattataga attttttaaa aacaagctgt ggccctttcc actctctcct 1620 
ggcctctggt gctgctcctc tctgccgcct ttcctccatt ccatggcttg aaacctctgc 1680 
ctgatgtggc tccttccttt ttcccatttg tcaaaccctc ttcaaaggag gaacagataa 1740 
gactgggtca gcctagtcat gcctcccaac tgtggtggta tatgtgtaca cacatacaca 1800 
gggtggatgg agaagaggtt gctgattaaa atacactccc cctataaagg ggaaggggga 1860 
gtgtgacact ttctttccat gttcaagtga aaataaataa tgtaccctgc agcccttttc 1920 
ccctttgctt tcttctggct tgggcaaagg gcatcatagg tgtaagtgaa gtaattcctt 1980 
tttccttccc cctcctccac tcctacgccc actcccatgc ttgggagaat ggggctggga 2040 
catgcactga gtgttgcact tttatttagg tagggaggca tgttgaatga gccaggaggt 2100 
ctagaactgg agcttagtcc agctggtaca ataccaactc cccttctagt tcccaaaggc 2160 
gatgtccaga cacagacttt atgattatta tatttttcaa tgccagtgct gctcagccct 2220 
cagcagaact tcagtttcca tgaaataaac aatgactata t 2261 



<210> 11773 
<211> 318 
<212> PRT 

<213> Homo sapiens 



<400> 11773 



Met 


Ala Gly 


Leu 


Lys 


Arg 


Arg 


Ala 


Ser 


Gin 


Val Trp Pro Glu Glu His 


1 






5 










10 


15 


Gly 


Glu Gin 


Glu 


His 


Gly 


Leu 


Tyr 


Ser 


Leu 


H i s Arg Met Phe Asp lie 






20 










25 




30 


Val 


Gly Thr 


His 


Leu 


Thr 


His 


Arg 


Asp 


Val 


Arg Val Leu Ser Phe Leu 




35 










40 






45 


Phe 


Va 1 Asp 


Val 


1 le 


Asp 


Asp 


His 


Glu 


Arg 


G 1 y Leu 1 1 e Arg Asn G 1 y 




50 








55 








60 


Arg 


Asp Phe 


Leu 


Leu 


Ala 


Leu 


Glu 


Arg 


Gin 


Gly Arg Cys Asp Glu Ser 


65 








70 










75 80 


Asn 


Phe Arg 


Gin 


Val 


Leu 


Gin 


Leu 


Leu 


Arg 


Me Me Thr Arg H i s Asp 








85 










90 


95 


Leu 


Leu Pro 


Tyr 


Val 


Thr 


Leu 


Lys 


Arg 


Arg 


Arg Ala Val Cys Pro Asp 






100 










105 




110 


Leu 


Val Asp 


Lys 


Tyr 


Leu 


Glu 


Glu 


Thr 


Ser 


1 1 e Arg Tyr Va 1 Thr Pro 




115 










120 






125 


Arg 


Ala Leu 


Ser 


Asp 


Pro 


Glu 


Pro 


Arg 


Pro 


Pro Gin Pro Ser Lys Thr 




130 








135 








140 


Val 


Pro Pro 


His 


Tyr 


Pro 


Val 


Val 


Cys 


Cys 


Pro Thr Ser Gly Pro Arg 


145 








150 










155 160 


Met 


Cys Ser 


Lys 


Arg 


Pro 


Ala 


Arg 


Gly 


Arg 


Ala Thr Leu Gly Ser Gin 








165 










170 


175 


Arg 


Lys Arg 


Arg 


Lys 


Ser 


Val 


Thr 


Pro 


Asp 


Pro Lys Glu Lys Gin Thr 






180 










185 




190 


Cys 


Asp 1 le 


Arg 


Leu 


Arg 


Val 


Arg 


Ala 


Glu 


Tyr Cys Gin His Glu Thr 




195 










200 






205 


Ala 


Leu Gin 


Gly 


Asn 


Val 


Phe 


Ser 


Asn 


Lys 


Gin Asp Pro Leu Glu Arg 




210 








215 








220 



-5292/13211- 



Gin Phe Glu 


Arg 


Phe 


Asn Gin 


Ala 


Asn 


Thr 


1 le 


Leu 


Lys 


Ser Arg Asp 


225 






230 








235 






240 


Leu Gly Ser 


1 le 


1 le 


Cys Asp 


1 le 


Lys 


Phe 


Ser 


Glu 


Leu 


Thr Tyr Leu 






245 








250 








255 


Asp Ala Phe 


Trp 


Arg 


Asp Tyr 


1 le 


Asn 


Gly 


Ser 


Leu 


Leu 


Glu Ala Leu 




260 








265 










270 


Lys Gly Val 


Phe 


1 le 


Thr Asp 


Ser 


Leu 


Lys 


Gin 


Ala 


Val 


Gly His Glu 


275 








280 










285 




Ala Me Lys 


Leu 


Leu 


Val Asn 


Val 


Asp Glu Glu Asp 


Tyr Glu Leu Gly 


290 






295 










300 






Arg Gin Lys 


Leu 


Leu 


Arg Asn 


Leu 


Met 


Leu 


Gin 


Ala 


Leu 


Pro 


305 






310 








315 









<210> 11774 

<211> 908 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (81). . (458) 

<400> 11774 

aatcagagcg cggctgagcg gccccgcagc 
gccgcgccca ggagttgggg atgtcctaca 
ctggctccag cacccctggg ccgggcaccc 
cgggctcagt gccaggagcc ggcgctcctt 
cttccatggg ctacgtgcag gcgatgaagc 
acacggacct gctgtcagtc atagaggaga 
gcagcaagag cgccatggag cgcctgaaga 
gagagtgcct ggcagagaca gagcggaacg 
agcgtctgga cctatccggc cactgcagag 
ttgcactaao catcotgggo ttcctgtcct 
aaggagtggo cctocaggtg gcagcactaa 
gaggtcccca tgagtcccac ccatgacctg 
gcccctaccg ctcagccctt cccagcactt 
coagcagggg cacaggoctg goacctccct 
tatotgtgtg tcttttgcta aatatgccct 
gtgctctc 



caacccccga ggagcggccg gctggcgtcc 60 
aacccatcgc ccctgctccc agcagcaccc 120 
cggtccctac aggaagcgtc ccgtcgccgt 180 
tcagaccgct gtttaacgac tttggaccgc 240 
caoocggcgc ccagggctcc cagagcacct 300 
tgggcaaaga gatccggcct acctatgotg 360 
gaggtatcat ccatgcccgg gccctagtca 420 
cccgcacgta acaggaagcg cctcggcctc 480 
cacccgcttc tccctggcct toatcccgag 540 
gtgtcccttg gtgggtccoc tccaggaacc 600 
ggacacccGC ccacaacaag agttagcagc 660 
ccgacagtgt tgcccaccgg aacttttgtg 720 
ctcccacttt gtcccgagcc tccttctccc 780 
gccttgtgtc ctgagccata gtgactcttt 840 
ttttatatta ataaaagatg atttggagtt 900 

908 



<210> 11775 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<400> 11775 
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Met 


Ser 


Tyr 


Lys 


Pro 1 1 e 


Ala Pro 


1 








5 




Ser 


Thr 


Pro 


Gly 


Pro Gly 


Thr Pro 








20 






Pro 


Ser 


Gly 


Ser 


Val Pro 


Gly Ala 






35 






40 


Asn 


Asp 


Phe 


Gly 


Pro Pro 


Ser Met 




50 








55 


Pro 


Gly 


Ala 


Gin 


Gly Ser 


Gin Ser 


65 








70 




1 le 


Glu 


Glu 


Met 


Gly Lys 


Giu 1 le 










85 




Ser 


Ala 


Met 


Glu 


Arg Leu 


Lys Arg 








100 






Val 


Arg 


Glu 


Cys 


Leu Ala 


Glu Thr 






115 






120 



Ala 


Pro 


Ser Ser 


Thr 


Pro 


Gly 


Ser 




10 








15 




Val 


Pro 


Thr Gly 


Ser 


Val 


Pro 


Ser 


25 








30 






Gly 


Ala 


Pro Phe 


Arg 


Pro 


Leu 


Phe 








45 








Gly 


Tyr 


Val Gin 


Ala 


Met 


Lys 


Pro 






60 










Thr 


Tyr 


Thr Asp 


Leu 


Leu 


Ser 


Val 






75 








80 


Arg 


Pro 


Thr Tyr 


Ala 


Gly 


Ser 


Lys 




90 








95 




Gly 


1 le 


1 le His 


Ala 


Arg 


Ala 


Leu 


105 








110 






Glu 


Arg 


Asn Ala 


Arg 


Thr 







125 



<210> 11776 
<211> 2635 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (203) . . (2320) 
<400> 11776 

gcgctcctgc tcttaggaag cctgggaagg 
catagtoccc tgtctgtggo aocagacaot 
ccagcagcct tttcoagaga ggctgtggtc 
caggcacgaa agttaaaaca aaatgaagat 
tgtggatcac tgcccttata tggcagaatc 
ggtgaagaat agaaccoaag gaatcattcc 
ttgctcagta gaatcttcca tggaatattg 
aaagccggtg aattttattg tgagtgactc 
agaagaccaa aatttacagg agctaatggc 
tcgggcagat coagagtgct goagtattot 
ctgcaaaatt actgaataco aacatgaggc 
tgttggaaat agaggacgaa taatctgtat 
aatgcttgaa gactgtgtcc aggaaacgat 
agatcatctc atgoagattc aaaaatgtga 
tgaagacagc cttgtatctg atcgttctaa 
agttcatagt gttcgtgcag gacggcatct 
acattttgac ttggcttcaa ctactattac 
taacacatct gccaattatg atgtggagct 
cctgaaaagt ggtgattcgc atctaggtgg 
aataacatta aagtggtgta caccaaggac 



accggtgtgc taggagatga toggggaaag 60 
ccogactgtg ogotgactct occcgcccag 120 
catagcctct gttcgttttc actgoaggac 180 
tttttctgaa tctcataaaa cagtgtttgt 240 
ttgcaggcag catgtcgggt ttgatatgct 300 
tttggccccc atatctaaat cattgtggco 360 
tagaataatg tatgatatat ttcctttoaa 420 
tggagcacat gttttaaatt cttggactca 480 
agoattagcc gctgttgggc ctcctaatcc 540 
gcatggcctt gttgoagcag tggaaactot 600 
tcgtactcta ctcatggaga atgcagaacg 660 
tactaatgca aaaagtgata gtcatgtgcg 720 
tcatgaacat aacaagcttg ctgcaaattc 780 
gttggtcttg atcoacacct accoagttgg 840 
aaaagagttg tccccggttt taaccagtga 900 
tgctaccaaa ttgaatattt tagtacagca 960 
aaatattcca atgaaggaag aacagcatgc 1020 
acttcatcac aaagatgcac atgtagattt 1080 
cggcagtcga gaaggctcgt ttaaagaaac 1140 
aaataacatt gaattacact attgtactgg 1200 
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agcttatcgg atttcacctg tagatgtaaa tagtagacct tcctcctgcc ttactaattt 1260 

tcttctaaat ggtcgttctg ttttattgga acaaccacga aagtcaggtt ctaaagtcat 1320 

tagtcatatg cttagtagcc atggaggaga gatttttttg cacgtcctta gcagttctcg 1380 

atccattcta gaagatccac cttcaattag tgaaggatgt ggaggaagag ttacagacta 1440 

ccggattaca gattttggtg aatttatgag ggaaaacaga ttaactcctt ttctagaccc 1500 

cagatataaa atcgatggaa gtcttgaggt ccctttggaa cgagcaaaag atcagttaga 1560 

aaaacatacc cgttaccggc ctatgatcat ttcacaaacc accattttta acatgcaagc 1620 

ggtagttcca ttagccagtg ttattgtgaa agaatctctg acagaagaag atgtgttaaa 1680 

ctgtcaaaaa acaatataca acttagttga tatggaaaga aaaaatgatc ctctacctat 1740 

ttccacagtt ggtacaagag gaaagggccc taaaagagat gaacaatacc gtatcatgtg 1800 

gaatgaatta gaaacccttg tcagagccca tatcaacaac tcagagaaac atcaaagagt 1860 

cttggaatgt ctgatggcat gcaggagcaa acccccagaa gaggaagaac gaaagaaacg 1920 

aggaagaaag agggaagaca aagaggacaa gtcagagaaa gcagtgaaag attatgaaca 1980 

ggaaaagtct tggcaagact cagagagatt aaaaggaatc ttagagcgtg gaaaagaaga 2040 

attggctgaa gctgagatta taaaagattc gcctgattcc ccagaacctc caaacaaaaa 2100 

accccttgtt gaaatggatg aaactccaca agtggaaaaa tcaaaagggc cagtgtcgtt 2160 

attatccttg tggagtaata gaatcaatac tgccaattcc agaaaacatc aggaatttgc 2220 

tggacgtttg aactctgtta ataacagagc tgaactatat caacatctta aagaggaaaa 2280 

tgggatggag acaacagaaa atggaaaagc cagccggcag tgaagagtga cttgaagaac 2340 

taaatttagc atattgcaaa aatattttgt gcggaattcg atataagtac ttttacagca 2400 

ggatggtata gttatgttgc ctggactggt ttttacattt ttaaaatatt tcagctgtca 2460 

tttttgtact aattataaaa ttggcacata attcaaaaat atacatttga gatgatttgt 2520 

cctcccaaat tatacaagtt tattttatgg tataaagtgt tctctctgga aatgttttta 2580 

aaaaaattct taggcttctc tttgcgaaat aaaactattg aaatatttga aatgc 2635 



<210> 11777 
<211> 706 
<212> PRT 

<213> Homo sapiens 



<400> 11777 



Met 


Lys 


1 le 


Phe 


Ser 


Glu 


Ser 


His 


Lys 


Thr 


Val 


Phe 


Val 


Val 


Asp 


His 


1 








5 










10 










15 




Cys 


Pro 


Tyr 


Met 


Ala 


Glu 


Ser 


Cys 


Arg 


Gin 


His 


Val 


Gly 


Phe 


Asp 


Met 








20 










25 










30 






Leu 


Val 


Lys 


Asn 


Arg 


Thr 


Gin 


Gly 


1 le 


1 le 


Pro 


Leu 


Ala 


Pro 


1 le 


Ser 






35 










40 










45 








Lys 


Ser 


Leu 


Trp 


Pro 


Cys 


Ser 


Val 


Glu 


Ser 


Ser 


Met 


Glu 


Tyr 


Cys 


Arg 




50 










55 










60 










lie 


Met 


Tyr 


Asp 


1 le 


Phe 


Pro 


Phe 


Lys 


Lys 


Pro 


Val 


Asn 


Phe 


1 le 


Val 


65 










70 










75 










80 


Ser 


Asp 


Ser 


Gly 


Ala 


His 


Val 


Leu 


Asn 


Ser 


Trp Thr 


Gin 


Glu 


Asp 


Gin 










85 










90 










95 




Asn 


Leu 


Gin 


Glu 


Leu 


Met 


Ala 


Ala 


Leu 


Ala 


Ala 


Val 


Gly 


Pro 


Pro 


Asn 








100 










105 










110 






Pro 


Arg 


Ala 


Asp 


Pro 


Glu 


Cys 


Cys 


Ser 


1 le 


Leu 


His 


Gly 


Leu 


Val 


Ala 



115 120 125 
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Ala 


Val 


Glu 


Thr 




130 






Thr 


Leu 


Leu 


Met 


145 








1 le 


Cys 


1 le 


Thr 


Asp 


Cys 


Val 


Gin 








180 


Ser 


Asp 


His 


Leu 






195 




Thr 


Tyr 


Pro 


Val 




210 






Glu 


Leu 


Ser 


Pro 


225 








Arg 


His 


Leu 


Ala 


Leu 


Ala 


Ser 


Thr 








260 


Ala 


Asn 


Thr 


Ser 






275 




Ala 


His 


Val 


Asp 




290 






Ser 


Arg 


Glu 


Gly 


305 








Pro 


Arg 


Thr 


Asn 


i le 


Ser 


Pro 


Val 








340 


Phe 


Leu 


Leu 


Asn 






355 




Gly 


Ser 


Lys 


Val 




370 






Phe 


Leu 


His 


Val 


385 








Ser 


1 le 


Ser 


Glu 


Asp 


Phe 


Gly 


Glu 








420 


Pro 


Arg 


Tyr 


Lys 






435 




Lys 


Asp 


Gin 


Leu 




450 






Gin 


Thr 


Thr 


1 le 


465 








1 le 


Val 


Lys 


Glu 


Thr 


1 le 


Tyr 


Asn 



500 



Leu 


Cys 


Lys 


1 le 






^ O IT 

135 




Glu 


Asn 


Ala 


Glu 




150 






Asn 


Ala 


Lys 


Ser 


165 








Glu 


Thr 


1 le 


His 


Met 


Gin 


1 le 


Gin 








200 


Gly 


Glu 


Asp 


Ser 






215 




Val 


Leu 


Thr 


Ser 




230 






Thr 


Lys 


Leu 


Asn 


245 








Thr 


1 le 


Thr 


Asn 


Ala 


Asn 


Tyr 


Asp 








280 


Phe 


Leu 


Lys 


Ser 






295 




Ser 


Phe 


Lys 


Glu 




310 






Asn 


1 le 


Glu 


Leu 


325 








Asp 


Val 


Asn 


Ser 


Gly 


Arg 


Ser 


Val 








360 


1 le 


Ser 


His 


Met 






375 




Leu 


Ser 


Ser 


Ser 




390 






Gly 


Cys 


Gly 


Gly 


405 








Phe 


Met 


Arg 


Glu 


1 le 


Asp 


Gly 


Ser 








440 


Glu 


Lys 


His 


Thr 






455 




Phe 


Asn 


Met 


Gin 




470 






Ser 


Leu 


Thr 


Glu 


485 








Leu 


Val 


Asp 


Met 



Thr 


Glu 


Tyr Gin 






140 


Arg 


Val 


Gly Asn 






155 


Asp 


Ser 


His Val 




170 




Glu 


His 


Asn Lys 


185 






Lys 


Cys 


Glu Leu 


Leu 


Val 


Ser Asp 






220 


Glu 


Val 


His Ser 






235 


1 le 


Leu 


Val Gin 




250 




1 le 


Pro 


Met Lys 


265 






Val 


Glu 


Leu Leu 


Gly 


Asp 


Ser His 






300 


Thr 


1 le 


Thr Leu 






315 


His 


Tyr 


Cys Thr 




330 




Arg 


Pro 


Ser Ser 


345 






Leu 


Leu 


Glu Gin 


Leu 


Ser 


Ser His 






380 


Arg 


Ser 


1 le Leu 






395 


Arg 


Val 


Thr Asp 




410 




Asn 


Arg 


Leu Thr 


425 






Leu 


Glu 


Val Pro 


Arg 


Tyr 


Arg Pro 






460 


Ala 


Val 


Val Pro 






475 


Glu 


Asp 


Val Leu 




490 




Glu 


Arg 


Lys Asn 


505 







His 


Glu 


Ala 


Arg 


Arg 


Gly 


Arg 


1 le 








160 


Arg 


Met 


Leu 


Glu 






175 




Leu 


Ala 


Ala 


Asn 




190 






Val 


Leu 


1 le 


His 


205 








Arg 


Ser 


Lys 


Lys 


Val 


Arg 


Ala 


Gly 








240 


Gin 


His 


Phe Asp 






255 




Glu 


Glu 


Gin 


His 




270 






His 


His 


Lys 


Asp 


285 








Leu 


Gly 


Gly Gly 


Lys 


Trp 


Cys 


Thr 








320 


Gly 


Ala 


Tyr Arg 






335 




Cys 


Leu 


Thr 


Asn 




350 






Pro 


Arg 


Lys 


Ser 


365 








Gly 


Gly 


Glu 


1 le 


Glu 


Asp 


Pro 


Pro 








400 


Tyr 


Arg 


1 le 


Thr 






415 




Pro 


Phe 


Leu 


Asp 




430 






Leu 


Glu 


Arg Ala 


445 








Met 


1 le 


1 le 


Ser 


Leu 


Ala 


Ser 


Val 








480 


Asn 


Cys 


Gin 


Lys 






495 




Asp 


Pro 


Leu 


Pro 




510 
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1 1 ^ 

\ \ e 


Ser 


Thr 


Va 1 






515 




Tyr 


A 

Arg 


1 le 


Met 




530 






Asn 


Asn 


Ser 


Glu 


(— ii f— 
545 








Arg 


Ser 


Lys 


Pro 


Arg 


Glu 


Asp 


Lys 








580 


Gin 


Glu 


Lys 


Ser 






T~ r\T~ 

595 




Arg 


G ly 


Lys 


Glu 




610 






Asp 


Ser 


Pro 


Glu 


625 








Thr 


Pro 


Gin 


Val 


Trp 


Ser 


Asn 


Arg 








660 


Ala 


Gly 


Arg 


Leu 






675 




Leu 


Lys 


Glu 


Glu 




690 






Arg 


Gin 







Gly 


Thr Arg 


Gly 






bZO 


T 

Trp 


Asn Glu 


Leu 




535 




Lys 


His Gin 


Arg 




550 




Pro 


Glu Glu 


Glu 


r~ r~ 

565 






Glu 


Asp Lys 


Ser 


Trp 


Gin Asp 


Ser 






600 


Glu 


Leu Ala 


Glu 




615 




Pro 


Pro Asn 


Lys 




630 




Glu 


Lys Ser 


Lys 


645 






1 le 


Asn Thr 


Ala 


Asn 


Ser Val 


Asn 






680 


Asn 


Gly Met 


Glu 




695 





Lys 


Gly 


Pro 


Lys 


Glu 


Thr 


Leu 


Val 








540 


Va 1 


Leu 


G lu 


Cys 






r~ r~ T~ 

555 




Glu 


Arg 


Lys 


Lys 




570 






Glu 


Lys 


Ala 


Val 


i— o r~ 

585 








Glu 


Arg 


Leu 


Lys 


Ala 


Glu 


1 le 


1 le 








620 


Lys 


Pro 


Leu 


Val 






635 




Gly 


Pro 


Val 


Ser 




650 






Asn 


Ser 


Arg 


Lys 


665 








Asn 


Arg 


Ala 


Glu 


Thr 


Thr 


Glu 


Asn 



Arg 


Asp 


Glu 


Gin 


|— o f— 

525 








Arg 


Ala 


His 


1 le 


Leu 


Met 


Ala 


Cys 








560 


Arg 


Gly 


Arg 


Lys 






575 




Lys 


Asp 


Tyr 


Glu 




590 






Gly 


1 le 


Leu 


Glu 


605 








Lys 


Asp 


Ser 


Pro 


Glu 


Met 


Asp 


Glu 








640 


Leu 


Leu 


Ser 


Leu 






655 




His 


Gin 


Glu 


Phe 




670 






Leu 


Tyr 


Gin 


His 


685 








Gly 


Lys 


Ala 


Ser 



<210> 11778 
<211> 2615 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (484) . . (837) 



<400> 11778 

ccaagacaga gtcttgctgt cacccaggct 
caatctccgc ctcctggatt caagcaattc 
tacaggcacg caccaccaca tccagctaat 
catgttggtc aggttggtct caaactcotg 
aagtgctgga attacagatg tgagccactg 
tctggtgaaa catgagctca cttggtgctc 
tgaccctgac aagcgccagg gccaggcttg 
tgggaaccag goaggggagg gagcttacgg 
cagatgaagg gcagaagtcc gtggccgcag 
tgctgtcctg oaggtgcogt tagccctgtt 



ggagtgcagt ggcatgatct tggctctctg 60 
tcctgcctca gcctcccaag tagctgggat 120 
tttgtatttt tagtagagat ggggtttctc 180 
actttgtgat ctgcccgcGt Gggcctccca 240 
ggcccagccc agaacttggt tttatcoacc 300 
tctggcctct ttattcccat ctccttaggc 360 
gaccaagcag tcaactgagt cagcctgccc 420 
acgggctagg ctcaggagag taagagagag 480 
aggcagctga goatgaggga tggagcgtgc 540 
ttgoaotggt ggattgatct gctcaggcgc 600 
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acagggagat ggcacagcag gacccgccgc 
acctccagag gctgttgggc ggaagccgag 
ggaggcccag gtgaatcttg tggggcaggg 
tccccaccca aaggccctag aaccctagcc 
gtcctggctt tcctgacctg ccgtccgtta 
cagaggccag tgtggtggtg ccagagctac 
ggggcaggag ggcccagagc cacctggcca 
agggagcctg tatccagact aaagccaggg 
ccctcccaga cctcaagcca ccccacctac 
ccgcagacct ggcccagcag ctcctgctcc 
caccctcttc tccaggctgc agggcaggct 
gggcccctgg ctttactgca ggggagaggg 
cccctagagc tgagatgagg cagccggcct 
ccaaaggcaa gctccagctc cagaccaggc 
tctgttcatg gcctcaacca actgcccaac 
ttgggcccct cagaaccaat gttgcggcaa 
accaccacgg tgccttctgc tcactgggga 
cccgcctgct ggaacctccc aagtcctgcc 
agcagtagga gaccctcatg caggagggag 
gggagaggca ggggcacaga ggcaggaaag 
agctccttgg cccggcaggt ggcagcctcc 
ccctgctcca gggcgtggag tccatagatg 
cgcagctggg ctgggtgttg gccctcgtgc 
tgggcagcga tgcggtgggc caggctgctg 
agggcctcgg agaatgcaca cacgaaggcc 
tcgacgtagg cttcaggcac ctcctcacac 
aggttggtct cgctgctccc cacgtggcgg 
accacacagg gcaggttggg caagacccgc 
tccagggtgc tcagagacac cccagcagcc 
acaggagcca cctctgccag gacagctggc 
agcaggcagc tctgcagcac ctcctggttg 
aagtgacata ggttcctgtc tgttggtgca 
cctgctctga tgaggccctg cgcgatggcc 
acgcgccgcg gagacggctc cgcagctgcc 



ccagcctcgc tgagggcatg ctcccgcctc 660 
agctgcagca gttggggcca gcgtgggact 720 
gacggagctg aggctgtccg gcccgggccc 780 
ttcaatcctg ggggtttgct tctcccctga 840 
gggacaggtg gaggggccaa gtcttgccat 900 
ggggtattcc aggacccctg acctaggcac 960 
cttgtcagga gcttaggatt gggaggaaag 1020 
gtctgcatgt gtcctggctg gccagggcca 1080 
cactgcccac ctggtgccac cccagcactg 1140 
ttagcagggg atgagcacgc ccaccacacc 1200 
ccagctcccc atgggggccc catcaggcca 1260 
tctcttgtgc agaccccata tggctcgtgc 1320 
ggctgtagct gcacggagcc acctggaaag 1380 
attgggccag ccgtgcctgt taccgtaagt 1440 
catgcgggca aatgaccaag acgccatctc 1500 
ggtgggctca ctgcagcaag gggcagagcc 1560 
gggaggagtg tccccactgg tcggggctcc 1620 
ccctgcattt ccctgtgcaa ggggagaagg 1680 
ggagccgcag tcctcagggg aagggacaca 1740 
gatggccaga gcccagccta ctttctgctg 1800 
acggcgctca tggtggctgc tcgcagcccg 1860 
gtggtgccac ccggggtgca cacgtctgag 1920 
agcagcatct tggccgtccc cagcagggtc 1980 
ggcatgccca tcttgacggc tccttcagcc 2040 
acgccactgc cactgaggcc agtgtggatg 2100 
cgcccacagg cctccagcag atgctgcagg 2160 
ccccgcgcca tcactatggc cccttcctgg 2220 
agcacccgtg tgttcggggg cagcagctcc 2280 
acggacacca agatgtgttc agtggtgacc 2340 
agcacatgag gcttggtggc aaagatgacg 2400 
gagtgcgtgg tccggcaacc cagagcttga 2460 
ctggccagta tgtgctgagc ttccactttt 2520 
cccgccatgc ggcccgcgcc cacgaagccc 2580 
atctt 2615 



<210> 11779 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 11779 

Met Lys Gly Arg Ser Pro Trp Pro Gin Arg Gin Leu Ser Met Arg Asp 

15 10 15 

Gly Ala Cys Cys Cys Pro Ala Gly Ala Val Ser Pro Val Leu His Trp 

20 25 30 

Trp I le Asp Leu Leu Arg Arg Thr Gly Arg Trp His Ser Arg Thr Arg 
35 40 45 
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Arg Pro Ala 


Ser 


Leu 


Arg Ala Cys 


50 






55 


Trp Ala Glu 


Ala 


Glu 


Ser Cys Ser 


65 






70 


Gly Pro Gly 


Glu 


Ser 


Cys Gly Ala 






85 




Pro Gly Pro 


Ser 


Pro 


Pro Lys Gly 




100 






Gly Gly Leu 


Leu 


Leu 


Pro 



115 



<210> 11780 
<211> 2681 
<212> DNA 

<213> Homo sapiens 



Ser Arg Leu Thr Ser Arg Gly Cys 
60 

Ser Trp Gly Gin Arg Gly Thr Gly 
75 80 
Gly Asp Gly Ala Glu Ala Val Arg 

90 95 
Pro Arg Thr Leu Ala Phe Asn Pro 
105 110 



<220> 
<221> CDS 

<222> (109). . (1290) 
<400> 11780 

tggcagatcc tgacatgoot gagotgoaoc 
ctcaagttcc atctgaaaag gataogggaa 
gctctcttca cttacgaatc tcttaagaaa 
gatgaaatag aagctctgat ccacaggcag 
ggcggctcct gcaagatcac catcaactcc 
ctgatccgag gcctggccat ggaggacagc 
ggccacgtcg acaaagccat tgaaagtcga 
gaaaagctgg ctgccacatc cgaggttggg 
tactgcttcc tggacacaga caacgtgcca 
gaacaggccc acgaagcggt tatccatggo 
gttcttgctg ccctgcgaot ccagtatctg 
ccacctctcg aagaggttta ttccctgcag 
aaaaccttca ccccttgtga acggctggag 
ctgaggcgga gcttocggac aggatcogtg 
ctggacatgt ggattaagga agaagtctoc 
aggaaatttc agggaatgaa ccaggaaoag 
gagtggcctg gctatggctc gacgctgttt 
caggaactct ggttgggtgt cagcgcggac 
agaccactgg aagtcttoca gtatgaaoac 
acgtataaga tcgtggtcga tgagagggag 
gtggccaagc tcatgaaagc ctacatcagc 
cgctccgoca gcagocaggg cagctccagg 
ctacctgaac goaccaccot ctggcctagg 
caaacacaga gctgcccagg ctttctggaa 
atccttttgc otgccgcott cattgatcct 
cagtttccaa agctttacta ctottagagg 



ttoctgccga gtcgagggat totcaagtat 60 
cagtttccag gaaccgagat ggaaaaatac 120 
accaaatgcc gagagtttgt gccttcccga 180 
gaaatgacat ocacggtcta ttgccatggc 240 
cacaccaccg otggggaggt ggtggagaag 300 
aggaacatgt ttgctttgtt tgaatacaac 360 
accgtcgtag ctgatgtctt agccaagttt 420 
gacctgooat ggaaattota ottcaaactt 480 
aaagacagtg tggagtttgc atttatgttt 540 
caccatccag ccccggaaga aaacctccag 600 
cagggggatt atactctgca cgctgccatc 660 
agactcaagg cccgcatcag coagtcaaco 720 
aagaggcgga cgagcttcct agaggggaco 780 
gtccggcaga aggtcgagga ggagcagatg 840 
totgctcgag ccagtatcat tgacaagtgg 900 
gcoatggcoa agtacatggc cttgatoaag 960 
gatgtggagt gcaaggaagg tggcttccct 1020 
gccgtotocg totacaagcg tggagaggga 1080 
atcotctctt ttggggcacc cotggcgaat 1140 
ctgctctttg aaaccagtga ggtggtggat 1200 
atgatcgtga agaagcgcta cagcacgaca 1260 
tgaaggcggg acagagooca ootgtctttg 1320 
otggctccag tgtgccatgc ccagccaaaa 1380 
gcttctggtc tgagggaggt gtctccgagg 1440 
gtattaagct gtcaacttta acagtctgca 1500 
acacatgcct taaaaaagga ggggaggaac 1560 
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cacgctgcca ccaaagcagc cggaagtgcc ttaacttgtg gaaccaacac taatcgaccg 1620 
taactgtgct actgaaggga actgcctttc ccccttctgg gggagactta acagagcgtg 1680 
gaaggggggc attctctgtc aatgatgcac taacctccca acctgatttc cccgaatctg 1740 
agggaaggtg agggagtggg aagggggatg gagagctcga ggggacagtg tgtttgagct 1800 
ggagtgctgc gggcagcctt tctcatggaa tgacatgaat caactttttt ctttgtttca 1860 
tcttttaagt gtacgtgctt gcctgttcgt gcatgtgttc ataaactcaa cactttaatc 1920 
atggtttcat gagcattaaa aagcaaaggg aaaaaggatg tgtaatggtg tacacagtct 1980 
gtatatttta ataatgcaga gctatagtct caattgttac tttataaggt ggttttatta 2040 
acaaacccaa atcctggatt ttcctgtctt tgctgtattt tgaaaaacac gtgttgactc 2100 
cattgtttta catgtagcaa agtctgccat ctgtgtctgc tgtattataa acggataagc 2160 
agcctacaag ataactgtat ttataaacca ctcttcaaca gctggctcca gtgctggttt 2220 
tagaacaaga atgaagtcat tttggagtct ttcatgtcta aaagatttaa gttaaaaaca 2280 
aagtgttact tggaaggtta gcttctatca ttctggatag attacagata taataaccat 2340 
gttgactatg ggggagagac gctgcattcc agaaacgtct taacacttga gtgaatcttc 2400 
aaaggaccct gacattaaat gctgaggctt taatacacac atattttatc ccaagtttat 2460 
aatggtggtc tgaacaaggc acctgtaaat aaatcagcat ttatgaccag aagaaaaata 2520 
atctggtctt ggacttttta tttttatatg gaaaagtttt aaggacttgg gccaactaag 2580 
tctacccaca cgaaaaaaga aatttgcctt gtccctttgt gtacaaccat gcaaaactgt 2640 
ttgttggctc acagaagttc tgacaataaa agatactagc t 2681 



<210> 11781 
<211> 394 
<212> PRT 

<213> Homo sapiens 



<400> 11781 



Met 


Glu 


Lys 


Tyr 


Ala 


Leu 


Phe 


Thr 


Tyr 


Glu 


Ser 


Leu Lys 


Lys Thr Lys 


1 








5 










10 






15 


Cys 


Arg 


Glu 


Phe 


Val 


Pro 


Ser 


Arg 


Asp 


Glu 


1 le 


Glu Ala 


Leu lie His 








20 










25 








30 


Arg 


Gin 


Glu 


Met 


Thr 


Ser 


Thr 


Val 


Tyr 


Cys 


His 


Gly Gly Gly Ser Cys 






35 










40 








45 




Lys 


1 le 


Thr 


i le 


Asn 


Ser 


His 


Thr 


Thr 


Ala 


Gly 


Glu Val 


Val Glu Lys 




50 










55 










60 




Leu 


1 le 


Arg 


Gly 


Leu 


Ala 


Met 


Glu 


Asp 


Ser 


Arg 


Asn Met 


Phe Ala Leu 


65 










70 










75 




80 


Phe 


Glu 


Tyr 


Asn 


Gly 


His 


Val 


Asp 


Lys 


Ala 


1 le 


Glu Ser 


Arg Thr Val 










85 










90 






95 


Val 


Ala 


Asp 


Val 


Leu 


Ala 


Lys 


Phe 


Glu 


Lys 


Leu 


Ala Ala 


Thr Ser Glu 








100 










105 








110 


Val 


Gly 


Asp 


Leu 


Pro 


Trp 


Lys 


Phe 


Tyr 


Phe 


Lys 


Leu Tyr Cys Phe Leu 






115 










120 








125 




Asp 


Thr 


Asp 


Asn 


Val 


Pro 


Lys 


Asp 


Ser 


Val 


Glu 


Phe Ala 


Phe Met Phe 




130 










135 










140 




Glu 


Gin 


Ala 


His 


Glu 


Ala 


Val 


1 le 


His 


Gly 


His 


His Pro 


Ala Pro Glu 


145 










150 










155 




160 


Glu 


Asn 


Leu 


Gin 


Val 


Leu 


Ala 


Ala 


Leu 


Arg 


Leu 


Gin Tyr 


Leu Gin Gly 
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Asp 


Tyr 


1 hr 


Leu 








1 80 


Leu 


Gin 


A 

Arg 


1 ^ . . 
Leu 






195 




Pro 


Cys 


oil! 

G 1 U 


Arg 




210 






Leu 


Arg 


A — — 

Arg 


Ser 


o o f— 

225 








Glu 


Glu 


Gin 


Met 


Arg 


Ala 


Ser 


1 le 








260 


Glu 


Gin 


A 1 ^ 

Ala 


Met 






275 




Tyr 


G ly 


Ser 


Thr 




290 






G 1 n 


Glu 


Leu 


Trp 


305 








Arg 


Gly 


Glu 


Gly 


Ser 


Phe 


Gly 


Ala 








340 


Arg 


Glu 


Leu 


Leu 






355 




Met 


Lys 


Ala 


Tyr 




370 






Arg 


Ser 


Ala 


Ser 



385 



His 


Ala 


Ala 1 le 


Lys 


Ala 


Arg 1 1 e 






200 


Leu 


G 1 u 


Lys Arg 






215 


Phe 


A 

Arg 


Thr Gly 




230 




Leu 


A ^ _ 

Asp 


Met Trp 


245 






1 le 


Asp 


Lys Trp 


A 1 ^ 

Ala 


Lys 


Tyr Met 






280 


Leu 


Phe 


Asp Val 






295 


Leu 


Gly 


Val Ser 




310 




Arg 


Pro 


Leu Glu 


325 






Pro 


Leu 


Ala Asn 


Phe 


Glu 


Thr Ser 






360 


1 le 


Ser 


Met Me 






375 


Ser 


Gin 


Gly Ser 




390 







1 /O 






Pro 


Pro 


Leu 


Glu 


1 oo 








Ser 


G 1 n 


Ser 


Thr 


Arg 


Thr 


Ser 


Phe 








220 


Ser 


Val 


Val 


Arg 






235 




1 1 — 
1 le 


Lys 


Glu 


Glu 




r\ r~ r\ 

250 






A 


Lys 


Phe 


Gin 


Zoo 








A 1 ^ 

Ala 


Leu 


1 1 e Lys 


Glu 


Cys 


Lys 


Glu 








300 


Ala 


Asp 


Ala 


Val 






315 




Val 


Phe 


Gin 


Tyr 




330 






Thr 


Tyr 


Lys 


1 le 


345 








Glu 


Val 


Val 


Asp 


Val 


Lys 


Lys Arg 








380 


Ser 


Arg 











175 




G 1 u 


Val 


Tyr 


Ser 




190 






Lys 


Thr 


Phe 


Thr 


205 








Leu 


Glu 


Gly 


Thr 


Gin 


Lys Val 


Glu 








240 


Va 1 


Ser 


Ser 


Ala 






255 




Gly 


Met 


Asn 


Gin 




270 






Glu 


Trp 


Pro 


Gly 


o rt r~ 

285 








Gly 


Gly Phe 


Pro 


Ser 


Val 


Tyr 


Lys 








320 


Glu 


His 


1 le 


Leu 






335 




Val 


Val 


Asp 


Glu 




350 






Val 


Ala 


Lys 


Leu 


365 








Tyr 


Ser 


Thr 


Thr 



<210> 11782 
<211> 2390 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (277) . . (2352) 
<400> 11782 

gtgctggccg cggtaaaagt ggtagcagcg 
tctcactctg ctgcotaggc tgagtgoagt 
ctcctgagot caagcgatcc tcacctcggc 
ccactacact cggatttctg acagtcagac 
cttttctgtg ctaaaactgg ggagctagtg 
aatccgacca cggggtctgt ggagtggctg 
gagattgcaa ggtcatotta tgcagatatg 



gaggcgagcg gagggtttcc cgcggcggag 60 
ggtgtgatcg aggcgcactg oagccttgac 120 
ctaccgagta gctgggacta caggoaogcg 180 
ttgtccacaa gaactcaact ggcaaggctg 240 
ggcaccatga agatcttctg cagtcgggcc 300 
gaggaggatg aaoaotatga ttaccaccag 360 
ctacatgaca aagacagaaa tgtaaaatac 420 
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taccaaggta tccgggctgc cgtgagcagg gtgaaggaca gaggacagaa ggccttggtt 480 
ctcgacattg gcactggcac gggactcttg tcaatgatgg cggtcacagc aggtgccgac 540 
ttctgctatg ccatcgaggt tttcaagcct atggctgatg ctgctgtgaa gattgtggag 600 
aaaaatggct ttagtgataa gattaaggtt atcaacaagc attccaccga ggtgactgta 660 
ggtccagagg gtgacatgcc atgccgtgcc aacatcctgg tcacagagtt gtttgacaca 720 
gagctgatcg gggagggggc gctgccctcc tatgagcacg cacacaggca tctcgtggag 780 
gaaaattgtg aggccgtgcc ccacagagcc accgtctatg cacagctggt ggagtccggg 840 
aggatgtggt cgtggaacaa gctatttccc atccacgtgc agaccagcct cggagagcag 900 
gtcatcgtcc ctcccgttga cgtggagagc tgccctggcg caccctctgt ctgtgacatt 960 
cagctgaacc aggtgtcacc agccgacttt acagtcctca gcgatgtgct gcccatgttc 1020 
agcatagact tcagcaagca agtcagtagc tcagcagcct gccatagcag gcggtttgaa 1080 
cctctgacat ctggccgagc tcaggtggtt ctctcgtggt gggacattga aatggaccct 1140 
gaggggaaga tcaagtgcac catggccccc ttctgggcac actcagaccc agaggagatg 1200 
cagtggcggg accactggat gcagtgtgtg tacttcctgc cacaagagga gcctgtggtg 1260 
cagggctcag cgctctatct ggtagcccac cacgatgact actgcgtatg gtacagcctg 1320 
cagaggacca gccctgaaaa gaatgagaga gtccgccaga tgcgccccgt gtgtgactgc 1380 
caggctcacc tgctctggaa ccggcctcgg tttggagaga tcaatgacca ggacagaact 1440 
gatcggtacg tccaggctct gaggaccgtg ctgaagccag acagcgtgtg cctgtgtgtc 1500 
agcgatggca gcctgctctc cgtgctggcc catcacctgg gggtggagca ggtgtttaca 1560 
gtcgagagtt cagcagcttc tcacaaactg ttgagaaaaa tcttcaaggc taaccacttg 1620 
gaagataaaa ttaacatcat agagaaacgg ccggaattat taacaaatga ggacctacag 1680 
ggcagaaagg tctctctcct cctgggcgag ccgttcttca ctaccagcct gctgccgtgg 1740 
cacaacctct acttctggta cgtgcggacc gctgtggacc agcacctggg gccaggtgcc 1800 
atggtgatgc cccaggcagc ctcgctgcac gctgtggttg tggagttcag ggacctgtgg 1860 
cggatccgga gcccctgtgg tgactgcgaa ggcttcgacg tgcacatcat ggacgacatg 1920 
attaagcgtg ccctggactt cagggagagc agggaagctg agccccaccc gctgtgggag 1980 
tacccatgcc gcagcctctc cgagccctgg cagatcctga cctttgactt ccagcagccg 2040 
gtgcccctgc agcccctgtg tgccgagggc accgtggagc tcagaaggcc cgggcagagc 2100 
cacgcagcgg tgctatggat ggagtaccac ctgaccccgg agtgcacgct cagcactggc 2160 
ctcctggagc ctgcagaccc cgaggggggc tgctgctgga acccccactg caagcaggcc 2220 
gtctacttct tcagccctgc cccagatccc agagcactgc tgggtggccc acggactgtc 2280 
agctatgcag tggagtttca ccccgacaca ggcgacatca tcatggagtt caggcatgca 2340 
gataccccag actgaccact cttgagcaat aaagtggcct gagggctggg 2390 



<210> 11783 
<211> 692 
<212> PRT 

<213> Homo sapiens 



<400> 11783 



Met Lys 1 1 e Phe Cys 


Ser 


Arg Ala Asn Pro Thr 


Thr Gly 


Ser 


Val 


Glu 


1 5 




10 






15 




Trp Leu Glu Glu Asp 


Glu 


His Tyr Asp Tyr His 


Gin Glu 


1 le 


Ala 


Arg 


20 




25 




30 






Ser Ser Tyr Ala Asp 


Met 


Leu His Asp Lys Asp 


Arg Asn 


Val 


Lys 


Tyr 


35 




40 


45 








Tyr Gin G 1 y Me Arg 


Ala 


Ala Val Ser Arg Val 


Lys Asp 


Arg 


Gly 


Gin 
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50 










55 




Lys 


Ala 


Leu 


Val 


Leu 


Asp 


1 le 


Gly 


65 










70 






Met 


Ala 


Val 


Thr 


Ala 


Gly 


Ala 


Asp 










85 








Lys 


Pro 


Met 


Ala 


Asp 


Ala 


Ala 


Val 








100 










Ser 


Asp 


Lys 


1 le 


Lys 


Val 


1 le 


Asn 






115 










120 


Gly 


Pro 


Glu 


Gly 


Asp 


Met 


Pro 


Cys 




130 










135 




Leu 


Phe 


Asp 


Thr 


Glu 


Leu 


1 le 


Gly 


145 










150 






His 


Ala 


His 


Arg 


His 


Leu 


Val 


Glu 










165 








Arg 


Ala 


Thr 


Val 


Tyr 


Ala 


Gin 


Leu 








180 










Trp 


Asn 


Lys 


Leu 


Phe 


Pro 


1 le 


His 






195 










200 


Val 


1 le 


Val 


Pro 


Pro 


Val 


Asp 


Val 




210 










215 




Val 


Cys 


Asp 


1 le 


Gin 


Leu 


Asn 


Gin 


225 










230 






Leu 


Ser 


Asp 


Val 


Leu 


Pro 


Met 


Phe 










245 








Ser 


Ser 


Ser 


Ala 


Ala 


Cys 


His 


Ser 








260 










Gly 


Arg 


Ala 


Gin 


Val 


Val 


Leu 


Ser 






275 










280 


Glu 


Gly 


Lys 


1 le 


Lys 


Cys 


Thr 


Met 




290 










295 




Pro 


Glu 


Glu 


Met 


Gin 


Trp 


Arg 


Asp 


305 










310 






Leu 


Pro 


Gin 


Glu 


Glu 


Pro 


Val 


Val 










325 








Ala 


His 


His 


Asp 


Asp 


Tyr 


Cys 


Val 








340 










Pro 


Glu 


Lys 


Asn 


Glu 


Arg 


Val 


Arg 






355 










360 


Gin 


Ala 


His 


Leu 


Leu 


Trp 


Asn 


Arg 




370 










375 




Gin 


Asp 


Arg 


Thr 


Asp 


Arg 


Tyr 


Val 


385 










390 






Pro 


Asp 


Ser 


Val 


Cys 


Leu 


Cys 


Val 










405 








Leu 


Ala 


His 


His 


Leu 


Gly 


Val 


Glu 








420 










Ala 


Ala 


Ser 


His 


Lys 


Leu 


Leu 


Arg 



60 



Thr 


Gly 


Thr 


Gly 


Leu 


Leu 


Ser 


Met 






75 










80 


Phe 


Cys 


Tyr 


Ala 


1 le 


Glu 


Val 


Phe 




90 










95 




Lys 


1 1 e 


Val 


Glu 


Lys 


Asn 


1 

Gly 


Phe 


105 










110 






Lys 


His 


Ser 


Thr 


Glu 


Val 


Thr 


Val 










125 








Arg 


Ala 


Asn 


1 le 


Leu 


Va 1 


Thr 


Glu 








140 










Glu 


Gly 


Ala 


Leu 


Pro 


Ser 


Tyr 


Glu 






155 










160 


Glu 


Asn 


Cys 


Glu 


Ala 


Val 


Pro 


His 




170 










175 




Val 


Glu 


Ser 


Gly 


Arg 


Met 


Trp 


Ser 


185 










190 






Va 1 


Gin 


Thr 


Ser 


Leu 


Gly 


Glu 


Gin 










205 








Glu 


Ser 


Cys 


Pro 


Gly 


Ala 


Pro 


Ser 








220 










Val 


Ser 


Pro 


Ala 


Asp 


Phe 


Thr 


Val 






235 










240 


Ser 


1 le 


Asp 


Phe 


Ser 


Lys 


Gin 


Val 




250 










255 




Arg 


Arg 


Phe 


Glu 


Pro 


Leu 


Thr 


Ser 


265 










270 






Trp 


Trp 


Asp 


1 le 


Glu 


Met 


Asp 


Pro 










285 








Ala 


Pro 


Phe 


Trp 


Ala 


His 


Ser 


Asp 








300 










His 


Trp 


Met 


Gin 


Cys 


Val 


Tyr 


Phe 






315 










320 


Gin 


Gly 


Ser 


Ala 


Leu 


Tyr 


Leu 


Val 




330 










335 




Trp 


Tyr 


Ser 


Leu 


Gin 


Arg 


Thr 


Ser 


345 










350 






Gin 


Met 


Arg 


Pro 


Val 


Cys 


Asp 


Cys 










365 








Pro 


Arg 


Phe 


Gly 


Glu 


1 le 


Asn 


Asp 








380 










Gin 


Ala 


Leu 


Arg 


Thr 


Val 


Leu 


Lys 






395 










400 


Ser 


Asp 


Gly 


Ser 


Leu 


Leu 


Ser 


Val 




410 










415 




Gin 


Val 


Phe 


Thr 


Val 


Glu 


Ser 


Ser 


425 










430 






Lys 


1 le 


Phe 


Lys 


Ala 


Asn 


His 


Leu 
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435 






440 


Glu 


Asp 


Lys 


1 le 


Asn 


Me lie Glu 




450 








455 


Glu 


Asp 


Leu 


Gin 


Gly 


Arg Lys Val 


465 










470 


Phe 


Thr 


Thr 


Ser 


Leu 


Leu Pro Trp 










485 




Arg 


Thr 


Ala 


Val 


Asp 


Gin His Leu 








500 






Gin 


Ala 


Ala 


Ser 


Leu 


His Ala Val 






515 






520 


Arg 


1 le 


Arg 


Ser 


Pro 


Cys Gly Asp 




530 








535 


Met 


Asp 


Asp 


Met 


1 le 


Lys Arg Ala 


545 










550 


Ala 


Glu 


Pro 


His 


Pro 


Leu Trp Glu 










565 




Pro 


Trp 


Gin 


1 le 


Leu 


Thr Phe Asp 








580 






Pro 


Leu 


Cys 


Ala 


Glu 


Gly Thr Val 






595 






600 


His 


Ala 


Ala 


Val 


Leu 


Trp Met Glu 




610 








615 


Leu 


Ser 


Thr 


Gly 


Leu 


Leu Glu Pro 


625 










630 


Trp 


Asn 


Pro 


His 


Cys 


Lys Gin Ala 










645 




Asp 


Pro 


Arg 


Ala 


Leu 


Leu Gly Gly 








660 






Glu 


Phe 


His 


Pro 


Asp 


Thr Gly Asp 






675 






680 


Asp 


Thr 


Pro 


Asp 







690 



445 



Lys 


Arg 


Pro 


Glu Leu 


Leu 


Thr 


Asn 








460 








Ser 


Leu 


Leu 


Leu Gly 


Glu 


Pro 


Phe 






475 








480 


His 


Asn 


Leu 


Tyr Phe 


Trp 


Tyr 


Val 




490 








495 




Gly 


Pro 


Gly 


Ala Met 


Val 


Met 


Pro 


505 








510 






Val 


Val 


Glu 


Phe Arg 


Asp 


Leu 


Trp 








525 








Cys 


Glu 


Gly 


Phe Asp 


Val 


His 


1 le 








540 








Leu 


Asp 


Phe 


Arg Glu 


Ser 


Arg 


Glu 






555 








560 


Tyr 


Pro 


Cys 


Arg Ser 


Leu 


Ser 


Glu 




570 








575 




Phe 


Gin 


Gin 


Pro Val 


Pro 


Leu 


Gin 


585 








590 






Glu 


Leu 


Arg 


Arg Pro 


Gly 


Gin 


Ser 








605 








Tyr 


His 


Leu 


Thr Pro 


Glu 


Cys 


Thr 








620 








Ala 


Asp 


Pro 


Glu Gly 


Gly 


Cys 


Cys 






635 








640 


Val 


Tyr 


Phe 


Phe Ser 


Pro 


Ala 


Pro 




650 








655 




Pro 


Arg 


Thr 


Val Ser 


Tyr 


Ala 


Val 


665 








670 






1 le 


1 le 


Met 


Glu Phe 


Arg 


His 


Ala 








685 









<210> 11784 
<211> 2451 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (199). . (507) 

<400> 11784 

atgtagaaaa acatttaggc ataggtcagg cottatgoag oatcagagaa cacaoaocag 60 

agtttaactc tgtgggtaag agttgtacaa ttgtgaaatg caaggagttc actgtagggg 120 

tgagactcca cagaaaagaa aagtttcctg agagcagaac ttctgtcctt ccctcccagt 180 
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tcggtactat aagaagacat gcacacaaag 
ggaagaaaaa tgttacccaa gtcttctcca 
ctaacccatt tctggatgag actcatcaat 
gatataattt ccattgggca ccttcacagt 
gagcttctta taagatggca aatgtgcctg 
gcatgtgctg agagttattc aactatctga 
gaattatgct attagtttaa taatatctga 
ctcattctgc ccccttgcca gttgtctcct 
aagtctacta gtttattgag cacctgctat 
gccctcccag agttaagggc taataggata 
agtgtggtaa gtgctttggt aggaaaaatg 
acctaaatct ggtctatgag tcactaaaga 
aaggtgggta gaaggtagca agggcagggg 
gaagactctt ctctactgca gaaattgtca 
gggagtaatt caacaaatat ttattgccct 
ggtaaggagg ggtgtgggca gggaatgggg 
tgttccttta tacttcccac tgcctgagtc 
cccactgtct ctctagcctc tgatatgcat 
cataaaatgc accagtctct caccacacta 
ttctgggtct agaataggct ccccaactca 
acatggggat tctgagccag gctttatgac 
atgatgggct gtctccagat cctatcttat 
gcctgtaact ctctctgcta atttttattt 
gggcaattaa tacctaaaag aaagtttgat 
tttctaaaga agacttggtg atcactgctt 
atactacctg atactgggta atttattaaa 
tctgcagggc tggggaggcc tcaggaaact 
agcaccttct tcacaaggtg gcaagagaga 
cagccaaatc tcatgagaat tcactatcat 
ctaatcaccc cccaccacga ccctccctca 
tggggacaca agagccaaac catatcgctg 
gggggacaat tcggcctctt tgtgtccaga 
gaagtctaaa gggatctttc aaatggatag 
gagatttaat gttttaagta tcatataata 
ttggtaatac agaaaatgag aaagtataaa 
ttgttaacat tttggagtac tttctattag 
gtaaaactac tgtttagtaa atgatttttg 
gtttattatt agaatgtaat gcaagatgta 



atgtttgtta tgattattga agtgttaaat 240 
aaaagaatgg tagatatttc cttgaaatgc 300 
atccccttca ctccactctc tgccaactca 360 
aatgccagga ttggggcaga gatcctgaaa 420 
gcaagagcat ttgtattttg tcaggtggag 480 
aatgttgaat ttggaggttg tgaaaatatt 540 
ggcagtaaaa tagtacctga ggaatggtgc 600 
caatcctgag cttcctgctg aggttaattc 660 
gtgctaggca ttgaggtaga cctggtcatt 720 
tgcatatata ctaaacagta attacagtaa 780 
cgggtttcca tcaaagtaca tggcagggat 840 
cttcctggat atgatggtat ctcagacgta 900 
agaagagaac aggatctgga gacactccat 960 
tagacctaat ttttaaaaaa atgaatctga 1020 
caagtataat agctcagggc ctgcaagcct 1080 
aatagcagag cctgggaagg cagatcaccg 1140 
ccagagtcat gggacacaaa cactccagtc 1200 
tctttccctg tgtatataca tgccttttcc 1260 
attctgagta cttcagagtc tcacaggtca 1320 
gtgattataa gtaggaagag gaaaagcaac 1380 
aactaattcc tgctggagag aagagtcctg 1440 
cttcatgcca ttgtatgggc tataacctct 1500 
tggcagtttt aattaaccca caattgctga 1560 
tcctcttcta agatatccta ggtagtgtca 1620 
gtattagtcc attttcacag tgctatgaag 1680 
aaaaaaaaag aggtttaatt gactgacagt 1740 
taaatcatgg tggaaggcga aggggaagca 1800 
gtgcagggga aatgctaggc acttatcaat 1860 
gagaacaagg gggaaatctg ctcccatgat 1920 
acacctgggg attactattg gagatttggg 1980 
ctgttgtggg taatagggga ggtgaaattg 2040 
ggttgtgcag ttatcgagtg aggtcgatca 2100 
tgagttgcct tttcctatag gtgacaatca 2160 
ggtttttctc ctgattgtga attgtaagtg 2220 
ccacccccaa tcccaatgcc catagaaacg 2280 
tgtttatttt tcccaatcct agtattttta 2340 
gtaactaatt tcaaaattta tacttcaacc 2400 
ttgcaataaa acttgagttt t 2451 



<210> 11785 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 11785 

Met His Thr Lys Met Phe Val Met Me lie Glu Val Leu Asn Gly Arg 
15 10 15 
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Lys Met Leu 


Pro 


Lys 


Ser 


Ser 


Pro Lys Arg Met Val 


Asp 


1 1 e Ser Leu 




20 










25 






30 


Lys Cys Leu 


Thr 


His 


Phe 


Trp 


Met 


Arg Leu 1 1 e 


Asn 


1 le 


Pro Phe Thr 


35 










40 






45 




Pro Leu Ser 


Ala 


Asn 


Ser 


Asp 


1 le 


1 le Ser 1 le 


Gly 


His 


Leu His Ser 


50 








55 






60 






Asn Ala Arg 


Me 


Gly 


Ala 


Glu 


1 le 


Leu Lys Glu 


Leu 


Leu 


1 1 e Arg Trp 


65 






70 






75 






80 


Gin Met Cys 


Leu 


Ala 

85 


Arg 


Ala 


Phe 


Val Phe Cys 
90 


Gin 


Val 


Glu Ala Cys 
95 


Ala Glu Ser 


Tyr 
100 


Ser 


Thr 


1 le 













<210> 11786 
<211> 2636 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (395) . . (2359) 
<400> 11786 

agtccctcgc cgaccagtct gggcagcgga ggagggtggt tggcagtggc tggaagcttc 60 
gctatgggaa gttgttcctt tgctctctcg cgcccagtcc tcctccctgg ttctcctcag 120 
ccgctgtcgg aggagagcac ccggagacgc gggctgcagt ogcggcggct tctccccgcc 180 
tgggcggccg cgccgctggg caggtgctga gcgcccctag agcctccctt gccgcctccc 240 
tcctctgccc ggccgcagca gtgcacatgg ggtgttggag gtagatgggc tcccggcccg 300 
ggaggcggcg gtggatgcgg cgctgggcag aagcagccgc cgattccagc tgccccgcgc 360 
gccccgggcg cccctgcgag tccccggttc agccatgggg acctctccga gcagcagcac 420 
cgccctcgcc tcctgcagcc gcatcgcccg ccgagccaca gccacgatga tcgcgggctc 480 
ccttctcctg cttggattcc ttagcaccac cacagctcag ccagaacaga aggcctcgaa 540 
tctcattggc acataccgcc atgttgaccg tgccaocggc caggtgctaa cctgtgaoaa 600 
gtgtccagca ggaacctatg tctctgagca ttgtaccaac acaagcctgc gcgtctgcag 660 
cagttgccct gtggggacct ttaccaggca tgagaatggc atagagaaat gccatgactg 720 
tagtcagcca tgcccatggc caatgattga gaaattacct tgtgctgcct tgactgaccg 780 
agaatgcact tgcccacctg gcatgttcca gtctaacgct acctgtgccc cccatacggt 840 
gtgtcctgtg ggttggggtg tgcggaagaa agggacagag actgaggatg tgcggtgtaa 900 
gcagtgtgot cggggtacct tctcagatgt gccttctagt gtgatgaaat gcaaagcata 960 
cacagactgt ctgagtcaga acctggtggt gatcaagccg gggaccaagg agacagacaa 1020 
cgtctgtggc acactcccgt ccttctccag ctccacctca ccttcccctg gcacagccat 1080 
ctttccacgc cctgagcgca tggaaaccca tgaagtccct tcctccactt atgttcccaa 1140 
aggoatgaac tcaacagaat ccaactcttc tgcctctgtt agacoaaagg tactgagtag 1200 
catccaggaa gggacagtcc ctgacaacac aagctcagca agggggaagg aagacgtgaa 1260 
caagaocctc ccaaaccttc aggtagtcaa ccaccagcaa ggcccccacc acagacacat 1320 
cctgaagctg ctgccgtcca tggaggccac tgggggcgag aagtccagca cgcccatcaa 1380 
gggccccaag aggggacatc ctagacagaa cctacacaag cattttgaca tcaatgagca 1440 
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tttgccctgg atgattgtgc ttttcctgct gctggtgctt gtggtgattg tggtgtgcag 1500 
tatccggaaa agctcgagga ctctgaaaaa ggggccccgg caggatccca gtgccattgt 1560 
ggaaaaggca gggctgaaga aatccatgac tccaacccag aaccgggaga aatggatcta 1620 
ctactgcaat ggccatggta tcgatatcct gaagcttgta gcagcccaag tgggaagcca 1680 
gtggaaagat atctatcagt ttctttgcaa tgccagtgag agggaggttg ctgctttctc 1740 
caatgggtac acagccgacc acgagcgggc ctacgcagct ctgcagcact ggaccatccg 1800 
gggccccgag gccagcctcg cccagctaat tagcgccctg cgccagcacc ggagaaacga 1860 
tgttgtggag aagattcgtg ggctgatgga agacaccacc cagctggaaa ctgacaaact 1920 
agctctcccg atgagcccca gcccgcttag cccgagcccc atccccagcc ccaacgcgaa 1980 
acttgagaat tccgctctcc tgacggtgga gccttcccca caggacaaga acaagggctt 2040 
cttcgtggat gagtcggagc cccttctccg ctgtgactct acatccagcg gctcctccgc 2100 
gctgagcagg aacggttcct ttattaccaa agaaaagaag gacacagtgt tgcggcaggt 2160 
acgcctggac ccctgtgact tgcagcctat ctttgatgac atgctccact ttctaaatcc 2220 
tgaggagctg cgggtgattg aagagattcc ccaggctgag gacaaactag accggctatt 2280 
cgaaattatt gg:agtcaaga gccaggaagc cagccagacc ttcctggact ctgtttatag 2340 
ccatcttcct gacctgctgt agaacatagg gatactgcat tctggaaatt actcaattta 2400 
gtggcagggt ggttttttaa ttttcttctg tttctgattt ttgttgtttg gggtgtgtgt 2460 
gtgtgtttgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt ttaacagaga atatggccag 2520 
tgcttgagtt ctttctcctt ctctctctct cttttttttt taaataactc ttctgggaag 2580 
ttggtttata agcctttgcc aggtgtaact gttgtgaaat acccaccact aaagtt 2636 



<210> 11787 
<211> 655 
<212> PRT 

<213> Homo sapiens 



<400> 11787 



Met 


Gly 


Thr 


Ser 


Pro 


Ser 


Ser 


Ser 


Thr 


Ala 


Leu 


Ala 


Ser 


Cys 


Ser 


Arg 


1 








5 










10 










15 




1 le 


Ala 


Arg 


Arg 


Ala 


Thr 


Ala 


Thr 


Met 


1 le 


Ala 


Gly 


Ser 


Leu 


Leu 


Leu 








20 










25 










30 






Leu 


Gly 


Phe 


Leu 


Ser 


Thr 


Thr 


Thr 


Ala 


Gin 


Pro 


Glu 


Gin 


Lys 


Ala 


Ser 






35 










40 










45 








Asn 


Leu 


1 le 


Gly 


Thr 


Tyr 


Arg 


His 


Val 


Asp 


Arg 


Ala 


Thr 


Gly 


Gin 


Val 




50 










55 










60 










Leu 


Thr Cys 


Asp 


Lys 


Cys 


Pro 


Ala 


Gly 


Thr 


Tyr 


Val 


Ser 


Glu 


His 


Cys 


65 










70 










75 










80 


Thr 


Asn 


Thr 


Ser 


Leu 


Arg 


Val 


Cys 


Ser 


Ser 


Cys 


Pro 


Val 


Gly 


Thr 


Phe 










85 










90 










95 




Thr 


Arg 


His 


Glu 


Asn 


Gly 


1 le 


Glu 


Lys 


Cys 


His 


Asp 


Cys 


Ser 


Gin 


Pro 








100 










105 










110 






Cys 


Pro 


Trp 


Pro 


Met 


1 le 


Glu 


Lys 


Leu 


Pro 


Cys 


Ala 


Ala 


Leu 


Thr 


Asp 






115 










120 










125 








Arg 


Glu 


Cys 


Thr 


Cys 


Pro 


Pro 


Gly 


Met 


Phe 


Gin 


Ser 


Asn 


Ala 


Thr 


Cys 




130 










135 










140 










Ala 


Pro 


His 


Thr 


Val 


Cys 


Pro 


Val 


Gly 


Trp 


Gly 


Val 


Arg 


Lys 


Lys 


Gly 



145 150 155 160 
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Thr 


Glu 


Thr 


Glu 


Asp 
165 


Val 


Arg 


Cys Lys 


Gin 
170 


Cys 


Ala 


Arg 


Gly 


Thr Phe 
175 


Ser 


Asp 


Val 


Pro 
180 


Ser 


Ser 


Val 


Met Lys 
185 


Gys 


Lys 


Ala 


Tyr 


Thr 
190 


Asp Cys 


Leu 


Ser 


Gin 
195 


Asn 


Leu 


Val 


Val 


1 1 e Lys 
200 


Pro 


Gly 


Thr 


Lys 
205 


Glu 


Thr Asp 


Asn 


Val 
210 


Gys 


Gly 


Thr 


Leu 


Pro 
215 


Ser Phe 


Ser 


Ser 


Ser 
220 


Thr 


Ser 


Pro Ser 


Pro 


Gly 


Thr 


Ata 


1 le 


Phe 


Pro 


Arg Pro 


Glu 


Arg 


Met 


Glu 


Thr 


His Glu 


225 










230 








235 








240 


Val 


Pro 


Ser 


Ser 


Thr 
245 


Tyr 


Val 


Pro Lys 


Gly 
250 


Met 


Asn 


Ser 


Thr 


Glu Ser 
255 


Asn 


Ser 


Ser 


Ala 
260 


Ser 


Val 


Arg 


Pro Lys 
265 


Val 


Leu 


Ser 


Ser 


1 le 
270 


Gin Glu 


Gly 


Thr 


Val 

275 


Pro 


Asp 


Asn 


Thr 


Ser Ser 
280 


Ala 


Arg 


Gly 


Lys 
285 


Glu 


Asp Val 


Asn 


Lys 
290 


Thr 


Leu 


Pro 


Asn 


Leu 
295 


Gin Val 


Val 


Asn 


His 
300 


Gin 


Gin 


Gly Pro 


His 


His 


Arg 


His 


1 le 


Leu 


Lys 


Leu Leu 


Pro 


Ser 


Met 


Glu 


Ala 


Thr Gly 


305 










310 








315 








320 


Gly 


Glu 


Lys 


Ser 


Ser 
325 


Thr 


Pro 


1 le Lys 


Gly 
330 


Pro 


Lys 


Arg 


Gly 


His Pro 
335 


Arg 


Gin 


Asn 


Leu 
340 


His 


Lys 


His 


Phe Asp 
345 


1 le 


Asn 


Glu 


His 


Leu 
350 


Pro Trp 


Met 


1 le 


Val 
355 


Leu 


Phe 


Leu 


Leu 


Leu Val 
360 


Leu 


Val 


Val 


1 le 
365 


Val 


Val Cys 


Ser 


1 le 
370 


Arg 


Lys 


Ser 


Ser 


Arg 

375 


Thr Leu 


Lys 


Lys 


Gly 
380 


Pro 


Arg 


Gin Asp 


Pro 


Ser 


Ala 


1 le 


Val 


Glu 


Lys 


Ala Gly 


Leu 


Lys 


Lys 


Ser 


Met 


Thr Pro 


385 










390 








395 








400 


Thr 


Gin 


Asn 


Arg 


Glu 
405 


Lys 


Trp 


1 le Tyr 


Tyr 
410 


Cys 


Asn 


Gly 


His 


Gly Me 
415 


Asp 


1 le 


Leu 


Lys 
420 


Leu 


Val 


Ala 


Ala Gin 
425 


Val 


Gly 


Ser 


Gin 


Trp 
430 


Lys Asp 


1 le 


Tyr 


Gin 
435 


Phe 


Leu 


Cys 


Asn 


Ala Ser 
440 


Glu 


Arg 


Glu 


Val 
445 


Ala 


Ala Phe 


Ser 


Asn 
450 


Gly 


Tyr 


Thr 


Ala 


Asp 
455 


His Glu 


Arg 


Ala 


Tyr 
460 


Ala 


Ala 


Leu Gin 


His 


Trp 


Thr 


1 le 


Arg 


Gly 


Pro 


Glu Ala 


Ser 


Leu 


Ala 


Gin 


Leu 


1 le Ser 


465 










470 








475 








480 


Ata 


Leu 


Arg 


Gin 


His 
485 


Arg 


Arg 


Asn Asp 


Val 
490 


Val 


Glu 


Lys 


1 le 


Arg Gly 
495 


Leu 


Met 


Glu 


Asp 
500 


Thr 


Thr 


Gin 


Leu Glu 
505 


Thr 


Asp 


Lys 


Leu 


Ala 
510 


Leu Pro 


Met 


Ser 


Pro 
515 


Ser 


Pro 


Leu 


Ser 


Pro Ser 
520 


Pro 


1 le 


Pro 


Ser 
525 


Pro 


Asn Ala 


Lys 


Leu 
530 


Glu 


Asn 


Ser 


Ala 


Leu 
535 


Leu Thr 


Val 


Glu 


Pro 
540 


Ser 


Pro 


Gin Asp 
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Lys Asn Lys 


Gly 


Phe 


Phe 


Val 


Asp 


545 






550 






Asp Ser Thr 


Ser 


Ser 


Gly 


Ser 


Ser 






565 








1 1 e Thr Lys 


Glu 


Lys 


Lys 


Asp 


Thr 




580 










Pro Cys Asp 


Leu 


Gin 


Pro 


1 le 


Phe 


595 










600 


Pro Glu Glu 


Leu 


Arg 


Val 


1 le 


Glu 


610 








615 




Leu Asp Arg 


Leu 


Phe 


Glu 


1 le 


1 le 


625 






630 






Gin Thr Phe 


Leu 


Asp 


Ser 


Val 


Tyr 



645 



Glu 


Ser 


Glu Pro 


Leu 


Leu 


Arg 


Cys 






555 








560 


Ala 


Leu 


Ser Arg 


Asn 


Gly 


Ser 


Phe 




570 








575 




Val 


Leu 


Arg Gin 


Val 


Arg 


Leu 


Asp 


585 








590 






Asp 


Asp 


Met Leu 


His 


Phe 


Leu 


Asn 








605 








Glu 


1 le 


Pro Gin 


Ala 


Glu 


Asp 


Lys 






620 










Gly 


Val 


Lys Ser 


Gin 


Glu 


Ala 


Ser 






635 








640 


Ser 


His 


Leu Pro 


Asp 


Leu 


Leu 






650 








655 





<210> 11788 
<211> 5344 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1940). . (3928) 
<400> 11788 

ctgcttoogo ccaaaaagat aattgggaaa 
aaggatctgg aggtctacct ccagaagctc 
gtactggccc acttcttgca ttttcacttc 
gotgaagagc tctttgagaa aggagaacag 
ggaccGctgc agctgtatgc cgtcacgggg 
agtggggatg ccaagaccga cctcgggoao 
cttaaggttt ctggcacaga aggacctttt 
ccgttcgaoo tatoaatatt caagtccotg 
aagcacatca gagggctggt cgcatcgaag 
tcagcaacct cgatgaagga agtccttgtt 
Gctgaaggca caaccctaga aggccctgtg 
aocacgottg acctgagcca caacagcato 
ocaaagattg agttcctgga cctgagtcac 
gtagtgcctt tggagaccag tgctgcccgc 
caggagactg acgcagcctt gggaattggc 
tcgctttagg atcccagcaa tgcactgagt 
agoatgagta aataoaaacc aggcatgatg 
tgttttoaac gccoacccca actgtctgca 
agagaagagg gaottccctt cctaaaataa 
ttgggttgga aggcccatcc tgccattagt 
gagccacttt acgctgttct ccacgccgct 
cotgtcctac aacaagctct cctccttgga 



aactcaagaa gcttggtgga gaagagggag 60 
ctggctgGct tcootggcgt gacocccaga 120 
tatgagataa atggcatcac cgcggcactg 180 
ctcctggggg ccggcgaggt ctttgccatt 240 
cagctgcagc agggaaagcc cacgtgcgcc 300 
atcctggact tcacctgtog ccttaagtac 360 
gggaccagca acattcagga gcagctcctg 420 
catcaggtgg agataagtca ctgtgatgct 480 
cccaccttag ocacgctgag tgtccgcttc 540 
cctgaagcct cagaatttga tgagtgggag 600 
actgccgtca tocccacttg gcaggcattg 660 
tccgagatcg aogagtctgt gaaactgato 720 
aatggattgc tggttgtgga caatotgcag 780 
acacactccc aaggccccgc cctgagattt 840 
caggggttgt aagggcaggg gttgctgtct 900 
gattgttgct ctagttccaa agaattagga 960 
atgcacctcc gtcctgaagg tggacagcca 1020 
ggggtgccac tgtgctgtgg catgtgcggc 1080 
ctgtcagagt gacttgcaga actgggtagt 1140 
gtcaggcccc tatctttgga gacttgacct 1200 
gcagcacctg tataacottg tgcatctgga 1260 
agggcttcac accaagctgg ggaacatcaa 1320 
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gaccttaaac ctggcaggca acctcctaga 
actggtcaac ctggatctcc gggacaacag 
aggcagcctc ccgtgtctgg agcacgtgtc 
cgactaccgg accaaggtgc tggctcagtt 
tgacacagtg accacagaga aggagctgga 
agccaaggag gtcaagtcca aactgagcaa 
gctctcagct gccccctgca tcagacccag 
tgcctccctg ccccagccca tcctctctaa 
gcaggtctca tgagcgtgtc tgctggcccg 
cccgagtgga gccgaggctc gggacacgca 
agacgcagaa cttggaatca tgttcgttca 
cactgacagt ctgactcccg agcaccagcc 
gtccatccct gcgggacagg cagcttccga 
tggtgcaagc ccagaacatg ccgagccgga 
catcttcctg cccttcacct gcattggcta 
cctgagcaca ctgatccggc aggccatcga 
caaccagcgg gaggagggcc agggtgaaca 
agaggaggac gtggctgaga accgctactt 
ggagggagga ggccaggggg aggaagagga 
ggagcgcctg gctctggaat gggccctggg 
ccgcatcctc aaggtgctgt ggtgcttcct 
cgccgcctgc cttgtgctca ccgacttcgg 
gtctcggggc agcagccagc acatcctctc 
tggcgacctc accgagtttg gcttcctcat 
gcacagtgag aacacgctct tcattatctc 
ggacctgcgc tcatgctttg caccccagca 
cggcagccac accagcctgc aggagttcct 
tggcggctgc caggagcgca gccagggctg 
gcgcatggtg cagacggccg ccggggacta 
actctgttca gccgtgcggc gctcctgctg 
catcccctac tggctgttgc tcacgcccca 
ccccatgccc aaccgtggca cccacaactg 
tgtgccgctc tccaccgtgc tgctggaccc 
ctttgctgat ggccacgtgc tagagctgct 
cgtgctgccc cacgagaagt tccacttcct 
gcaggacctg aagactgtgg tcatcgccaa 
ctcctttgcg gatggccagc ctgccgagcg 
ggtcccagca gaggctctgg ccccggcccc 
agcctcagcc tcaggcccag cgaagactcc 
ggtcccagag gagacgccag tggaagctcc 
gtacccgagt gagcacctca tccaggccac 
gcctgcctgc ccgtcgctcc ggcacgtcgc 
cttccacagc agcattgctg agatttctgg 
cctttccaca tctcccagtg cttcgtgcta 
gggcttttcg accagcattt ccggctgacg 
ttgacgcggg acagctacct gacgcactgc 
tctctggaac gcacgccctc gccggagcct 
aacaagacca cagggaagat ggagaactac 



gagtctgagt ggcctgcaca agctctactc 1380 
gatcgaacag atggaggagg tccggagcat 1440 
tctgctgaac aaccctctga gcatcatccc 1500 
cggagagagg gcctcagagg tctgtctgga 1560 
cactgtggaa gtgctgaaag caattcagaa 1620 
cccagagaag aagggtggtg aagactcccg 1680 
cagctcccct cccactgtgg ctcccgcatc 1740 
ccaaggcatc ctcggagatg agtgagtgaa 1800 
gcccccacgg aagaggggag ggtgtgccgt 1860 
ggaaaggacg ccgcctgccc gggctcctgg 1920 
ggaggaggcc ctggccagca gcctctcgtc 1980 
cattgcccag ggatgttctg attccttgga 2040 
tgatttaagg gacgtgccag gagctgttgg 2100 
ggtccaggtg gtgccggggt ctggccagat 2160 
cacggccacc aatcaggact tcatccagcg 2220 
gcggcagctg cctgcctgga tcgaggctgc 2280 
gggcgaggag gaggatgagg aggaggaaga 2340 
tgaaatgggg cccccagacg tggaggagga 2400 
ggaggaagag gaggatgaag aggccgagga 2460 
cgcggacgag gacttcctgc tggagcacat 2520 
gatccatgtg cagggcagta tccgccagtt 2580 
catcgcagtc ttcgagatcc cgcaccagga 2640 
ctccctgcgc tttgtctttt gcttcccgca 2700 
gccggagctg tgtctggtgc tcaaggtacg 2760 
ggacgccgcc aacctgcacg agttccacgc 2820 
catggccatg ctgtgtagcc ccatcctcta 2880 
gcgccagctg ctcaccttct acaaggtggc 2940 
cttccccgtc tacctggtct acagtgacaa 3000 
ctcaggcaac atcgagtggg ccagctgcac 3060 
cgcgccctct gaggccgtca agtccgccgc 3120 
gcacctcaac gtcatcaagg ccgacttcaa 3180 
tcgcaaccgc aacagcttca agctcagccg 3240 
cacacgcagc tgtacccagc ctcggggcgc 3300 
cgtggggtac cgctttgtca ctgccatctt 3360 
gcgcgtctac aaccagctgc gggcctcgct 3420 
gacccccggg acgggaggca gcccccaggg 3480 
cagggccagc aatgaccagc gtccccagga 3540 
agtggaagtc ccagctccag cccctgcagc 3600 
ggccccagca gaggcctcaa cttcagcttt 3660 
agccccaccc ccagccgagg cccctgccca 3720 
ctcggaggag aatcagatcc cctcgcactt 3780 
cagcctgcgg ggcagcgcca tcatcgagct 3840 
catcagaaaa acaccgacta caacaacagc 3900 
aagcttagtg acctgcagtc agtcaatgtg 3960 
ggttccaccc cgatgcaggt ggtcacgtgc 4020 
ttcctccagc acctcatggt cgtgctgtcc 4080 
gttgacaagg acttctactc cgagtttggg 4140 
gagctgatcc actctagtcg cgtcgagttt 4200 
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acctacccca gtgaggagga gattggggac 
gagccagaga aggccccagc cctcagcatc 
atgccacccc ctgggtgctg caggggcccc 
tccgagatct tcctcctgga tgaggactgt 
gagccgccgc agagagacag gtaccggctg 
caagtgctca tgggctacca gacctacccg 
caagggcatg acctcatggg cagtgtcacc 
ccggctagag ccagccaggg ccgtgaagtc 
agcagagaga agctcatctc gctgttggct 
ctgcctgtcg agctcaccgg ctagcccagg 
gcctactggg gcagggcagc aggcttttgt 
gtaccttaat ttgactgtcc tcgcagagaa 
tttctcatgt tgggagtgag aatgccgggc 
cccacaggtg gtacagccat gcacaccagt 
acacgtgaca ctgtgggtct gactttctct 
cagtcctttg ttgctgttgc tgttgctgtt 
ctgaggctgg tagcagaatg cacattggaa 
aggtctcccc tgatccagac aagtgggaga 
agcaccaagc gtgattcctg ctgcctgtat 
cgtc 



ctgacgttca ctgtggccca aaagatggct 4260 
ctgctgtacg tgcaggcctt ccaggtgggc 4320 
ctgcgcccca agacactcct gctcaccagc 4380 
gtccactacc cactgcccga gtttgccaaa 4440 
gacgatggcc gccgcgtccg ggacctggac 4500 
caggccctca ccctcgtctt cgatgacgtg 4560 
ctggaccact ttggggaggt gccaggtggc 4620 
cagtggcagg tgtttgtccc cagtgctgag 4680 
cgccagtggg aggccctgtg tggccgtgag 4740 
ccacagccag cctgtcgtgt ccagcctgac 4800 
gttctctaaa aatgttttat cctccctttg 4860 
tgtgaacatg tgtgtgtgtt gtgttaattc 4920 
ccctcagggc tgtcggtgtg ctgtcagcct 4980 
gtcgtgtctg ctgttgtggg accgttgtta 5040 
tctacacgtc ctttcctgaa gtgtcgagtc 5100 
gctgttgctg ttggcatctt gctgctaatc 5160 
gctcccaccc catattgttc ttcaaagtgg 5220 
gcccgtgggg gcaggggacc tggagctgcc 5280 
tctctattcc aataaagcag agtttgacac 5340 

5344 



<210> 11789 
<211> 663 
<212> PRT 

<213> Homo sapiens 



<400> 11789 



Met 


Phe Val 


Gin 


Glu 


Glu 


Ala 


Leu 


1 






5 








Ser 


Leu Thr 


Pro 


Glu 


His 


Gin 


Pro 






20 










Leu 


Glu Ser 


1 le 


Pro 


Ala 


Gly 


Gin 




35 










40 


Val 


Pro Gly 


Ala 


Val 


Gly 


Gly 


Ala 




50 








55 




Val 


Gin Val 


Val 


Pro 


Gly 


Ser 


Gly 


65 








70 






Cys 


1 le Gly 


Tyr 


Thr 


Ala 


Thr 


Asn 








85 








Thr 


Leu 1 1 e 


Arg 


Gin 


Ala 


1 le 


Glu 






100 










Ala 


Ala Asn 


Gin 


Arg 


Glu 


Glu 


Gly 




115 










120 


Asp 


Glu Glu 


Glu 


Glu 


Glu 


Glu 


Glu 




130 








135 




Glu 


Met Gly 


Pro 


Pro 


Asp 


Val 


Glu 



145 150 



Ala 


Ser 


Ser 


Leu 


Ser 


Ser 


Thr 


Asp 




10 










15 




1 le 


Ala 


Gin 


Gly 


Cys 


Ser 


Asp 


Ser 


25 










30 






Ala 


Ala 


Ser 


Asp 


Asp 


Leu 


Arg 


Asp 










45 








Ser 


Pro 


Glu 


His 


Ala 


Glu 


Pro 


Glu 








60 










Gin 


Me 


1 le 


Phe 


Leu 


Pro 


Phe 


Thr 






75 










80 


Gin 


Asp 


Phe 


Me 


Gin 


Arg 


Leu 


Ser 




90 










95 




Arg 


Gin 


Leu 


Pro 


Ala 


Trp 


1 le 


Glu 


105 










110 






Gin 


Gly 


Glu 


Gin 


Gly 


Glu 


Glu 


Glu 










125 








Asp 


Val 


Ala 


Glu 


Asn 


Arg 


Tyr 


Phe 








140 










Glu 


Glu 


Glu 


Gly 


Gly 


Gly 


Gin 


Gly 






155 










160 
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Glu 


Glu 


Glu 


Glu 


Glu 
165 


Glu 


Glu 


Glu 


Asp 


Glu 
170 


Glu 


Ala 


Glu 


Glu 


Glu 
175 


Arg 




Leu 


Ala 


Leu 


Glu 
180 


Trp 


Ala 


Leu 


Gly 


Ala 

185 


Asp 


Glu 


Asp 


Phe 


Leu 
190 


Leu 


Glu 




His 


1 le 


Arg 
195 


1 le 


Leu 


Lys 


Val 


Leu 
200 


Trp 


Cys 


Phe 


Leu 


1 le 
205 


His 


Val 


Gin 




Gly 


Ser 
210 


lie 


Arg 


Gin 


Phe 


Ala 

215 


Ala 


Cys 


Leu 


Val 


Leu 
220 


Thr 


Asp 


Phe 


Gly 




1 le 


Ala 


Val 


Phe 


Glu 


1 le 


Pro 


His 


Gin 


Glu 


Ser 


Arg 


Gly 


Ser 


Ser 


Gin 




225 










230 










235 










240 




His 


1 le 


Leu 


Ser 


Ser 
245 


Leu 


Arg 


Phe 


Val 


Phe 
250 


Cys 


Phe 


Pro 


His 


Gly 

255 


Asp 




Leu 


Thr 


Glu 


Phe 


Gly 


Phe 


Leu 


Met 


Pro 


Glu 


Leu 


Cys 


Leu 


Val 


Leu 


Lys 










260 










265 










270 






m 

•or ' 


Val 


Arg 


His 


Ser 


Glu 


Asn 


Thr 


Leu 


Phe 


1 le 


1 le 


Ser 


Asp 


Ala 


Ala 


Asn 






275 










280 










285 








IFs s 


Leu 


His 


Glu 


Phe 


His 


Ala 


Asp 


Leu 


Arg 


Ser 


Cys 


Phe 


Ala 


Pro 


Gin 


His 






290 










295 










300 












Met 


Ala 


Met 


Leu 


Cys 


Ser 


Pro 


1 le 


Leu 


Tyr 


Gly 


Ser 


His 


Thr 


Ser 


Leu 


y 1 


305 










310 










315 










320 




Gin 


Glu 


Phe 


Leu 


Arg 


Gin 


Leu 


Leu 


Thr 


Phe 


Tyr 


Lys 


Val 


Ala 


Gly 


Gly 












325 










330 










335 




u 


Cys 


Gin 


Glu 


Arg 
340 


Ser 


Gin 


Gly 


Cys 


Phe 
345 


Pro 


Val 


Tyr 


Leu 


Val 
350 


Tyr 


Ser 


ny 


Asp 


Lys 


Arg 


Met 


Val 


Gin 


Thr 


Ala 


Ala 


Gly 


Asp 


Tyr 


Ser 


Gly 


Asn 


1 le 








355 










360 










365 










Glu 


Trp 


Ala 


Ser 


Cys 


Thr 


Leu 


Cys 


Ser 


Ala 


Val 


Arg 


Arg 


Ser 


Cys 


Cys 






370 










375 










380 












Ala 


Pro 


Ser 


Glu 


Ala 


Val 


Lys 


Ser 


Ala 


Ala 


1 le 


Pro 


Tyr 


Trp 


Leu 


Leu 




385 










390 










395 










400 




Leu 


Thr 


Pro 


Gin 


His 
405 


Leu 


Asn 


Val 


1 le 


Lys 
410 


Ala 


Asp 


Phe 


Asn 


Pro 
415 


Met 




Pro 


Asn 


Arg 


Gly 
420 


Thr 


His 


Asn 


Cys 


Arg 
425 


Asn 


Arg 


Asn 


Ser 


Phe 
430 


Lys 


Leu 




Ser 


Arg 


Val 
435 


Pro 


Leu 


Ser 


Thr 


Val 
440 


Leu 


Leu 


Asp 


Pro 


Thr 
445 


Arg 


Ser 


Cys 




Thr 


Gin 
450 


Pro 


Arg 


Gly 


Ala 


Phe 
455 


Ala 


Asp 


Gly 


His 


Val 
460 


Leu 


Glu 


Leu 


Leu 




Val 


Gly 


Tyr 


Arg 


Phe 


Val 


Thr 


Ala 


Me 


Phe 


Val 


Leu 


Pro 


His 


Glu 


Lys 




465 










470 










475 










480 




Phe 


His 


Phe 


Leu 


Arg 
485 


Val 


Tyr 


Asn 


Gin 


Leu 
490 


Arg 


Ala 


Ser 


Leu 


Gin 
495 


Asp 




Leu 


Lys 


Thr 


Val 
500 


Val 


1 le 


Ala 


Lys 


Thr 
505 


Pro 


Gly 


Thr 


Gly 


Gly 
510 


Ser 


Pro 




Gin 


Gly 


Ser 
515 


Phe 


Ala 


Asp 


Gly 


Gin 
520 


Pro 


Ala 


Glu 


Arg 


Arg 

525 


Ala 


Ser 


Asn 




Asp 


Gin 


Arg 


Pro 


Gin 


Glu 


Val 


Pro 


Ala 


Glu 


Ala 


Leu 


Ala 


Pro 


Ala 


Pro 



530 535 540 
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Val 


Glu 


Val 


Pro 


Ala 


Pro 


Ala 


Pro 


Ala 


Ala 


Ala 


Ser 


Ala 


Ser 


Gly 


Pro 


545 










550 










555 










560 


Ala 


Lys 


Thr 


Pro 


Ala 
565 


Pro 


Ala 


Glu 


Ala 


Ser 
570 


Thr 


Ser 


Ala 


Leu 


Val 

575 


Pro 


Glu 


Glu 


Thr 


Pro 
580 


Val 


Glu 


Ala 


Pro 


Ala 

585 


Pro 


Pro 


Pro 


Ala 


Glu 
590 


Ala 


Pro 


Ala 


Gin 


Tyr 
595 


Pro 


Ser 


Glu 


His 


Leu 
600 


1 le 


Gin 


Ala 


Thr 


Ser 
605 


Glu 


Glu 


Asn 


Gin 


1 le 


Pro 


Ser 


His 


Leu 


Pro 


Ala Cys 


Pro 


Ser 


Leu 


Arg 


His 


Val 


Ala 




610 










615 










620 










Ser 


Leu 


Arg 


Gly 


Ser 


Ala 


1 le 


1 le 


Glu 


Leu 


Phe 


His 


Ser 


Ser 


1 le 


Ala 


625 










630 










635 










640 


Glu 


1 le 


Ser 


Gly 


1 le 
645 


Arg 


Lys 


Thr 


Pro 


Thr 
650 


Thr 


Thr 


Thr 


Ala 


Leu 
655 


Ser 


Thr 


Ser 


Pro 


Ser 
660 


Ala 


Ser 


Cys 





















<210> 11790 
<211> 2856 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (20). . (2491) 

<400> 11790 

atctgacggc gcggctacca tggcggcggc 
ggcgaotgct atgocggctg agcatgtggc 
cgggcctgtg aggatcctgc ggaccgctca 
ggatgtgctg ttggcggagc cggccgactt 
ggaggggctg cgggcggccg gcttcgagag 
gttggggcgc tgcgggctcg atttaattgt 
tgtgttctcc accatagctt tggactctct 
gatcttggct cctacaagag aaattgotgt 
aataaaaatg gaaggcttag agtgtcatgt 
caaaaccaga cttaaaaagt gtoatattgc 
catagaactt gaotacttga acccaggcag 
taagctttta gaagaaggca gottccagga 
tgccagtaaa cagatgctgg cagtatcagc 
gacaaagtac atgagagatc ccacttttgt 
aggtttgaag cagtgttaca aagttgtcaa 
ggaaaagact cagcatttac aggaactgtt 
cttttctaat ttgcacagca gagcacaaca 
tcctgctgag tgcatttcag gcaatatgaa 
actgaagcac tttcattgca gagtcctcat 
tgctgagaag gtgaatctgg ttgtaaatct 



atttgaagco tcgggagcct tagoagcagt 60 
cgtgcaggtc ccggccccag agccaacacc 120 
ggatctcagc agcccgcgga cccgcacggg 180 
cgagtcactg ctgctttcgc ggccggtgct 240 
gccctcgccg gtgcagctca aggccatccc 300 
tcaagctaaa tctggcaccg ggaaaacctg 360 
tgttcttgaa aacttaagta cccagatttt 420 
acagatacat tctgttatta cagccattgg 480 
otttattgga gggacoocat tatcacaaga 540 
tgttggatct cctggcagaa ttaagcaact 600 
tatacgcctc tttattcttg atgaagcaga 660 
gcaaataaat tggatttatt cttccttgcc 720 
tacttatccc gaatttttgg ctaatgcttt 780 
aagactgaat tccagtgatc caagtctoat 840 
ttcataccct ttggcacata aggtttttga 900 
cagcagaatt ocatttaato aagctttagt 960 
tttggctgat atcctttott ctaaaggott 1020 
tcagaatcag cgtcttgatg ctatggctaa 1080 
ttcoacagat ttgacttctc gtgggattga 1140 
ggatgtacca ttggattggg agacatacat 1200 
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gcatcggatt gggagagctg gccgttttgg tacattgggg ctgacagtga cctactgttg 1260 
ccggggagag gaagaaaata tgatgatgag aattgcccag aaatgtaata tcaaccttct 1320 
ccctttacca gatcccattc cttctggtct gatggaagaa tgtgtggatt gggatgtgga 1380 
agttaaagct gctgtgcata catatggtat agcaagtgta cctaaccaac ccttaaaaaa 1440 
gcaaattcag aaaatagaga gaacccttca aattcagaaa gctcatggtg accacatggc 1500 
ttcctctaga aataattctg tatctggact atcagtcaaa tcaaaaaata ataccaaaca 1560 
aaagcttcct gtgaaaagcc actcagaatg tggaatcata gaaaaagcaa cgtcaccaaa 1620 
agaactgggc tgtgacaggc aatccgaaga gcaaatgaag aattctgttc agactcccgt 1680 
tgaaaactcc accaacagtc agcaccaggt caaagaagct ttacctgtgt cactccctca 1740 
gattccttgt ctgtcttcct ttaaaatcca tcagccatac acgttgactt ttgctgaatt 1800 
ggtagaggat tatgaacatt atattaaaga ggggttagag aaacctgtgg aaatcatcag 1860 
gcactacaca ggccctgggg atcagactgt gaatcctcaa aatggttttg tgagaaataa 1920 
agttattgaa cagagagtcc ctgtgttggc aagtagtagc caatctggag actctgagag 1980 
tgacagtgat tcttacagct caagaacctc ttcccagagc aaaggaaata agtcatactt 2040 
ggaaggctct tctgataatc agctgaaaga ctctgaatct acgcctgtgg atgatcgtat 2100 
ttctttggaa caaccaccaa atggaagtga cacccccaat ccagagaaat atcaagaatc 2160 
acctggaatc cagatgaaga caagacttaa agagggggct agccagagag ctaagcagag 2220 
ccggagaaac ctacccaggc ggtcttcctt cagattgcag actgaagccc aggaagatga 2280 
ttggtatgac tgtcataggg aaatacgtct gagtttttct gatacctatc aggattatga 2340 
ggagtactgg agagcttact acagggcatg gcaagaatat tatgctgccg cttctcattc 2400 
atattattgg aatgctcaga gacatccaag ttggatggca gcttatcaca tgaataccat 2460 
ttatctacaa gaaatgatgc atagtaacca gtgattatag gatatacctg agaccatcag 2520 
gaaccgtcaa caaatgatac ctttggatat ccatcctcct cgacttatag tacagtggtg 2580 
tatagtggca tttctgataa acttgaaaag acttgagtct ttccactggg acacatccat 2640 
ttttcagatt gttttgattt aggccaggta tattatcttc atttttaaga gtttctttaa 2700 
gaaacttcat cagattgttg aaagataatt tttgggacat agagctgaaa gtttcagggt 2760 
gccattttct ataagatctt cccaaaagaa acatttaaaa agatgacata taccaccact 2820 
tacttaaaaa caataaaagc aatagatttg attagt 2856 



<210> 11791 
<211> 824 
<212> PRT 

<213> Homo sapiens 



<400> 11791 



Met Ala Ala 


Ala 


Phe 


Glu 


Ala Ser Gly Ala 


Leu Ala Ala Val Ala Thr 


1 




5 




10 


15 


Ala Met Pro 


Ala 


Glu 


His 


Val Ala Val Gin 


Val Pro Ala Pro Glu Pro 




20 






25 


30 


Thr Pro Gly 


Pro 


Val 


Arg 


1 1 e Leu Arg Thr 


Ala Gin Asp Leu Ser Ser 


35 








40 


45 


Pro Arg Thr Arg 


Thr 


Gly 


Asp Val Leu Leu 


Ala Glu Pro Ala Asp Phe 


50 








55 


60 


Glu Ser Leu 


Leu 


Leu 


Ser 


Arg Pro Val Leu 


Glu Gly Leu Arg Ala Ala 


65 






70 




75 80 


Gly Phe Glu 


Arg 


Pro 


Ser 


Pro Val Gin Leu 


Lys Ala lie Pro Leu Gly 






85 




90 


95 
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Arg 


Cys 


Gly 


Leu 








100 


Thr 


Cys 


Val 


Phe 






115 




Leu 


Ser 


Thr 


Gin 




130 






Gin 


1 le 


His 


Ser 


145 








Glu 


Cys 


His 


Val 


Arg 


Leu 


Lys 


Lys 








180 


Gin 


Leu 


1 le 


Glu 






195 




1 le 


Leu 


Asp 


Glu 




210 






Gin 


1 le 


Asn 


Trp 


225 








Ala 


Val 


Ser 


Ala 


Tyr 


Met 


Arg 


Asp 








260 


Leu 


1 le 


Gly 


Leu 






275 




Ala 


His 


Lys 


Val 




290 






Ser 


Arg 


1 le 


Pro 


305 








Arg 


Ala 


Gin 


His 


Glu 


Cys 


1 le 


Ser 








340 


Ala 


Lys 


Leu 


Lys 






355 




Thr 


Ser 


Arg 


Gly 




370 






Asp 


Val 


Pro 


Leu 


385 








Gly 


Arg 


Phe 


Gly 


Glu 


Glu 


Glu 


Asn 








420 


Leu 


Leu 


Pro 


Leu 






435 




Val 


Asp 


Trp 


Asp 




450 






Ala 


Ser 


Val 


Pro 



Asp 


Leu 


1 le 


Val 


Ser 


Thr 


1 le 


Ala 








120 


1 le 


Leu 


1 le 


Leu 






135 




Val 


1 le 


Thr 


Ala 




150 






Phe 


1 le 


Gly 


Gly 


165 








Cys 


His 


1 le 


Ala 


Leu 


Asp 


Tyr 


Leu 








200 


Ala 


Asp 


Lys 


Leu 






215 




1 le 


Tyr 


Ser 


Ser 




230 






Thr 


Tyr 


Pro 


Glu 


245 








Pro 


Thr 


Phe 


Val 


Lys 


Gin 


Cys 


Tyr 








280 


Phe 


Glu 


Glu 


Lys 






295 




Phe 


Asn 


Gin 


Ala 




310 






Leu 


Ala 


Asp 


1 le 


325 








Gly 


Asn 


Met 


Asn 


His 


Phe 


His 


Cys 








360 


1 le 


Asp 


Ala 


Glu 






375 




Asp 


Trp 


Glu 


Thr 




390 






Thr 


Leu 


Gly 


Leu 


405 








Met 


Met 


Met 


Arg 


Pro 


Asp 


Pro 


1 le 








440 


Val 


Glu 


Val 


Lys 






455 




Asn 


Gin 


Pro 


Leu 




470 







Gin 


Ala 


Lys 


Ser 


105 








Leu 


Asp 


Ser 


Leu 


Ala 


Pro 


Thr 


Arg 








140 


1 le 


Gly 


1 le 


Lys 






155 




Thr 


Pro 


Leu 


Ser 




170 






Val 


Gly 


Ser 


Pro 


185 








Asn 


Pro 


Gly 


Ser 


Leu 


Glu 


Glu 


Gly 








220 


Leu 


Pro 


Ala 


Ser 






235 




Phe 


Leu 


Ala 


Asn 




250 






Arg 


Leu 


Asn 


Ser 


265 








Lys 


Val 


Val 


Asn 


Thr 


Gin 


His 


Leu 








300 


Leu 


Val 


Phe 


Ser 






315 




Leu 


Ser 


Ser 


Lys 




330 






Gin 


Asn 


Gin 


Arg 


345 








Arg 


Val 


Leu 


1 le 


Lys 


Val 


Asn 


Leu 








380 


Tyr 


Met 


His 


Arg 






395 




Thr 


Val 


Thr 


Tyr 




410 






1 te 


Ala 


Gin 


Lys 


425 








Pro 


Ser 


Gly 


Leu 


Ala 


Ala 


Val 


His 








460 


Lys 


Lys 


Gin 


1 le 






475 





Gly 


Thr 


Gly 


Lys 




110 






Val 


Leu 


Glu 


Asn 


125 








Glu 


1 le 


Ala 


Val 


Met 


Glu 


Gly 


Leu 








160 


Gin 


Asp 


Lys 


Thr 






175 




Gly 


Arg 


1 le 


Lys 




190 






1 le 


Arg 


Leu 


Phe 


205 








Ser 


Phe 


Gin 


Glu 


Lys 


Gin 


Met 


Leu 








240 


Ala 


Leu 


Thr 


Lys 






255 




Ser 


Asp 


Pro 


Ser 




270 






Ser 


Tyr 


Pro 


Leu 


285 








Gin 


Glu 


Leu 


Phe 


Asn 


Leu 


His 


Ser 








320 


Gly 


Phe 


Pro 


Ala 






335 




Leu 


Asp 


Ala 


Met 




350 






Ser 


Thr 


Asp 


Leu 


365 








Val 


Val 


Asn 


Leu 


1 le 


Gly 


Arg 


Ala 








400 


Cys 


Cys 


Arg 


Gly 






415 




Cys 


Asn 


1 le 


Asn 




430 






Met 


Glu 


Glu 


Cys 


445 








Thr 


Tyr 


Gly 


1 le 


Gin 


Lys 


1 le 


Glu 



480 
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Arg 


Thr 


Leu 


Gin 


1 te 
485 


Gin 


Lys 


Ala 


Arg 


Asn 


Asn 


Ser 
500 


Val 


Ser 


Gly 


Leu 


Lys 


Gin 


Lys 
515 


Leu 


Pro 


Val 


Lys 


Ser 
520 


Lys 


Ala 
530 


Thr 


Ser 


Pro 


Lys 


Glu 

535 


Leu 


Gin 


Met 


Lys 


Asn 


Ser 


Val 


Gin 


Thr 


545 










550 






Gin 


His 


Gin 


Val 


Lys 
565 


Glu 


Ala 


Leu 


Cys 


Leu 


Ser 


Ser 
580 


Phe 


Lys 


1 le 


His 


Glu 


Leu 


Val 

595 


Glu 


Asp 


Tyr 


Glu 


His 
600 


Pro 


Val 
610 


Glu 


1 le 


1 le 


Arg 


His 
615 


Tyr 


Asn 


Pro 


Gin 


Asn 


Gly 


Phe 


Val 


Arg 


625 










630 






Pro 


Val 


Leu 


Ala 


Ser 
645 


Ser 


Ser 


Gin 


Asp 


Ser 


Tyr 


Ser 
660 


Ser 


Arg 


Thr 


Ser 


Tyr 


Leu 


Glu 
675 


Gly 


Ser 


Ser 


Asp 


Asn 
680 


Pro 


Val 
690 


Asp 


Asp 


Arg 


1 le 


Ser 
695 


Leu 


Thr 


Pro 


Asn 


Pro 


Glu 


Lys 


Tyr 


Gin 


705 










710 






Thr 


Arg 


Leu 


Lys 


Glu 
725 


Gly 


Ala 


Ser 


Asn 


Leu 


Pro 


Arg 
740 


Arg 


Ser 


Ser 


Phe 


Asp 


Asp 


Trp 
755 


Tyr 


Asp 


Cys 


His 


Arg 
760 


Thr 


Tyr 
770 


Gin 


Asp 


Tyr 


Glu 


Glu 
775 


Tyr 


Gin 


Glu 


Tyr 


Tyr 


Ala 


Ala 


Ala 


Ser 


785 










790 






Arg 


His 


Pro 


Ser 


Trp 
805 


Met 


Ala 


Ala 


Gin 


Glu 


Met 


Met 
820 


His 


Ser 


Asn 


Gin 



<210> 11792 
<211> 3131 



His Gly 


Asp His 


Met 


Ala 


Ser 


Ser 


490 








495 




Ser Val 


Lys Ser 


Lys 


Asn 


Asn 


Thr 


505 






510 






His Ser 


Glu Cys 


Gly 


1 le 


1 ie 


Glu 






525 








Gly Cys 


Asp Arg 


Gin 


Ser 


Glu 


Glu 




540 










Pro Val 


Glu Asn 


Ser 


Thr 


Asn 


Ser 




555 








560 


Pro Val 


Ser Leu 


Pro 


Gin 


1 le 


Pro 


570 








575 




Gin Pro 


Tyr Thr 


Leu 


Thr 


Phe 


Ala 


585 






590 






Tyr 1 le 


Lys Glu 


Gly 


Leu 


Glu 


Lys 






605 








Thr Gly 


Pro Gly 


Asp 


Gin 


Thr 


Val 




620 










Asn Lys 


Va 1 lie 


Glu 


Gin 


Arg Val 




635 








640 


Ser Gly 


Asp Ser 


Glu 


Ser 


Asp 


Ser 


650 








655 




Ser Gin 


Ser Lys 


Gly 


Asn 


Lys 


Ser 


665 






670 






Gin Leu 


Lys Asp 


Ser 


Glu 


Ser 


Thr 






685 








Glu Gin 


Pro Pro 


Asn 


Gly 


Ser Asp 




700 










Glu Ser 


Pro Gly 


1 le 


Gin 


Met 


Lys 




715 








720 


Gin Arg 


Ala Lys 


Gin 


Ser 


Arg Arg 


730 








735 




Arg Leu 


Gin Thr 


Glu 


Ala 


Gin 


Glu 


745 






750 






Glu 1 le 


Arg Leu 


Ser 


Phe 


Ser Asp 






765 








Trp Arg 


Ala Tyr 


Tyr 


Arg 


Ala 


Trp 




780 










His Ser 


Tyr Tyr 


Trp 


Asn 


Ala 


Gin 




795 








800 


Tyr His 


Met Asn 


Thr 


1 le 


Tyr Leu 


810 








815 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (15). . (932) 

<400> 11792 

atgatattga agagatggga gaagaagata gtgaggtcat tgaacctcct tctctacctc 60 
agcttcagac ccccctggcc agtgagctgg acctcatgcc ctacacaccc ccacagtcta 120 
ccccaaagtc tgccaaaggc agtgcaaaga aggaaggctc caaacggaaa atcaacatga 180 
gtggctacat octgttcagc agtgagatga gggctgtgat taaggcccaa cacccagact 240 
actctttcgg ggagctcagc cgcctggtgg ggacagaatg gagaaatott gagacagcca 300 
agaaagcaga atatgaaggc atgatgggtg gctatccgcc aggccttcca cctttgcagg 360 
gcccagttga tggccttgtt agcatgggca gcatgcagcc acttcaccct ggggggcctc 420 
caccccacca tcttccgcca ggtgtgcctg gcctcccggg catcccacca ccgggtgtga 480 
tgaaccaagg agtggoccct atggtaggga ctccagcacc aggtggaagt ccatatggac 540 
aacaggtggg agttttgggg cotocagggc agcaggcacc acctccatat cccggcccac 600 
atccagctgg accccctgtc atacagcagc caacaacacc catgtttgta gctcccccac 660 
caaagaccca gcggcttctt cactcagagg cctacctgaa atacattgaa ggactcagtg 720 
cggagtccaa cagcattagc aagtgggatc agacactggc agctcgaaga cgcgacgtcc 780 
atttgtcgaa agaacaggag agccgcctac cctctoactg gctgaaaago aaaggggcoc 840 
acaccaccat ggcagatgco ctctggcgco ttcgagattt gatgctccgg gacaccctca 900 
acattcgcca agcatacaac ctagaaaatg tttaatcaca ccattacgtt tcttttatat 960 
agaagcataa agagttgtgg atcagtagcc attttagtta ctgggggtgg ggggaaggaa 1020 
caaaggagga taatttttat tgcattttac tgtacatcao aaggccattt ttatatacgg 1080 
acacttttaa taagctattt caatttgttt gttatattaa gttgacttta tcaaatacac 1140 
aaagattttt ttgcatatgt ttccttcgtt taaaaccagt ttoataattg gttgtatatg 1200 
tagacttgga gttttatctt tttacttgtt gccatggaac tgaaaccatt agaggttttt 1260 
gtcttggctt ggggtttttg ttttcttggt tttgggtttt tttatatata tatataaaag 1320 
aacaaaatga aaaaaaacac acacacacaa gagtttacag attagtttaa attgataatg 1380 
aaatgtgaag tttgtcctag tttacatctt agagagggga gtataottgt gtttgtttoa 1440 
tgtgcctgaa tatcttaagc cactttotgc aaaagctgtt tcttacagat gaagtgcttt 1500 
ctttgaaagg tggttattta ggttttagat gtttaataga cacagcacat ttgctctatt 1560 
aactcagagg ctcactacag aaatatgtaa tcagtgctgt gcatctgtct gcagctaatg 1620 
tacctcctgg acaccaggag gggaaaaagc actttttcaa ttgtgctgag ttagacatct 1680 
gtgagttaga ctatggtgtc agtgattttt gcagaacacg tgoacaaccc tgaggtatgt 1740 
ttaatctagg caggtacgtt taaggatatt ttgatctatt tataatgaat tcacaattta 1800 
tgcctataaa tttoagatga tttaaaattt taaacotgtt acattgaaaa acattgaagt 1860 
tcgtcttgaa gaaagcatta aggtatgcat ggaggtgatt tatttttaaa cataacacct 1920 
aacctaacat gggtaagaga gtatggaact agatatgagc tgtataagaa gcataattgt 1980 
gaacaagtag attgattgcc ttcatataca agtatgtttt agtattcctt atttccttat 2040 
tatcagatgt attttttctt ttaagtttca atgttgttat aattctcaac cagaaattta 2100 
atactttcta aaatattttt taaatttagc ttgtgctttt gaattacagg agaagggaat 2160 
cataatttaa taaaacgctt actagaaaga ocattacaga tcccaaacac ttgggtttgg 2220 
tgaccctgtc tttcttatat gaccctacaa taaacatttg aaggcagcat aggatggcag 2280 
acagtaggaa cattgtttca cttggcggca tgtttttgaa acctgcttta tagtaactgg 2340 
gtgattgcca ttgtggtaga gcttccactg ctgtttataa tctgagagag ttaatctoag 2400 
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aggatgcttt tttcctttta atctgctatg aatcagtacc cagatgttta attactgtac 2460 
ttattaaatc atgagggcaa aagagtgtag aatggaaaaa agtctcttgt atctagatac 2520 
tttaaatatg ggaggccctt taacttaatt gcctttagtc aaccactgga tttgaatttg 2580 
catcaagtat tttaaataat attgaattta aaaaaatgta ttgcagtagt gtgtcagtac 2640 
cttattgtta aagtgagtca gataaatctt caattcctgg ctatttgggc aattgaatca 2700 
tcatggactg tataatgcaa tcagattatt ttgtttctag acatccttga attacaccaa 2760 
agaacatgaa atttagttgt ggttaaatta tttatttatt tcatgcattc attttatttc 2820 
ccttaaggtc tggatgagac ttctttgggg agcctctaaa aaaatttttc actgggggcc 2880 
acgtgggtca ttagaagcca gagctctcct ccaggctcct tcccagtgcc tagaggtgct 2940 
ataggaaaca tagatccagc caggggcttc cctaaagcag tgcagcaccg gcccagggca 3000 
tcactagaca ggccctaatt aagttttttt taaaaagcct gtgtatttat tttagaatca 3060 
tgtttttctg tatattaact tgggggatat cgttaatatt taggatataa gatttgaggt 3120 
cagccatctt c 3131 



<210> 11793 
<211> 306 
<212> PRT 

<213> Homo sapiens 



<400> 11793 



Met 


Gly Glu 


Glu 


Asp 


Ser 


Glu 


Val 


1 le 


Glu 


Pro Pro 


Ser 


Leu 


Pro 


Gin 


1 






5 










10 








15 




Leu 


Gin Thr 


Pro 


Leu 


Ala 


Ser 


Glu 


Leu 


Asp 


Leu Met 


Pro 


Tyr 


Thr 


Pro 






20 










25 








30 






Pro 


Gin Ser 


Thr 


Pro 


Lys 


Ser 


Ala 


Lys 


Gly 


Ser Ala 


Lys 


Lys 


Glu 


Giy 




35 










40 








45 








Ser 


Lys Arg 


Lys 


1 le 


Asn 


Met 


Ser 


Gly 


Tyr 


1 le Leu 


Phe 


Ser 


Ser 


Giu 




50 








55 








60 










Met 


Arg Ala 


Val 


1 le 


Lys 


Ala 


Gin 


His 


Pro 


Asp Tyr 


Ser 


Phe 


Gly 


Giu 


65 








70 










75 








80 


Leu 


Ser Arg 


Leu 


Val 


Gly 


Thr 


Glu 


Trp 


Arg 


Asn Leu 


Glu 


Thr 


Ala 


Lys 








85 










90 








95 




Lys 


Ala Glu 


Tyr 


Glu 


Gly 


Met 


Met 


Gly 


Gly 


Tyr Pro 


Pro 


Gly 


Leu 


Pro 






100 










105 








110 






Pro 


Leu Gin 


Gly 


Pro 


Val 


Asp 


Gly 


Leu 


Val 


Ser Met 


Gly 


Ser 


Met 


Gin 




115 










120 








125 








Pro 


Leu His 


Pro 


Gly 


Gly 


Pro 


Pro 


Pro 


His 


His Leu 


Pro 


Pro 


Gly 


Val 




130 








135 








140 










Pro 


Gly Leu 


Pro 


Gly 


1 le 


Pro 


Pro 


Pro 


Gly 


Val Met 


Asn 


Gin 


Giy 


Val 


145 








150 










155 








160 


Ala 


Pro Met 


Val 


Gly 


Thr 


Pro 


Ala 


Pro 


Gly 


Gly Ser 


Pro 


Tyr 


Gly 


Gin 








165 










170 








175 




Gin 


Val Gly 


Val 


Leu 


Gly 


Pro 


Pro 


Gly 


Gin 


Gin Ala 


Pro 


Pro 


Pro 


Tyr 






180 










185 








190 






Pro 


Gly Pro 


His 


Pro 


Ala 


Gly 


Pro 


Pro 


Val 


1 ie Gin 


Gin 


Pro 


Thr 


Thr 




195 










200 








205 








Pro 


Met Phe 


Val 


Ala 


Pro 


Pro 


Pro 


Lys 


Thr 


Gin Arg 


Leu 


Leu 


His 


Ser 
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210 






21 b 






220 








U 1 U 


Ala 


Tyr 


Leu 


Lys Tyr 1 le 


Glu Gly Leu 


Ser 


A 1 a 


oil! Om*- 

ulu ber 


Asn 


Ser 


22b 








230 




235 








240 


1 le 


Ser 


Lys 


Trp 


Asp Gin Thr 


Leu Ala Ala 


Arg 


Arg 


Arg Asp 


Val 


His 










245 


250 








255 




Leu 


Ser 


Lys 


Glu 


Gin Glu Ser 


Arg Leu Pro 


Ser 


His 


Trp Leu 


Lys 


Ser 








260 




265 






270 






Lys 


Gly 


Ala 


His 


Thr Thr Met 


Ala Asp Ala 


Leu 


Trp 


Arg Leu 


Arg Asp 






275 






280 






285 






Leu 


Met 


Leu 


Arg 


Asp Thr Leu 


Asn 1 1 e Arg G 1 n 


Ala 


Tyr Asn 


Leu 


Glu 




290 






295 






300 








Asn 


Val 




















305 























<210> 11794 
<211> 3149 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1934). . (2569) 

<400> 11794 
atccgccggg ggagaatagg 
cggcacgocg cccgttcgcc 
ctcgctgagg gggttcgtgc 
ttcatcgggg ccggccagct 
ctgtcggoto acaagataat 
ctcagggtag gtggagccgg 
ctgagatgaa gtgagtctgg 
acctttactc caggaacgtg 
gaacacccag ggagacataa 
ctgaggtgat tatgtgatga 
ttttaaattt tttttcagac 
gatctcagct cactgtaacG 
agctggaatt acaggcatcc 
tgttggccag gctggtctog 
aagtgctggg attacagggg 
gtatgacctt aaagtactca 
tttgctgtta ttctgagtog 
ctgttctcca aaaacatatt 
ggotgatgag gcaggtgaoa 
tggagggtcc tgcttctcag 
tggaccaoat ggagactgtg 
gactoagctg tgcttttaac 
catagggcct tcttacctgg 



gttgcaccat cccagaagct 
cctgcgctgt ccgcccttcc 
ggctcccagg aggcgtgaac 
ggcctatgct ctggcgcggg 
agccagctcc ccagaaatga 
gcggagtggg aagcgggtgg 
ccggcccctg cgcccaagtg 
acaatctttc caccttctct 
ctgggggtca gatccagaca 
aagcacctgg cacatagtag 
agggtottac tctgtcgccc 
tccgcctccc acctcagcct 
accaogcgca gctaattttt 
aaotcctggc ctcaagtgat 
tgagccactg cgctcagcca 
gccaotttga ggctatttcc 
tgaatgagca tattgggaag 
ccaagtcttc accoaaaacc 
ggcagtgtct gtgcctaggg 
tttggagtca tagagggatg 
oggtcoccac gaacaagcgg 
gaccaggtat tagcatttcc 
cagaggagtg ccttagatac 



gctgttagct cgccggtcct 60 
cctagcgtta cttccggtcc 120 
cgcggaccat gagcgtgggo 180 
gcttcacggc cgcaggcatc 240 
acctgccoac ggtgtccgog 300 
aggcccagga aaaggatgac 360 
ctggtctttg gccggcggtg 420 
tgggoagctc aatgtggtgg 480 
ctggagtggt agaggattaa 540 
gtacctaata aatactcatt 600 
aagctggagt gcagtggcgo 660 
cccacctcag cctcccgagt 720 
gtatttttgg tagagaatac 780 
ctgcccgcot tggcctcoca 840 
tttttcttaa tagacgagtt 900 
toatttacaa cagtggcoac 960 
aatctggtga gttagttgtt 1020 
tgtgctotgt gggagaggat 1080 
tgggctgatg tcoctagoac 1140 
gatggcttcc agcctagccc 1200 
coagggttag gatagggcct 1260 
ctttgccctg coactttcac 1320 
cagaagattg gcagggaaga 1380 
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agggcagcca cttcctggtt accatggaga 
tgtccagtag caacaatggg aaactgtatt 
taaagctaag aattccaggc tgcatctggc 
cctgggaggc cttggcatag ccaggctgct 
cagaagatgg gtgtgaacct gacacgcagc 
ctgtttctgg ctgtgaagcc acatatcatc 
gtgcaagcca gacacatcgt ggtctcctgt 
aaggtgccca tctcagccct gatgcccctt 
agctaatggg tgggtgctgg tgggagccgt 
accctagaag ctgatggcat tccagccagc 
acctgtggta gtgcaggaag gcgctacagt 
ggatgggcag ctcctggagc agctcatgag 
ggacctcatc gatgccgtca cggggctcag 
tctggacgca ttggctgatg gtggggtgaa 
actcggggcc caggctttgc tgggagctgc 
atgccagctt aaggacaatg tctgctcccc 
tctagagagt gggggcttcc gctctctgct 
aacacgagag ctacagtcca tggccgacca 
gaccctctta gacagagtga agctggaatc 
cccagggaag ctcctcacaa gaagcctggc 
ctgtcccctc tgtgattcag agcccttagt 
tgccccgctc ccaccattgc ccctcctcag 
tttcaggtcc ttgtgataaa acctccttaa 
tctcctgtcc catgttggaa gttgctctga 
accctgcgta cgctgctcag ttggtggaga 
ggaggagggg ctggggagga tctgcagctg 
ggcaaagtgg tgaggagaaa acaggaaacg 
agtgagcaac ttaagattgt cacaattaat 
atttaactct tgcttcatag gtgtaccatt 
tgctttaata aagtttattt ttaaatatc 



agcttgtcat gctccaagcc tgtgcttact 1440 
atttggggta ggggtagaac cctgagggca 1 500 
agaatcggtt tggcaggggt tcagctgctc 1560 
ccagcactgt gagctgggag tctcctcttg 1620 
aacaaggaga cggtgaagca cagcgacgtc 1680 
cccttcatcc tggatgagat tggggccgac 1740 
gcggctggtg tcaccatcag ctctgtggag 1800 
gtgtgagggg agggttgacc cacgaatggc 1860 
gccctggcca ctcattcggc tctctccctc 1920 
ccccaaagtg attcgctgca tgaccaacac 1980 
gtacgccacg ggcacccatg ccctggtgga 2040 
cagcgtgggc ttctgcactg aggtggaaga 2100 
tggcagcggg cctgcctatg cattcatggc 2160 
gatgggtttg ccacggcgcc tggcaatcca 2220 
caagatgctg ctggactcgg agcagcatcc 2280 
tgggggagcc accatccacg ccctgcactt 2340 
catcaatgca gttgaggcct cctgtatccg 2400 
agaaaagatc tccccagctg cccttaagaa 2460 
ccccacagtc tccacactga ccccctccag 2520 
cctgggaggc aagaaggact aaggcagcat 2580 
tgagagcccc tgccgcccct gccacccccc 2640 
ctgtgcaagg agaaagcatg cttaggaagt 2700 
atctgttcag accaagcaat gcgagcttcc 2760 
aggggtggta gatgctggaa gccaggcaca 2820 
ctggggctgg gactggagtc agcccagctg 2880 
aagcccgagg cagggttggt gtgatgccaa 2940 
ggctttctct gaattggtaa atgggaaaga 3000 
cacaagtgta caggattaga ctgggtttat 3060 
taaagagtgt tatttaatgc taagtttaac 3120 

3149 



<210> 11795 
<211> 212 
<212> PRT 

<213> Homo sapiens 



<400> 11795 








Met 


Ala Phe Gin Pro 


Ala 


Pro 


Lys 


1 


5 








Pro 


Val Val Val Gin 


Glu 


Gly 


Ala 




20 








Ala 


Leu Val Glu Asp 


Gly 


Gin 


Leu 




35 






40 


Gly 


Phe Cys Thr Glu 


Val 


Glu 


Glu 




50 




55 




Leu 


Ser Giy Ser Gly 


Pro 


Ala 


Tyr 


65 




70 







Val 


1 1 e Arg 


Cys Met Thr Asn Thr 




10 




15 


Thr 


Val 


Tyr 


Ala Thr Gly Thr His 


25 






30 


Leu 


Glu 


Gin 


Leu Met Ser Ser Val 








45 


Asp 


Leu 


1 le 


Asp Ala Val Thr Gly 








60 


Ala 


Phe 


Met 


Ala Leu Asp Ala Leu 






75 


80 
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A 1 4 

A 1 a 


Asp 


u 1 y 


u 1 y 


va 1 Lys 


Met Gly 


Leu 


rro 


Arg Arg 


Leu 


A 1 ^ 

Ala 


1 le 


u 1 n 










oD 








yu 








yo 




Leu 


u 1 y 


A 1 a 


u 1 n 


Ala Leu 


Leu 


u 1 y 


A 1 a 


A 1 ^ 

Ala 


Lys Met 


Leu 


Leu 


A AM 

Asp 


O A w 

Ser 








1 UO 








I Ob 








1 10 






U 1 u 


u 1 n 


n 1 S 


Pro 


Gys b 1 n 


Leu 


Lys 


A 

Asp 


A ^ ^ 

Asn 


Va 1 Oys 


O A w 

ber 


Pro 


Gly 


Q 1 y 






NO 








i OA 
1 Z\J 








1 oc 

izb 








Ala 


1 nr 


1 1 e 


H 1 S 


Ala Leu 


n 1 S 


rne 


Leu 


G 1 U 


Ser Gly 


G 1 y 


Phe 


Arg 


Ser 












135 








1 40 










Leu 


Leu 


1 le 


Asn 


Ala Val 


Glu 


Ala 


Ser 


Cys 


1 le Arg 


Thr 


Arg 


Glu 


Leu 


145 








150 










155 








160 


Gin 


Ser 


Met 


Ala 


Asp Gin 


Glu 


Lys 


1 le 


Ser 


Pro Ala 


Ala 


Leu 


Lys 


Lys 










165 








170 








175 




Thr 


Leu 


Leu 


Asp 


Arg Val 


Lys 


Leu 


Glu 


Ser 


Pro Thr 


Val 


Ser 


Thr 


Leu 








180 








185 








190 






Thr 


Pro 


Ser 


Ser 


Pro Gly 


Lys 


Leu 


Leu 


Thr 


Arg Ser 


Leu 


Ala 


Leu 


Gly 






195 








200 








205 








Gly 


Lys 


Lys 


Asp 
























210 



























<210> 11796 
<211> 1658 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (100). . (1242) 
<400> 11796 

aaagaggaaa acaccataat tttgcagcag ctactcccac tgcgaaccaa ggtggccaaa 60 
ctactcggtt atagcacaca tgctgacttc gtccttgaaa tgaaoactgc aaagagcaca 120 
agcogcgtaa cagcotttct agatgattta agccagaagt taaaaccctt gggtgaagca 180 
gaacgagagt ttattttgaa tttgaagaaa aaggaatgca aagacagggg ttttgaatat 240 
gatgggaaaa tcaatgcctg ggatctatat tactacatga ctcagacaga ggaactoaag 300 
tattccatag accaagagtt cctcaaggaa tacttcccaa ttgaggtggt cactgaaggo 360 
ttgctgaaca octaccagga gttgttggga otttcatttg aacaaatgao agatgctcat 420 
gtttggaaca agagtgttac actttatact gtgaaggata aagctacagg agaagtattg 480 
ggacagttct atttggacct ctatccaagg gaaggaaaat acaatcatgc ggcctgcttc 540 
ggtctccago ctggotgcct totgcctgat ggaagocgga tgatggcagt ggctgccctc 600 
gtggtgaact tctcacagcc agtggcaggt ogtccctctc tcctgagaca cgacgagact 660 
gattttgcac gatttagcgg aacaaatgtg gaaactgact ttgtagaggt gccatcgcaa 720 
atgcttgaaa attgggtgtg ggacgtcggt tccctccgaa gattgtcaaa acattataaa 780 
gatggaagcc ctattgcaga cgatctgctt gaaaaacttg ttgcttctag gctggtcaac 840 
acaggtcttc tgaccctgcg ccagattgtt ttgagcaaag ttgatcagtc tcttcatacc 900 
aacacatcgc tggatgctgc aagtgaatat gccaaatact gctcagaaat attaggagtt 960 
gcagctactc caggcacaaa tatgocagct acctttggac atttggcagg gggatacgat 1020 
ggccaatatt atggatatct ttggagtgaa gtattttcca tggatatgtt ttacagctgt 1080 
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tttaaaaaag aagggataat gaatccagag gttggaatga aatacagaaa cctaatcctg 1140 
aaacctgggg gatctctgga cggcatggac atgctccaca atttcttgaa acgtgagcca 1200 
aaccaaaaag cgttcctaat gagtagaggc ctgcatgctc cgtgaactgg gggtctttgg 1260 
tagccgtcca tgtctggagg acaagtcgac atcaccatgt gttactggcc tggaaactga 1320 
agggagtttt gcaagtgaaa atttagattt ctattgacat ccttttgttt tctaatttta 1380 
aaaattataa agatgtaaat ggaattataa atactgtgac ctaagaaaag acccactaga 1440 
aagtaattgt actataaaat ttcataaaac tggatttgat ttctttttat gaaagtttca 1500 
tatgaatgta acttgatttt ttactattat aatctagata atatgatata agagggctaa 1560 
ggatttttaa attgaatcat atatatgata taatttgatc cttcttgtat cttgaagttt 1620 
tgtacttggg atttctggac tgataaatga atcatcac 1658 



<210> 11797 
<211> 381 
<212> PRT 

<213> Homo sapiens 



<400> 11797 



Met 


Asn 


Thr 


Ala 


Lys 


Ser 


Thr 


Ser 


Arg 


Val 


Thr Ala Phe Leu Asp Asp 


1 








5 










10 




15 


Leu 


Ser 


Gin 


Lys 


Leu 


Lys 


Pro 


Leu 


Gly 


Glu 


Ala Glu Arg Glu 


Phe Me 








20 










25 




30 




Leu 


Asn 


Leu 


Lys 


Lys 


Lys 


Glu 


Cys 


Lys 


Asp 


Arg Gly Phe Glu 


Tyr Asp 






35 










40 






45 




Gly 


Lys 


1 le 


Asn 


Ala 


Trp 


Asp 


Leu 


Tyr 


Tyr 


Tyr Met Thr Gin Thr Glu 




50 










55 








60 




Glu 


Leu 


Lys 


Tyr 


Ser 


1 le 


Asp 


Gin 


Glu 


Phe 


Leu Lys Glu Tyr 


Phe Pro 


65 










70 










75 


80 


1 le 


Glu 


Val 


Val 


Thr 


Glu 


Gly 


Leu 


Leu 


Asn 


Thr Tyr Gin Glu 


Leu Leu 










85 










90 




95 


Gly 


Leu 


Ser 


Phe 


Glu 


Gin 


Met 


Thr 


Asp 


Ala 


His Val Trp Asn 


Lys Ser 








100 










105 




110 




Val 


Thr 


Leu 


Tyr 


Thr 


Val 


Lys 


Asp 


Lys 


Ala 


Thr Gly Glu Val 


Leu Gly 






115 










120 






125 




Gin 


Phe 


Tyr 


Leu 


Asp 


Leu 


Tyr 


Pro 


Arg 


Glu 


Gly Lys Tyr Asn 


His Ala 




130 










135 








140 




Ala 


Cys 


Phe 


Gly 


Leu 


Gin 


Pro 


Gly 


Cys 


Leu 


Leu Pro Asp Gly 


Ser Arg 


145 










150 










155 


160 


Met 


Met 


Ala 


Val 


Ala 


Ala 


Leu 


Val 


Val 


Asn 


Phe Ser Gin Pro 


Val Ala 










165 










170 




175 


Gly 


Arg 


Pro 


Ser 


Leu 


Leu 


Arg 


His 


Asp 


Glu 


Thr Asp Phe Ala Arg Phe 








180 










185 




190 




Ser 


Gly 


Thr 


Asn 


Val 


Glu 


Thr 


Asp 


Phe 


Val 


Glu Val Pro Ser 


Gin Met 






195 










200 






205 




Leu 


Glu 


Asn 


Trp 


Val 


Trp 


Asp 


Val 


Gly 


Ser 


Leu Arg Arg Leu 


Ser Lys 




210 










215 








220 




His 


Tyr 


Lys 


Asp 


Gly 


Ser 


Pro 


1 ie 


Ala 


Asp 


Asp Leu Leu Glu 


Lys Leu 


225 










230 










235 


240 
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va 1 


A 1 <o 

A 1 a 


oer 


Arg 


Leu 
245 


Va 1 Asn 


1 nr 


u 1 y 


Leu 
250 


Leu 


1 nr 


Leu 


Arg 


u 1 n 
255 


1 1 o 

1 1 e 


Va 1 


1 ■ 
Leu 


oer 


Lys 
260 


va 1 


Asp G 1 n 


O y% fc" 

oer 


Leu 
265 


U 1 o 

n 1 S 


1 nr 


Asn 


1 nr 


oer 
270 


Leu 


Asp 


A 1 n 

Ala 


A 1 A 

A 1 a 


Ser 
275 


b 1 U 


Tyr 


A 1 a Lys 


Tyr 
280 


oys 


oer 


u 1 u 


1 1 e 


Leu 
285 


la 1 y 


va 1 


A 1 o 

A 1 a 


A 1 A 

Ala 


1 nr 
290 


Pro 


u 1 y 


1 nr 


Asn Met 
295 


Dam" A 

rro 


A 1 a 


1 nr 


rne 


u 1 y 
300 


U 1 o 

M 1 S 


Leu 


A 1 a 


u 1 y 


Gly 


Tyr 


Asp 


Gly 


G 1 n 


Tyr Tyr 


u 1 y 


Tyr 


Leu 


Trp 


oer 


(] 1 u 


Va 1 


rne 


oer 


305 










310 








315 










320 


Met 


Asp 


Met 


Phe 


Tyr 

325 


Ser Cys 


Phe 


Lys 


Lys 
330 


Glu 


Gly 


1 le 


Met 


Asn 
335 


Pro 


Glu 


Va! 


Gly 


Met 
340 


Lys 


Tyr Arg 


Asn 


Leu 
345 


1 le 


Leu 


Lys 


Pro 


Gly 
350 


Gly 


Ser 


Leu 


Asp 


Gly 
355 


Met 


Asp 


Met Leu 


His 
360 


Asn 


Phe 


Leu 


Lys 


Arg 

365 


Glu 


Pro 


Asn 


Gin 


Lys 
370 


Ala 


Phe 


Leu 


Met Ser 
375 


Arg 


Gly 


Leu 


His 


Ala 
380 


Pro 









<210> 11798 
<211> 1054 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (293) . . (787) 

<400> 11798 

attcaagoct gggccctgga aggaggggtg gacagtccco tcccttccag tocagcatgg 60 

gtctggggaa gaggagcagc tttgcctgga aggggcctcc taggaggggg agcggtggtt 120 

tctagctcag gctttaggat cagagagcag cagattcaaa tcctgacggt tttggtaaag 180 

tcaattcaat ctctccaaga ctccgtttac ttgatctgcg aagtggggat aatggtatca 240 

cgtcgcaggg ttgtcaggcg gagctggtag gggagctgcc ccccagagca gcatggatgc 300 

cccgcgaagg gacatggagt tgctcagoaa cagcctggct gcctacgcgc acatccgcgc 360 

caacoccgag agctttggcc tctacttcgt gctgggcgtc tgcttcggcc tgctgctcac 420 

cctctgcctg ctcgtcatca gcatctcgtg ggcgccccgc ccgcggcccc ggggcccggc 480 

tcagogccgg gacGcccgca gcagcaocct ggagcccgag gacgacgacg aggacgagga 540 

ggaoacggtg actoggotgg gcoccgaoga oacgctgccg ggcocogagc tgtccgoaga 600 

gccggacggg cccctcaacg tcaacgtctt cacgtcggcg gaggagctgg agcgggcgoa 660 

gcggctggag gagcgcgaac ggatcctgcg ggagatctgg cgcaccgggc agccggacct 720 

gctgggcaca ggcacgctgg ggcccagccc cacggccacg ggcaccctgg gccgcatgca 780 

ctattactga tgggccctgg otoccgocgc aaggcgctcg gggtaoogga cctgtacatg 840 

agctcagagc taccccacac cttcggactg cotoggcooc cacagctocc aggtgotact 900 

gggcgtggac cgccaccccc tgagaggctc cottccccag tcctgccaga agacccoggg 960 

ggcggggagg gggcagoatg cagggtcccc actccctctc tggggtcgat gaagaggtga 1020 

agtgaccaaa tgaaagaaag ctgoattcto agtg 1054 
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<210> 11799 
<211> 165 
<212> PRT 

<213> Homo sapiens 



<400> 11799 



Met 


Asp 


Ala 


Pro 


Arg Arg 


Asp Met G 1 u 


Leu 


Leu 


Ser 


Asn 


Ser 


Leu 


Ala 


1 








5 




10 










lb 




Ala 


Tyr 


Ala 


His 


1 le Arg 


Ala Asn Pro 


G 1 u 


Ser 


Phe 


Gly Leu 


Tyr 


Phe 








OA 




zb 










30 






Val 


Leu 


Gly 


Val 


Cys Phe 


Gly Leu Leu 


Leu 


Thr 


Leu 


Cys 


Leu 


Leu 


Val 






35 






40 








45 








1 le 


Ser 


1 le 


Ser 


Trp Ala 


Pro Arg Pro 


Arg 


Pro 


Arg 


Gly^ 


Pro 


Ala 


Gin 




50 








55 






60 










Arg 


Arg 


Asp 


Pro 


Arg Ser 


Ser Thr Leu 


Glu 


Pro 


Glu 


Asp 


Asp 


Asp 


Glu 


65 








70 






75 










80 


Asp 


Glu 


Glu 


Asp 


Thr Val 


Thr Arg Leu 


Gly 


Pro 


Asp 


Asp 


Thr 


Leu 


Pro 










85 




90 










95 




Gly 


Pro 


Glu 


Leu 


Ser Ala 


Glu Pro Asp 


Gly 


Pro 


Leu 


Asn 


Val 


Asn 


Val 








100 




105 










110 






Phe 


Thr 


Ser 


Ala 


Glu Glu 


Leu Glu Arg 


Ala 


Gin 


Arg 


Leu 


Glu 


Glu 


Arg 






115 






120 








125 








Glu 


Arg 


1 le 


Leu 


Arg Glu 


1 1 e Trp Arg 


Thr 


Gly 


Gin 


Pro 


Asp 


Leu 


Leu 




130 








135 






140 










Gly 


Thr 


Gly 


Thr 


Leu Gly 


Pro Ser Pro 


Thr 


Ala 


Thr 


Gly 


Thr 


Leu 


Gly 


145 








150 






155 










160 


Arg 


Met 


His 


Tyr 


Tyr 



















165 



<210> 11800 
<211> 2545 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (306). . (1535) 
<400> 11800 

gtoaaaatgg oggcgagggg aacctggago agtcccggag octgagocac tgacaggaga 60 
ggagagggog gcggcggcgg tgggaggagg atggccgggg gtgctggcgc oggtgoggac 120 
ggcggtgctg gtggoggcgg cggcggaggc gaoggcagog gtcccagogg oagcagoagc 180 
ggogggagga gcotccggga aatggatgaa aagaggctgo tggatooagg gttgaaggtt 240 
cataaaggco totgggatta tactotgaag aaoccgcaga oggaatgoot gagtgactga 300 
agaaaatggg tgctaatgca tctaattato ctcattcatg ttocccgagg gtagggggaa 360 
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attcacaggc ccaacagact tttataggga cctcatccta ttctcagcaa ggctatggtt 420 
gcgaatcaaa gttgtatagc cttgaccatg gccatgagaa accacaagac aaaaaaaaga 480 
gaacctctgg tcttgccacc ctcaaaaaga agtttattaa gcgtcggaaa tctaataggt 540 
ctgccgatca tgccaagcag atgcgagaac tcctctctgg gtgggatgtt agagatgtca 600 
atgcattagt ggaggaatat gagggaacat cagcattaaa ggagctttct ctacaagcca 660 
gtttggctag accagaagcc cggacattgc agaaagatat ggctgatctt tatgagtaca 720 
agtattgtac tgatgtagac ttaatatttc aagaaacttg ttttcctgtt catcgtgcca 780 
ttttggcagc aaggtgtcca ttttttaaaa cactgctttc ttcctcacca gagtatgggg 840 
cagagataat aatggacatc aatacagctg gtattgatat gcccatgttt tctgctttgt 900 
tacactacct ttatacagga gagtttggaa tggaggactc aaggtttcaa aatgtcgata 960 
tccttgttca gcttagtgaa gaatttggaa caccaaattc ccttgatgta gatatgcgtg 1020 
gactctttga ttacatgtgt tattatgatg tcgtccttag tttttcttca gactctgaac 1080 
tggttgaagc ttttggtgga aatcagaact gtttagatga agagctcaaa gcccacaagg 1140 
ctgttatttc tgcacggtcc ccattttttc gaaatttatt acaaaggagg atacgaactg 1200 
gtgaagaaat cacagaccga actttgagga ctcccacaag aattatatta gatgagtcca 1260 
ttataccaaa aaaatatgca acagtgatat tacactgtat gtataccgac gtggtggacc 1320 
tctctgtttt gcactgtagc ccctctgtgg ggagtctcag tgaagttcag gctctcgtcg 1380 
cagggaagcc aaacatgacc agggcagaag aagccatgga actttaccac atagcactgt 1440 
tcttggaatt taacatgctt gcacaagagg agactacagt catcaggcct gcctgtgcag 1500 
cagagctttc aaacagctgc ttactgcctc aatcttaaat atgaaaaccc atccaaggat 1560 
aactggacat ttgaggaaag cttccaaatt gagacagaga tcagagcaaa aagaacaaag 1620 
tcctggagga agcagacaat gaagggagca gaggaaaact tcagtagaat caaaatatcc 1680 
ttatataaaa gaacttttta tggaatcagt gagacataag caggatgcta ttaaagtaaa 1740 
aacaggagct tttagaaata agatagcaga aatgaaagat ataatggaag cattgaaagg 1800 
tacagttgag gaaatctaga aagtaaataa tataataaag agatgagtgg agacaaataa 1860 
aactagagta ttcatccagg gtctaacatc taacaaatag tggctttaga aatatatacc 1920 
agagaaaagt gaagagaaga cagtatctaa ggagtaatat aagaaatatt tccaaaacta 1980 
aaggaatttc tatataaaaa gtttcttttt cagaacactg gggaaaaaga gacaatttta 2040 
aaatgttgca gggaggagaa aaattaggtt ccatgcaaag aaataggaat cagatggtat 2100 
tgagattttc agtagcaaca actgaatacc acaatacagt gaagtagtgt cttccaaaag 2160 
ctgatggaaa attattttaa acacaaaatc ctatatttag ccaaacagtc aatcaagtgt 2220 
aaggctaaat aaaggcattt ttcagtcata cctcgaaaaa ctgcctgtgt agggatattt 2280 
cccctgcttc cccactcagg cagctgctgg gaatgtattc caccaaatga cgaagcaaac 2340 
caagaacaga gaagtgaagg atctagaaaa tgggctccaa cacgggaagg aagcaaaggg 2400 
agatcccacg catcagccac acagtaggtc ttgtgggcat tcagtctagc ccagaccggg 2460 
agggtgaaag tctccaagga aagaggtgtc tcggaagaaa tcaattactt tcaatgtttg 2520 
aacattaaat agcaaatgac aaagc 2545 



<210> 11801 
<211> 410 
<212> PRT 

<213> Homo sapiens 
<400> 11801 

Met Gly Ala Asn Ala Ser Asn Tyr Pro His Ser Cys Ser Pro Arg Val 

15 10 15 

Gly Gly Asn Ser Gin Ala Gin Gin Thr Phe Me Gly Thr Ser Ser Tyr 
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4o 










u 1 y 
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Lys 
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Lys 
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b 1 y 


Leu 


A 1 a 
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OO 








fin 










1 nr 


Leu 


Lys 


Lys 


Lys 


rne 


1 1 e 


Lys 


Arg 


Arg 


Lys oer Asn 


Arg 


oer 


A 1 r> 

A 1 a 




DO 










/u 










/o 






QA 

oO 




Asp 


n 1 S 


A 1 4 

A 1 a 


Lys 


b 1 n 


Met 


Arg 


b 1 u 


Leu 


Leu 


OAb* A 1 i< Ti«*M 

oer biy irp 


Asp 


va 1 


Arg 
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Asp 


va 1 


Asn 


A 1 o 
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1 nn 
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1 zu 
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A AM 

Asp 
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1 OO 








1 40 








PJ 


Asp 


Leu 


1 1 e 


rhe 
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b 1 U 


1 hr 
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V/a 1 LI ; A Ak-/w 

Va 1 His Arg 


A 1 A 
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1 le 
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1 CA 
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A 1 ^ 

A 1 a 
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1 hr 
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Met 
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1 Al . 

Leu 


lyr Ihr Gly 


A 1 . . 
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O il A 
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rhe 
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Met 


Gys 


Tyr 
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Leu oer rhe 


O Al^ 

oer 


O A». 
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Aam 
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Z4o 
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b 1 U 
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A AM 
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b 1 n 
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1 1 e 
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Arg 


1 nr 


Leu 


Arg 


1 hr 
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1 hr 
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1 1 A 
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Val 


Asp 


Leu 


Ser 


Val 


Leu 


His 


Cys 


Ser 


Pro 


Ser Val Gly 


Ser 


Leu 


Ser 










340 










345 






350 








Glu 


Val 


Gin 


Ala 


Leu 


Val 


Ala 


Gly 


Lys 


Pro 


Asn Met Thr 


Arg 


Ala 


Glu 








355 










360 






365 










Glu 


Ala 


Met 


Glu 


Leu 


Tyr 


His 


1 le 


Ala 


Leu 


Phe Leu Glu 


Phe 


Asn 


Met 
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375 








380 










Leu 


Ala 


Gin 


Glu 


Glu 


Thr 


Thr 


Val 


1 le 


Arg 


Pro Ala Cys 


Ala 


Ala 


Glu 
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395 
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Ser 
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Leu 


Leu 


Pro 


Gin 


Ser 
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405 410 



<210> 11802 
<211> 2602 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (5). . (1021) 

<400> 11802 

gaagatggcg gcggagcgac aggaggcgct gagggagttc gtggcggtga cgggcgccga 60 
ggaggacogg gocogottot ttctcgagtc ggccggctgg gaottgcaga tcgcgctagc 120 
gagcttttat gaggacggag gggatgaaga cattgtgacc atttcgcagg caacccccag 180 
ttcagtgtcc agaggcacag cccccagtga taatagagtg acatccttca gagacctcat 240 
tcatgaccaa gatgaagatg aggaggaaga ggaaggccag aggttttatg ctgggggctc 300 
agagagaagt ggacagcaga ttgttggccc tcccaggaag aaaagtccca acgagctggt 360 
ggatgatctc tttaaaggtg ccaaagagca tggagctgta gctgtggagc gagtgaccaa 420 
gagccctgga gagaccagta aaccgagagt tcatgtagta ttgaaactct ggaagagtgg 480 
attcagcctg gataatggag aactcagaag ctaccaagac coatccaatg cccagtttct 540 
ggagtctatc cgcagagggg aggtgocago agagcttcgg aggctagctc acggtggaca 600 
ggtgaacttg gatatggagg accatcggga cgaggacttt gtgaagccca aaggagcott 660 
caaagccttc actggcgagg gtcagaaact gggcagcact gccccccagg tgttgagtac 720 
cagctctcca gccoaacagg cagaaaatga agccaaagcc agctcttcca tcttaatcga 780 
cgaatcagag octaccaoaa acatccaaat tcggcttgca gacggcggga ggctggtgca 840 
gaaatttaac caoagccaca ggatcagcga catccgaoto ttcatcgtgg atgcccggcc 900 
agccatggct gccaccagct ttatcctcat gactactttc ccgaacaaag agctggctga 960 
tgagagccag accctgaagg aagccaacct gctcaatgct gtcatcgtgc agcggttaac 1020 
ataaccgccc agccagctgc ctggcctccc tcctgtgttt ccoatggcca gtggccatgc 1080 
cccatgggga tcgcccctcc tgcccccttg tgcacaccca gcagtccagt gcaacgtctc 1140 
ctccatagct ctgggttctt agatcttggt tggacgtttg ttttctcctt agttgcattt 1200 
cctgggtttt tgtgatgatc aatggacttt aatgaaaaaa aaataaaaac aacoaaaaaa 1260 
attgaaggaa tatcaccagc atgttgtacg gaaactctcc cactgaagca ggctttaatt 1320 
gctttaaaat tatatttatc ttggggcctg tgggaggaaa ottccttcca tcttctctgc 1380 
ataaaaactt gtggcacaca atgcttattc actagtgtgt cccacccgcc agccccacag 1440 
atgactggag gaaggagggg aaatgtgtag aaagaggctt cgccaccact tgttcccacg 1500 
agaatatatc acttgoccag ataaaactgg gcggcagcca gagttccctg aagtgggaag 1560 
tcagagctac atgcaoacag tgtcttcaga aggtgaaaat aaatatttcc ctgtgctcct 1620 
tttactcaac ccctggggta totaatcttg ccaggtcttg gcoagttgag attctgttcc 1680 
acctgcctgc ctggcccttt cctccattac catccagact gctcgcctcc tggggattct 1740 
caggggctcc attatggctt gatttactcc acgtgcagaa gtcttgagtg gacctaggag 1800 
gtaggtggga tatttttttt cactaggata cagctcatgc caacccatcc taagtgagtt 1860 
cagaatcagg gtatcttgcc ctaaaagata aacagtcaaa atgccaccga gctgttcaot 1920 
agtgatgtgt ggcaaatcaa atcaactgtt gaagaagggg tgagttttct gtgctacaag 1980 
caoctgtcao tgttggtact tgcaggaggc ttctgctggg tatgttttgg aagtgagtgt 2040 
cactacttgg ctttgcttag caggttctgc ttcacacttg ttctttgaco tgctgacttg 2100 
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tgacttgcag aaacataggc agtagtccta 
agtttgattg ctatgcaggt ttgggagagg 
tcccgtatta aacaaaccag agacagaatc 
tcgtaatgtg cctcaatcct ctttccaagc 
ttcacccctg caatgagcca agaaccaaca 
gtggtttcaa ccaagaccca tcctgagcaa 
gttcccacac cggcagtggc ctgctggggc 
aggtggagat tatggaacct acatatgggt 
accattaaaa accagaatga gg 



gcctggtaaa gaccctccac cacccctata 2160 
aggcctattg ggctcttgga tggaaccctt 2220 
agtgctgact caggatctcc tggtttggaa 2280 
aggcctcacc agtctctttc tctttcctgc 2340 
ctacatccac ctagaactgc agaagggctt 2400 
gggacttggc ttggtgcttt tgatcccaaa 2460 
aatggcatct gtcacggtgt tttctccagc 2520 
ctggaaaaac tgtacactgt tgtcaccttg 2580 

2602 



<210> 11803 
<211> 339 
<212> PRT 

<213> Homo sapiens 



<400> 11803 



Met 


Ala 


Ala 


Glu 


Arg 


Gin 


Glu 


Ala 


1 








5 








Gly 


Ala 


Glu 


Glu 


Asp 


Arg 


Ala 


Arg 








20 










Asp 


Leu 


Gin 


1 le 


Ala 


Leu 


Ala 


Ser 






35 










40 


Asp 


1 le 


Val 


Thr 


1 le 


Ser 


Gin 


Ala 




50 










55 




Thr 


Ala 


Pro 


Ser 


Asp 


Asn 


Arg 


Val 


65 










70 






Asp 


Gin Asp 


Glu 


Asp 


Glu 


Glu 


Glu 










85 








Gly 


Gly Ser 


Glu 


Arg 


Ser 


Gly 


Gin 








100 










Lys 


Ser 


Pro 


Asn 


Glu 


Leu 


Val 


Asp 






115 










120 


His 


Gly Ala 


Val 


Ala 


Val 


Glu 


Arg 




130 










135 




Ser 


Lys 


Pro 


Arg 


Val 


His 


Val 


Val 


145 










150 






Ser 


Leu 


Asp 


Asn 


Gly 


Glu 


Leu 


Arg 










165 








Gin 


Phe 


Leu 


Glu 


Ser 


1 le 


Arg 


Arg 








180 










Arg 


Leu 


Ala 


His 


Gly 


Gly 


Gin 


Val 






195 










200 


Asp 


Glu 


Asp 


Phe 


Val 


Lys 


Pro 


Lys 




210 










215 




Glu 


Gly Gin 


Lys 


Leu 


Gly 


Ser 


Thr 


225 










230 






Ser 


Pro 


Ala 


Gin 


Gin 


Ala 


Glu 


Asn 



Leu 


Arg 


Glu 


Phe 


Va 1 


Ala 


Va 1 


Thr 




10 










15 




Phe 


Phe 


Leu 


Glu 


Ser 


Ala 


Gly 


Trp 


25 










30 






Phe 


Tyr 


Glu 


Asp 


Gly 


Gly 


Asp 


G 1 u 










45 








Thr 


Pro 


Ser 


Ser 


Val 


Ser 


Arg 


Gly 








60 










Thr 


Ser 


Phe 


Arg 


Asp 


Leu 


1 le 


His 






75 










80 


Glu 


Glu 


Gly 


Gin 


Arg 


Phe 


Tyr 


Ala 




90 










95 




Gin 


1 le 


Val 


Gly 


Pro 


Pro 


Arg 


Lys 


105 










110 






Asp 


Leu 


Phe 


Lys 


Gly 


Ala 


Lys 


Glu 










125 








Val 


Thr 


Lys 


Ser 


Pro 


Gly 


Glu 


Thr 








140 










Leu 


Lys 


Leu 


Trp 


Lys 


Ser 


Gly 


Phe 






155 










160 


Ser 


Tyr 


Gin 


Asp 


Pro 


Ser 


Asn 


Ala 




170 










175 




Gly 


Glu 


Val 


Pro 


Ala 


Glu 


Leu 


Arg 


185 










190 






Asn 


Leu 


Asp 


Met 


Glu 


Asp 


His 


Arg 










205 








Gly 


Ala 


Phe 


Lys 


Ala 


Phe 


Thr 


Gly 








220 










Ala 


Pro 


Gin 


Val 


Leu 


Ser 


Thr 


Ser 






235 










240 


Glu 


Ala 


Lys 


Ala 


Ser 


Ser 


Ser 


1 le 
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245 250 255 



Leu 


1 1 e Asp 


Glu 


Ser 


Glu 


Pro 


Thr 


Thr 


Asn 


1 le 


Gin 


1 le Arg Leu Ala 






260 










265 










270 




Asp Gly Gly 


Arg 


Leu 


Val 


Gin 


Lys 


Phe 


Asn 


His 


Ser 


His 


Arg 1 1 e 


Ser 




275 










280 










285 






Asp 


1 1 e Arg 


Leu 


Phe 


1 le 


Val 


Asp Ala Arg Pro 


Ala 


Met 


Ala Ala 


Thr 




290 








295 










300 








Ser 


Phe 1 1 e 


Leu 


Met 


Thr 


Thr 


Phe 


Pro 


Asn 


Lys 


Glu 


Leu 


Ala Asp 


Glu 


305 








310 










315 








320 


Ser 


Gin Thr 


Leu 


Lys 


Glu 


Ala 


Asn 


Leu 


Leu 


Asn 


Ala 


Val 


1 le Val 


Gin 



325 330 335 



Arg Leu Thr 



<210> 11804 
<211> 2505 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (138). . (1025) 
<400> 11804 

tagaaggatg ccatgaagga aatgactgct ttgtaaagcg agggtaaact tctgaaatgc 60 
tttgattaaa ataagctata ttaaagaccc caaaaccact tccctcgcag ctttcctctg 120 
aatgtctttc acatgaaatg ggcctgagtc actctaagac tcaccttagg gtgatcaaag 180 
tagcaccttt gcaaaacaaa gaggtagaga ctccctcggc tggccgtgtg gactttgcat 240 
tcaatcagaa tttggaagaa aagacttcat attcactggc aagactgcag gaccagaata 300 
aagccttgga agggcagctg ccacctttac aagaaaactg gtatggaaga tattotaoag 360 
catcoagaga catgtatttt gacatcccac tggaacacag agaaacaagt attattaaaa 420 
ggoatccacc coaaagactt caaaagcttg aacccattga cttgccacga gtaattactt 480 
caggaagact cctgagccag cgagaagcca ggacaatgca caaagcaaag caggtactag 540 
aaaagaaaat gcaaactcca atgtatactt ctgagaacag acaatatttg cataagatgc 600 
aagtgctgga aatgatccgt aaaagacaag aggcccaaat ggagttaaag aaaagtcttc 660 
atggagaggc aagaattaat aagcaaagtc caagggacca taaagcoaag aaaacccttc 720 
aaagcacccc aaggaatgat gaccatgacc ttctaaccat gttgcctgat gaaatcttga 780 
acagaggtcc cggaaattca aaggatacag aatttttgaa acatcaagca gtgaataact 840 
gctgtccctg gaaaattggc aaaatggaaa catggottca tgaacaagag gcocagggac 900 
agcttctctg ggacagttcc agctctgact cagatgagca ggggaaagat gagaagaagc 960 
cacgagcact ggtgaggacc aggacagaga gaatcccact tttcgatgag ttttttgatc 1020 
aagaataaga atactattca ttaacctaga aactgagtgo tttgaaagct tgttttactc 1080 
tcaaaatctt ccaaactgat atatgaatta ctttgaggac agcaaatcac tttggtaaaa 1 1 40 
agaaatgata tctttagagt cttatgatta acaagtccgt cacatgtgct gttaactatt 1200 
gctgcatcac taaatgcctc aaaacaoagg ggctaacoaa gagccatttt attgtctcac 1260 
tttcctgtgg gttgctgagt tcagctaggt ggttcttctg ctgttccctt ttgaaatctt 1320 
tcatgtcatt gaaattggac tacatttgga ctactaagac tggagtcatc cagaggcccc 1380 
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attaggacac tgacacaggg ggaccttgcc ccctatccat gtagcctcag agcatctgca 1440 
tatgatctct tcagcaggac actgcagaga tttctctcat atgagcccag ggctcccaaa 1500 
agcaattgtc tcaagaggag gaaacagaag ttgccagtct tcttaaaagc tagtcataga 1560 
actgactttg catcacttcc accatgttct gttggttaaa gtcatagacc agcttggagt 1620 
taatgcagaa gaggactaca caagggcatg agtgccaaag tgtggtcctt tggggttcat 1680 
ctttgacatt tgccacctca ccatgttttt aaaaagaaaa ttagattaca taaaacaaat 1740 
agatgggctg gatgtggtgg ctcacacctg taatcccagc actttgggag gccgaggtgg 1800 
gcagatcact tgaggtcagg agttcaagac cagcctggcc aacatggtga gacaccgtct 1860 
ctactaaaat acaaaaatta gccagacatg gtggcattcg tctgtaatcc cagctacttg 1920 
atgcgaaggc tgaggcaaaa gaattgcttg aacccaggag atagaggttg caatgagcca 1980 
agatcactcc actgcactcc agcctgggcg acagaatgag actctgtctc aaaattaaaa 2040 
aacaaaaaac caaaaacaaa tagatgaaaa agtagactgg agacaaataa aagtgagttt 2100 
ctaaaggaaa ttcacagtaa tgctgcatta aacactaagc tcacttaggt cactttctag 2160 
tgagctaacc gtaacagaga gcctacagga tacacgtgag ataatgtcac gtgtagaaga 2220 
tcgttgtgaa ttaaagttca aaattaagac ttcttagatt atgatgtaga ttttagagct 2280 
ccttaaaaca taaagcgaat cttataaatg ttcaattcta aagttattcc acttggaaaa 2340 
attagctttt gggacaattt ttaagaactt ttgtgtaaat gcagctccat gtttagcata 2400 
atctaaaaat aatttcaagc aatccagaat cttccaagaa tttattaaag ctttaaaaca 2460 
aagcaaaaca aaaagaccct tttgtgcctt atatgggaag actcc 2505 



<210> 11805 
<211> 296 
<212> PRT 

<213> Homo sapiens 



<400> 11805 



Met 


Gly Leu 


Ser 


His 


Ser 


Lys 


Thr 


His 


Leu 


Arg Val 


1 le Lys Val Ala 


1 








5 










10 




15 


Pro 


Leu 


Gin 


Asn 


Lys 


Glu 


Val 


Glu 


Thr 


Pro 


Ser Ala 


Gly Arg Val Asp 








20 










25 






30 


Phe 


Ala 


Phe 


Asn 


Gin 


Asn 


Leu 


Glu 


Glu 


Lys 


Thr Ser 


Tyr Ser Leu Ala 






35 










40 








45 


Arg 


Leu 


Gin 


Asp 


Gin 


Asn 


Lys 


Ala 


Leu 


Glu 


Gly Gin 


Leu Pro Pro Leu 




50 










55 








60 




Gin 


Glu 


Asn 


Trp 


Tyr 


Gly 


Arg 


Tyr 


Ser 


Thr 


Ala Ser 


Arg Asp Met Tyr 


65 










70 










75 


80 


Phe 


Asp 


1 le 


Pro 


Leu 


Glu 


His 


Arg 


Glu 


Thr 


Ser 1 le 


1 1 e Lys Arg H i s 










85 










90 




95 


Pro 


Pro 


Gin 


Arg 


Leu 


Gin 


Lys 


Leu 


Glu 


Pro 


1 le Asp 


Leu Pro Arg Val 








100 










105 






110 


1 le 


Thr 


Ser 


Gly 


Arg 


Leu 


Leu 


Ser 


Gin 


Arg 


Glu Ala 


Arg Thr Met His 






115 










120 








125 


Lys 


Ala 


Lys 


Gin 


Val 


Leu 


Glu 


Lys 


Lys 


Met 


Gin Thr 


Pro Met Tyr Thr 




130 










135 








140 




Ser 


Glu 


Asn 


Arg 


Gin 


Tyr 


Leu 


His 


Lys 


Met 


Gin Val 


Leu G 1 u Met 1 1 e 


145 










150 










155 


160 


Arg 


Lys Arg 


Gin 


Glu 


Ala 


Gin 


Met 


Glu 


Leu 


Lys Lys 


Ser Leu His Gly 
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165 170 175 





Pill 


A 1 

A 1 a 


Arg 


1 1 A 

1 i e 


Asn Lys 


lain oer rro Arg Asp 


His 


Lys 


Ala Lys 


Lys 










i OA 




1 OO 






190 






1 nr 


Leu 


u 1 n 


oer 


1 nr rro 


Arg Asn Asp Asp H i s 


Asp 


Leu 


Leu Thr 


ivie L 








1 9o 






zOU 




205 








Leu 


Pro 


Asp 


u 1 U 


1 1 e Leu 


Asn Arg la 1 y rro uiy 


Asn 


Ser 


Lys Asp 


1 nr 






210 








215 


220 










Glu 


Phe 


Leu 


Lys 


His Gin 


Ala Val Asn Asn Cys 


Cys 


Pro Trp Lys 


1 le 




225 








230 


235 








240 




Gly 


Lys 


Met 


Glu 


Thr Trp 


Leu His Glu Gin Glu 


Ala 


Gin 


Gly Gin 


Leu 












245 


250 






255 






Leu 


Trp 


Asp 


Ser 


Ser Ser 


Ser Asp Ser Asp Glu 


Gin Gly 


Lys Asp 


Glu 










260 




265 






270 






Lys 


Lys 


Pro 


Arg 


Ala Leu 


Val Arg Thr Arg Thr 


Glu 


Arg 


1 1 e Pro 


Leu 


m 






275 






280 




285 






n 1 


Phe 


Asp 


Glu 


Phe 


Phe Asp 


Gin Glu 














290 








295 











03 <210> 11806 

<211> 2235 

Q <212> DNA 

""^ <213> Homo sapiens 

m 

yj <220> 

y <221> CDS 

^ <222> (55). . (1752) 



<400> 11806 

gttcaggctg gaaaaggatc ttctagccag 
aaactggctg ttctcaaagc ttgggcagag 
gaagcagagt caaaaccaaa aagagcaatt 
ggtaccatcg atgaactgcc accagatagt 
acactcagtc gcctgtggtt agcagcatta 
gaattttcta gtcagcttcc tooagatggt 
acagctagac ttcactatcg gaattcctgg 
ttaaatagca caggatttac gtgctcagag 
caaaaacgtt ctacatctgt caatttaaac 
tctttgccag aaattaacaa agacagaatg 
ctttgttccc ctagacctga ggagcccatt 
cataccttgc tagactcccc ttatgctcga 
gttgggttgc tgagtgtttt gcaccgcctt 
ctgttggtta ctggagttgt acaacagata 
aaaagaaaca ctctaagatg tatgacaatc 
atattgaaag acacagcaat aaagtctgca 
gctcttcaag ggattaaaag tattgtgaca 
caaaaacagt ggacagctct gattcgtagc 
ccagaagact ctgtacctac acctgatgaa 



ctgtaccgag agagtgccac gaccatggaa 60 
gtatatgtgg tcgctatgaa tattaaaaag 120 
aaaaatactg acgatgatga tgacgactgt 180 
ttaataacac tggtaoaacc tgaaotacca 240 
aaagattatg cactcttgac tttacoagcc 300 
ggagcatttt atacccctga aactattgat 360 
gccccaattc tccatgcggt ggcactttgg 420 
tctacagaag cagcagcaat atotggttta 480 
caggcatcag gagcagtggg tagtgctaaa 540 
catctgattt taggtgtgag tatacagttt 600 
gaacatgtta cagcatgcct goaggcctta 660 
gtccatattg cagaagatca gctgataggt 720 
ctattgacct ggaatocatc atctgtccag 780 
gtaagagotg ctcaggatta tttgcaagag 840 
ctgcccacaa ttctgttctt aattgcaaga 900 
gataatcagg ttoctccacc agtcagtgca 960 
ctttcaatgg Gcaaaactga ggctggcgtt 1020 
acgcttgctt gcatcctgga atattctcaa 1080 
gtaagcatgc taacagcaat tgcactcttc 1140 
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ctgtggtctg ctagtaatga aataatagga 
agatttaaaa atgcattaaa ttcatgcgac 
ctcctctcag tcttccagca ttccaatcgt 
gctccaatag tggttgaaaa gctaaaagct 
gagcttttag cggttcagga aggaataaaa 
gaacaaaaca gagtccagct acttgctctt 
gatgaaaatt cttttgcctc agcaagttca 
cagaatttaa tgcatattgg acctctgtat 
gctcctgagt tgaaagtgcg tctagaaact 
aaagcggctg ccagacaacc agcccccgcc 
acaagttttt tttaatttgt aatttcattt 
attagtgatg gccactgcat cattccaggc 
ggtattatag tgcttccaag taggttaagt 
taaggagtga ttttttttat catgtggtga 
tctcttttgt taacttattt atttttcaaa 
aaaaacaatt gtatcatgta gtcgggcagc 
tcagaactca gcatctgtca tgaaaaaaat 
gaagtaatca aaataatgga aagtgtctgt 
cagcattttc taagc 



gtccagtcat tacagaatgg ctgcatgaac 1200 
ccatgggttc aagccaaatg ttaccagctt 1260 
gccctttcaa ctccttatat tcattcatta 1320 
gttgaaagaa acagaccagc cagtaacata 1380 
gttctcgaaa cactggttgc tcttggtgaa 1440 
ttagttccca ctttgatatc ttacctgctg 1500 
gcttccaaag atcttcatga gtttgcactc 1560 
ccacatgctt tcaagacagt aatgggggct 1620 
gccgttcgag caagccaagc gagcaaagct 1680 
atacattctg caccaacaat taagctaaaa 1740 
atttgtattt atgttgtcaa ctagccccta 1800 
tacctatggg ttctgtttta tttgtatatt 1860 
gaaataatgc tcacaccact tattgatttt 1920 
atatgttttc attttcctcc taataatgtt 1980 
cactgagcca tagtcttaaa tttaaatgct 2040 
ctattgatac tgtcagggga aaaaaatggg 2100 
caattgaaaa acaagcagat tttaaatttt 2160 
tttgtggtgt atatactatg aataaaatca 2220 

2235 



<210> 11807 
<211> 566 
<212> PRT 

<213> Homo sapiens 



<400> 11807 












Met 


Glu 


Lys 


Leu 


Ala 


Val 


Leu 


Lys 


1 








5 








Ala 


Met 


Asn 


1 le 


Lys 


Lys 


Glu 


Ala 








20 










Lys 


Asn 


Thr 


Asp 


Asp 


Asp 


Asp 


Asp 






35 










40 


Pro 


Pro 


Asp 


Ser 


Leu 


1 le 


Thr 


Leu 




50 










55 




Ser 


Arg 


Leu 


Trp 


Leu 


Ala 


Ala 


Leu 


65 










70 






Pro 


Ala 


Glu 


Phe 


Ser 


Ser 


Gin 


Leu 










85 








Thr 


Pro 


Glu 


Thr 


1 le 


Asp 


Thr 


Ala 








100 










Ala 


Pro 


1 le 


Leu 


His 


Ala 


Val 


Ala 






115 










120 


Thr 


Oys 


Ser 


Glu 


Ser 


Thr 


Glu 


Ala 




130 










135 




Arg 


Ser 


Thr 


Ser 


Val 


Asn 


Leu 


Asn 


145 










150 






Ala 


Lys 


Ser 


Leu 


Pro 


Glu 


1 le 


Asn 



Ala 


Trp 


Ala 


Glu 


Val 


Tyr 


Val 


Val 




10 










15 




Glu 


Ser 


Lys 


Pro 


Lys 


Arg 


Ala 


1 le 


25 










30 






Asp 


Cys 


Gly 


Thr 


1 le 


Asp 


Glu 


Leu 










45 








Val 


Gin 


Pro 


Glu 


Leu 


Pro 


Thr 


Leu 








60 










Lys 


Asp 


Tyr 


Ala 


Leu 


Leu 


Thr 


Leu 






75 










80 


Pro 


Pro 


Asp 


Gly 


Gly 


Ala 


Phe 


Tyr 




90 










95 




Arg 


Leu 


His 


Tyr 


Arg 


Asn 


Ser 


Trp 


105 










110 






Leu 


Trp 


Leu 


Asn 


Ser 


Thr 


Gly 


Phe 










125 








Ala 


Ala 


1 le 


Ser 


Gly 


Leu 


Gin 


Lys 








140 










Gin 


Ala 


Ser 


Gly 


Ala 


Val 


Gly 


Ser 






155 










160 


Lys 


Asp 


Arg 


Met 


His 


Leu 


1 le 


Leu 
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165 170 175 



u 1 y 


Vd 1 


oer 


1 1 o 
1 1 e 


ft 1 n 

u 1 n 


rne 


1 Ai 1 

Leu 


uys 


oer 


rro 


Arg Pro 


Glu 


Glu Pro 


1 1 A 
1 1 e 








1 oU 










1 OO 










190 






n I s 


\/a 1 

va 1 


1 nr 


A 1 a 
A 1 a 


ft\/o 

uys 


Leu 


ft 1 n 

u 1 n 


A 1 a 

A 1 a 


Leu 


His 


Thr 


Leu 


Leu Asp 


oer 






1 yo 










zuu 










205 






rro 


Tyr 


A 1 o 

A 1 a 


Arg 


va 1 


n 1 s 


1 1 o 

1 1 e 


A 1 o 

A 1 a 


ft 1 1 1 
b 1 u 


Asp 


Gin 


Leu 


1 le Gly Val 


ft 1 \/ 

b 1 y 




oi n 
Z IU 










Z i o 










220 








Leu 


Leu 


oer 


va 1 


Leu 


n 1 s 


Arg 


Leu 


Leu 


Leu 


Thr Trp 


Asn 


rro oer 


oer 












ZoU 










235 








Z4U 


Wo 1 

va 1 


u 1 n 


Leu 


Leu 


va 1 


1 nr 


ft 1 \/ 
u 1 y 


va 1 


Wo 1 

va 1 


ft 1 n 

b 1 n 


Gin 


1 le 


va 1 


Arg A 1 a 


A 1 o 

A 1 a 










Z4o 










OCA 
ZoU 








255 




u I n 


Asp 


Tyr 


Leu 


ft 1 n 

u 1 n 


ft 1 1 1 
b 1 u 


Lys 


Arg 


Asn 


1 nr 


Leu 


Arg 


Cys 


Met Thr 


1 1 e 








ZoU 










occ 
Zoo 










270 




Leu 


rro 


1 nr 


I 1 e 


Leu 


rne 


Leu 


1 1 A 

I 1 e 


A 1 ^ 

A 1 a 


Arg 


1 le 


Leu 


Lys 


Asp Thr 


A 1 A 

A 1 a 






z /o 










OOA 

ZoU 










285 






1 1 A 

1 1 e 


Lys 


oer 


A 1 ^ 

A 1 a 


Asp 


Asn 


ft 1 n 

b 1 n 


va 1 


rro 


rro 


Pro 


Val 


Ser 


Ala Ala 


Leu 




zyu 










zyo 










300 








u 1 n 


u 1 y 


1 1 e 


Lys 


oer 


1 1 £X 

1 1 e 


Uo 1 

va 1 


1 nr 


Leu 


oer 


Met 


Ala 


Lys 


Thr Glu 


A 1 ^ 

A 1 a 


one 










o 10 










315 








OOA 

oZU 


u 1 y 


va 1 


u 1 n 


Lys 


ft 1 ^ 
u 1 n 


1 rp 


1 nr 


A 1 ^ 

A 1 a 


Leu 


1 1 A 

1 1 e 


Arg Ser 


Thr 


Leu Ala 


Cys 










oZb 










OOA 

ooU 








335 




1 1 e 


Leu 


u 1 U 


Tyr 


oer 


ft 1 
b 1 n 


rro 


ft 1 1 1 

b 1 U 


Asp 


Oa»^ 

oer 


Val 


Pro 


Thr 


Pro Asp 


ft 1 1 1 
b 1 u 


















O AC 

J4o 










350 




Va 1 


oer 


Met 


Leu 


1 nr 


A 1 ^ 

A 1 a 


1 1 ^ 

1 1 e 


A 1 A 

A 1 a 


1 Al ■ 

Leu 


rne 


Leu 


Trp 


Ser 


Ala Ser 


Ann 

Asn 






OOO 










OCA 

ooU 










365 






b 1 U 


1 1 e 


1 1 A 

1 1 e 


ft 1 xt 

b 1 y 


va 1 


ft 1 f-k 
b 1 n 


oer 


Leu 


ft 1 
b 1 n 


Asn 


Gly Cys 


Met Asn Arg 


rne 




o/O 










o/b 










380 








Lys 


Asn 


A 1 a 


Leu 


Asn 


oer 


Cys 


Asp 


Pro 


Trp 


Val 


Gin 


Ala 


Lys Cys 


Tyr 


OOO 










OOA 










395 








4UU 


/2 1 r\ 

u 1 n 


Leu 


Leu 


Leu 


Cap- 

oer 


va 1 


Dl\A 

rne 


ft 1 n 

b 1 n 


n 1 S 
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545 550 555 560 

Leu Lys Thr Ser Phe Phe 
565 



<210> 11808 
<211> 1712 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (51). . (1139) 

<400> 11808 

cagttagctt caaacaaaaa cgaaagttag accaagggaa cgtattagat atggaagtaa 60 
agaaaaagaa acatgataaa caagaacaga aaggaagtgt gggagctaca ttcaaattag 120 
gtgactcttt gtcaaaccca aacgaaagag ccattgttaa agaaaagatg gtatcaaata 180 
ctaagtctgt agacacgaaa gcgagttcat ctaaatttag tagaattcta actcctaagg 240 
agtatttaca aaggcagaag cataaagaag ctccgagtaa taaagcatcg aagaaaatct 300 
gtgtgaaaaa cgtgccatgt gattctgaac atatgagacc aagtaaactt gccgtgcagg 360 
ttgaaagttg tgggaaatca aatgagaaac aoagcagcgg cgtgoagacc tctaaagaat 420 
cattaaatgg cttgacaagc catggtaaaa acctcaaaat ccaccattct caggagtcta 480 
aaacatacaa cattctaagg aatgttaaag aaaaagttgg tgggaagcag cctgataaaa 540 
tatggattga taagactaaa ttagacaaat taaccaatat aagcaacgaa gctcaattca 600 
gccaaatgcc tcccoaagta aaggatcaaa agaaattata tctgaataga gttgggttta 660 
aatgcactga acgtgaaagc atttctctca ccaaattaga aagttcacco aggaagcttc 720 
ataaagataa gagacaggaa aataaacata agaccttttt accggtgaaa ggtaacacag 780 
aaaaatcaaa catgctggag tttaaattat gtccagatat cttactaaag aatacaaact 840 
ctgtggaaga acggaaggat gtaaagcctc atcctaggaa ggagcaagcc cctctgcaag 900 
tttcaggaat aaaaagtaca aaagaagact ggttaaaatt tgttgctaoa aagaaaagga 960 
cacagaaaga cagcoaagag agagataatg ttaattcaag actctcgaag agaagcttca 1020 
gtgcagatgg atttgagatg ctacaaaacc cagtaaaaga ttcaaaagaa atgtttcaaa 1080 
cctacaaaca gatgtacctg gagaagagaa gcagaagcct tggtagcagt cctgtaaaat 1 1 40 
aattacaaga tgtggttttg taattgccac tgggaaattt ctttcctttt ctgttcaaaa 1200 
tatttcgctg aaactaatga gaaatgccat gataaagatt tctcagagtt tggttcocac 1260 
tttcattgta tttcattgaa agtgcttaat taaaatggct tgagaacttt gggtagccat 1320 
gtgtaagaaa tggatggtat tcaccgggga aacaaggtat ttgaatttct actttattga 1380 
accagattta ccattatttt aaaaggaatg cttatacaaa tcaatttgaa attctaccca 1440 
tcttgaggga ggaccgttoc tcagttaagg acttgtttat ttaaatggga ctgtaaatat 1500 
gttttggttt ctaagctata ttagcaaaat ttatttttca aaaacgccca ctgtgatgtg 1560 
aatgtcaaaa tatattotta agtgttttat aactaattgt aaactttttt toagaagtct 1620 
tattttatac ttgtgaaact gaacacaatt ttgggacaac gtttaaacat tacttttcat 1680 
acttgaaata aacatttatt ttttaaaaaa ct 1712 



<210> 11809 
<211> 363 
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<212> PRT 

<213> Homo sapiens 



<400> 11809 
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Arg Ser Arg Ser Leu Gly Ser Ser Pro Val Lys 
355 360 



<210> 11810 
<211> 884 
<212> DNA 

<213> Homo sapiens 
<400> 11810 

gtatagtatc catgaatgaa tttatggaaa tagatatttg tgcagctcaa tttatgcaga 60 
gattaaatga catcataata ctggatgaaa acttgcatag aattctgatt aaatagtggg 120 
tctgtttcac atgtgcagtt tgaagtattt aaataaccac tcctttcaca gtttattttc 180 
ttctcaagcg ttttcaagat ctagoatgtg gattttaaaa gatttgccct cattaacaag 240 
aataacattt aaaggagatt gtttcaaaat atttttgcaa attgagataa ggacagaaag 300 
attgagaaac attgtatatt ttgcaaaaac aagatgtttg tagctgtttc agagagagta 360 
cggtatattt atggtaattt tatccactag caaatcttga tttagtttga tagtgtgtgg 420 
aattttattt tgaaggataa gaccatggga aaattgtggt aaagactgtt tgtacccttc 480 
atgaaataat tctgaagttg ccatcagttt tactaatctt ctgtgaaatg catagatatg 540 
cgcatgttca actttttatt gtggtcttat aattaaatgt aaaattgaaa attcatttgc 600 
tgtttcaaag tgtgatatct ttcacaatag cctttttata gtcagtaatt cagaataatc 660 
aagttcatat ggataaatgo atttttattt cotatttctt tagggagtgc tacaaatgtt 720 
tgtcacttaa atttcaagtt tctgttttaa tagttaactg aotatagatt gttttctatg 780 
ccatgtatgt gccacttctg agagtagtaa atgactcttt gctacatttt aaaagcaatt 840 
gtattagtaa gaactttgta aataaatacc taaaacccaa gtgt 884 



<210> 11811 
<211> 2936 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (98) . . (2227) 

<400> 11811 

agctgtcatg gctgctootg tacgtagtca cggtcttgtg ctctaaggaa aacgaoagca 60 
cgtgttcttt ttcactagta gaagtgacgt tggtttcatg ttgacaactt tgaagocatt 120 
tggaagtgtt tcagtggaga gcaaaatgaa taacaaagcg ggctcctttt tctggaacct 180 
tagacaattc agtacattag tttcaacaag cagaactatg aggctatgtt gtttgggact 240 
ttgcaaacca aaaatagttc attcaaactg gaacatttta aataactttc ataacagaat 300 
gcaatcaact gatatcatta gatatctctt tcaggatgca ttcattttta aatcagatgt 360 
tggctttcaa acaaagggoa taagoactct aaoagocctt agaattgaaa gactacttta 420 
tgctaaaaga ctgttttttg actcaaagca gtctcttgtc cctgttgata aatctgatga 480 
tgaattgaag aaagtaaacc ttaatcatga agtctccaat gaagatgttc ttaccaagga 540 
aacaaaacca aaccgtatca gcagtagaaa actgtctgag gaatgtaatt ccctgagtga 600 
tgtgttagat gcattttoaa aagcgcocac atttcctagt agoaactatt tcacagcaat 660 
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gtggacaatt gccaaaagac 
tagccaccct gcatttaatc 
gtataagtac ctactgttca 
tattttggtg cagactttgc 
atgcctttca gttttgtcaa 
tctacgaacg ggattcagaa 
cacattacaa gttgtgatga 
actggagatg aaagccttga 
gtttgaagta ctagctgcca 
ggtggtccta gataatatcc 
ctgcaaagac ctccagtacc 
tgcgactttc gacatctgga 
ccttggcttt cgacctgttg 
tgaatcccta aacatgaaaa 
tgtctacaaa tgccagaaca 
ttatcttcac actatttctt 
gaattacttt cccctggctc 
gctgacatca gatgacatga 
acttgatgat actgtctatc 
gctgccatcg tcacatacaa 
tgaaggacac ttctcaaagg 
cagaatggac actaacagga 
tacagatatt caaagagtag 
aagccacccc agaggattcc 
tgtgatcttg gtcaataact 
tttgaagact aaaatctatt 
cacacaataa agtgaaaatc 
taaagatgac aagtcagttg 
ctcagttcac tattaaaatt 
aatatgctga gaaaattcca 
ccagatattt gatttgtgag 
ggtttcttag ttgtgaggtg 
aatctgaata tttatactcc 
tcattttcaa gcattggcca 
agaattagtg aggtagctgt 
ctgcaggtag agatatttca 
aaggagtctt actgttgttg 
ccacaatttc atgaagtctt 



<210> 11812 
<211> 710 
<212> PRT 

<213> Homo sapiens 



tgtctgatga Gcagaagcgc tttgaaaaac gactgatgtt 720 
agctctgtga acatatgatg agagaagcca agatcatgca 780 
gtcttcacgc catagogaag ottggaatoc ctcagaacac 840 
tgagggtgac ccaggaacgt atcaatgagt gtgatgagat 900 
ctgttttaga ggcaatggaa ccatgcaaga atgttcatgt 960 
tactagttga tcagcaagtt tggaaaatag aagatgtctt 1020 
agtgtattgg aaaagatgca ccgattgctc ttaagaggaa 1080 
gggaattaga oagattttct gttttgaata gccaaoacat 1140 
tgaatcaocg atctcttata ctcctggatg aatgcagtaa 1200 
atgggtgtcc tttaagaata atgatcaaca tattgoagtc 1260 
ataatttgga tctcttcaag ggacttgcag attatgtggc 1320 
agttcagaaa agttcttttt atcctcattt tatttgaaaa 1380 
gtttaatgga cctgtttatg aagagaatag tagaggatcc 1440 
acattctatc tattcttcat acttactctt ctctcaatca 1500 
aagaacagtt cgtggaagtt atggctagtg ctctgactgg 1560 
ctgaaaactt attggatgca gtatattcat tttgcttgat 1620 
cttttaatca gottctgcaa aaagacatca tcagtgagct 1680 
agaatgctta caagctgcat actttggata cttgtctaaa 1740 
tgagggacat agccttgtca ctcccacagc tgccgcggga 1800 
atgcaaaggt ggcagaggtg ctgagcagoo ttctgggagg 1860 
atgtgcactt gcoacacaat tatcatattg attttgaaat 1920 
atcaagtgct accactttct gatgtggata caacttctgc 1980 
ctgtgctatg tgtttccaga tctgcttatt gtttgggttc 2040 
ttgctatgaa aatgcggcat ttgaatgcaa tgggttttca 2100 
gggagatgga caaactagag atggaagatg cagtoacatt 2160 
cagtagaagc tcttcctgtt gctgctgtaa atgtgcaaag 2220 
aaccttttca tattaggaga catgcatttg taaaaattaa 2280 
tcaatggaat tgagctatct gctaagacaa aaaatgttac 2340 
aattttagga gtggaagaaa tgttgttact gccatttaaa 2400 
gaagggttat ttttccaaco acacctattc cctctagtgc 2460 
ctgtacgttt aaccttttca totttgatct actaaaaact 2520 
tcacaggcag gttgatgtgg gtagtagtcc ttgtctttgg 2580 
tgctctaagc tgttctaaga cttggggtta tgcctttaaa 2640 
aataataatt ggacaaagtt ctaaagttgt caagtgtgta 2700 
tgaaaatgag tgaggatggt atttgtattt gtaataagca 2760 
tgggttataa taagagaaac acagatgaga tgtagatggt 2820 
gggtccttoc tttctctttc ttttttcccc cttacccotc 2880 
taaaattaaa tatatagctg aattgtgttg tgaatc 2936 



<400> 11812 

Met Leu Thr Thr Leu Lys Pro Phe Gly Ser Val Ser Val Glu Ser Lys 
15 10 15 
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Phe 


oer 


Lys 


Ala 




i ~7A 
1 /O 










175 




Phe 


T L. ^ 

[ hr 


A 1 ^ 

Ala 


Met 


T ^M 

Trp 


xu^ 

Ihr 


1 le 


Ala 


loo 










1 AA 

1 yo 






Arg 


Phe 


A 1 . » 

G 1 u 


Lys 


Arg 


1 A. i 

Leu 


Met 


Phe 










OAC 

20o 








Cys 


A 1 . . 

Glu 


Hi s 


Met 


Met 


Arg 


Glu 


Ala 








OOA 

ZZO 










Leu 


QU A 

rhe 


O A^ 

Ser 


1 A. . 

Leu 


u : A 

Hi S 


A 1 A 

Ala 


1 le 


Ala 






ooc 
Zoo 










240 


1 1 — . 
1 le 


Leu 


Va 1 


A 1 _^ 

G 1 n 


1 hr 


1 — . . 
Leu 


Leu 


Arg 




OCA 

ZoO 










255 




Cys 


A AM 

Asp 


A Pi ■ 

G 1 u 


1 1 A 

1 1 e 


Cys 


1 At 1 

Leu 


Ser 


Val 


2oo 










0~7 A 

2/0 






A 1 1 1 

G 1 u 


Pro 


Cys 


1 .<A 

Lys 


A AM 

Asn 


\#A 1 

Va 1 


His 


Val 










OQC 

Zoo 








\/a I 

Va ! 


A AM 

Asp 


A 1 M 

G 1 n 


A 1 M 

G 1 n 


V#A 1 

Va 1 


Trp 


Lys 


1 le 








OAA 

oOO 










\Ia I 

Va 1 


M A-l- 

Met 


1 «• A 

Lys 


Cys 


1 1 A 

1 1 e 


A 1 *M 

G 1 y 


Lys 


Asp 






0 1 c 

01 o 










320 


Leu 


A 1 . 

Glu 


Met 


Lys 


A 1 ^ 

Ala 


1 ^ . . 
Leu 


Arg Glu 




330 










335 




Ser 


Gin 


His 


Met 


Phe 


Glu 


Val 


Leu 


345 










350 






1 le 


Leu 


Leu 


Asp 


Glu 


Cys 


Ser 


Lys 










365 








Cys 


Pro 


Leu 


Arg 


1 le 


Met 


1 le 


Asn 








380 










Gin 


Tyr 


His 


Asn 


Leu 


Asp 


Leu 


Phe 






395 










400 
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Lys 


Gly 


Leu 


Ala 


Asp 


Tyr 


Va 1 


A 1 A 

Ala 










405 








Arg 


Lys 


Va 1 


Leu 


Phe 


1 le 


Leu 


1 le 








420 










Pro 


Val 


Gly 


Leu 


Met 


Asp 


Leu 


Phe 






435 










A Af\ 

440 


Glu 


Ser 


Leu 


Asn 


Met 


Lys 


A ^ ^ 

Asn 


1 le 




450 










455 




Ser 


Leu 


Asn 


His 


Val 


Tyr 


Lys 


Cys 


465 










470 






Val 


Met 


Ala 


Ser 


Ala 


Leu 


T 1 

Thr 


Gly 










Anc 

485 








Asn 


Leu 


Leu 


Asp 


Ala 


Val 


Tyr 


Ser 








500 










Leu 


Ala 


Pro 


Phe 


Asn 


Gin 


Leu 


Leu 






515 










520 


Leu 


Thr 


Ser 


Asp 


Asp 


Met 


Lys 


Asn 




530 










535 




Thr 


Cys 


Leu 


Lys 


Leu 


Asp 


Asp 


Thr 


545 










550 






Ser 


Leu 


Pro 


Gin 


Leu 


Pro 


Arg 


Glu 










565 








Lys 


Val 


Ala 


Glu 


Val 


Leu 


Ser 


Ser 








580 










Ser 


Lys 


Asp 


Val 


His 


Leu 


Pro 


His 






595 










600 


Arg 


Met 


Asp 


Thr 


Asn 


Arg 


Asn 


Gin 




610 










615 




Thr 


Thr 


Ser 


Ala 


Thr 


Asp 


1 le 


Gin 


625 










630 






Arg 


Ser 


Ala 


Tyr 


Cys 


Leu 


Gly 


Ser 










645 








Met 


Lys 


Met 


Arg 


His 


Leu 


Asn 


Ala 








660 










Asn 


Asn 


Trp 


Glu 


Met 


Asp 


Lys 


Leu 






675 










680 


Leu 


Lys 


Thr 


Lys 


1 le 


Tyr 


Ser 


Val 




690 










695 




Asn 


Val 


Gin 


Ser 


Thr 


Gin 






705 










710 







<210> 11813 
<211> 2243 
<212> DNA 

<213> Homo sapiens 



A 1 — . 

Ala 


Thr 


Phe 


Asp 


1 le 


Trp 


Lys 


Phe 




410 










415 




1 A. . 
Leu 


Phe 


G 1 U 


Asn 


Leu 


Gly 


Phe Arg 


>l OCT 

42b 










430 






Met 


Lys 


Arg 


1 le 


Va 1 


Glu 


Asp 


Pro 










A A C 

445 








Leu 


Ser 


1 le 


Leu 


His 


Thr 


Tyr 


Ser 








460 










Gin 


A ^ ^ 

Asn 


Lys 


Glu 


Gin 


Phe 


Val 


Glu 






475 










480 


Tyr 


Leu 


His 


Thr 


1 le 


Ser 


Ser 


Glu 




490 










495 




Phe 


Cys 


Leu 


Met 


Asn 


Tyr 


Phe 


Pro 


505 










510 






Gin 


Lys 


Asp 


1 le 


1 le 


Ser 


Glu 


Leu 










525 








Ala 


Tyr 


Lys 


Leu 


His 


Thr 


Leu Asp 








540 










Val 


Tyr 


Leu 


Arg 


Asp 


1 le 


Ala 


Leu 






555 










560 


Leu 


Pro 


Ser 


Ser 


His 


Thr 


Asn 


Ala 




570 










575 




Leu 


Leu 


Gly 


Gly 


Glu 


Gly 


His 


Phe 


585 










590 






Asn 


Tyr 


His 


1 le 


Asp 


Phe 


Glu 


1 le 










605 








Val 


Leu 


Pro 


Leu 


Ser 


Asp 


Val 


Asp 








620 










Arg 


Val 


Ala 


Val 


Leu 


Cys 


Val 


Ser 






635 










640 


Ser 


His 


Pro 


Arg 


Gly 


Phe 


Leu 


Ala 




650 










655 




Met 


Gly 


Phe 


His 


Val 


1 le 


Leu 


Val 


665 










670 






Glu 


Met 


Glu 


Asp 


Ala 


Val 


Thr 


Phe 










685 








Glu 


Ala 


Leu 


Pro 


Val 


Ala 


Ala 


Val 



700 



<220> 
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<221> CDS 

<222> (24). . (1475) 

<400> 11813 

acttggtctc ctgctttcgc gacatggcct 
gtaccgctgc agccaccgcg gcccccgcgg 
caactgcagg ttctgcattc agcttttctg 
ttggtggtac tcagaacaaa ggttttggat 
ctagtactgg tttaggtact ggtttgggaa 
agcagcagca gcaaactaca ttaggtggtc 
agtccaacca gctgataaat actgcgagtg 
agagagatgc tattttggca aaatggaatc 
ggtatttcaa caataatatt ccgccagtgg 
ttaaggcagt aggttatagt tgcatgccca 
tagttttcaa caaaaaagaa acagagattc 
tgcataaagt tttgggagga aaccagaccc 
tgccagatga tcagacagaa gttgttattt 
caagaagagt tccagctaca acgctatatg 
aattgcagca acttggtgta accctttcta 
tcaaacagct tttacagaat cctcctgctg 
aggtagataa ccctgattct gaaaagttaa 
ttctccgaag actgaaggtt caagatcaga 
tcatatctga agatattagt gagctacaaa 
cacaatacaa gaggaaactc atggatcttt 
aggaaattca aaggaagagt ggttatgcca 
agctggatac gattcagggt gaactaaatg 
aattgatgtc tcaaatcagg atgcagaatc 
attacataga tgcagatctg ttacgagaaa 
gccttagcca tttgatagca tcattaaaga 
tggattgaat gaaaccatcc acatcagagg 
gtgtaaaggt ttgtgaaatg catcttctta 
gaccacatgg agggaaaaag aaaacaattc 
tgacaaatta ctgttcatca aatctgaaat 
ttgaaagatt tatatctaaa agctgtattt 
tgtatgtact attgtacatt tttacaacag 
attattgtcc attgagcctg tactctgctt 
tttgcacata acagaagaaa ctataattac 
aatgtacacc agtttttgta tttgtgaact 
agcatttaat gttttgtttt tgttctataa 
acttatttgg aatttacaga gcacacctaa 
ttgcaaccat tttgtttttt aagccttttt 
attcttaatt tgtaattact ttt 



tcaattttgg ggctccctcg ggcacctccg 60 
gtgggtttgg aggatttggg acaacatcta 120 
ccccaactaa cacaggcact actggactct 180 
ttggtactgg ttttggcaca acaacgggaa 240 
ctggactggg atttggagga tttaatacac 300 
tcttcagtca gcctacacaa gctcctaccc 360 
ctctttctgc tccaacgctg ttgggagatg 420 
aactgcaggc cttttgggga acaggaaaag 480 
aattcacaca agaaaatccc ttttgccgat 540 
gtaataaaga tgaagatggg ctagtggttt 600 
gaagccaaca acaacagttg gtagaatcat 660 
ttactgtaag tgtagagggc actaaaacat 720 
atgttgttga gcgttcgcca aatggtactt 780 
cccattttga acaagccaat ataaaaacac 840 
tgactagaac agaactttct cctgcacaga 900 
gtgttgatcc tattatctgg gaacaggcca 960 
ttcctgtacc aatggtgggt tttaaggaac 1020 
tgactaagca gcatcaaacc agattagata 1080 
agaatcaaac tacatctgta gccaaaattg 1140 
cccatagaac tttacaggtc ctaatcaaac 1200 
ttcaggctga tgaagagcag ttgcgagttc 1260 
cacctactca gttcaagggc cgactaaatg 1320 
attttggagc agtcagatct gaagaaaggt 1380 
tcaagcagca tttgaaacaa caacaggaag 1440 
cgatctagaa gatataaagc tggtcgaaca 1500 
tggtgtcttt agttgacagt tcacaaactt 1560 
ctgcatcaga ccttccttaa gaatgaaacc 1620 
tttcttggat tggttttttg agaagtttac 1680 
agtcacctca cagctcttca aagaaaacct 1740 
actttaaaag aagtgcataa ttaccaaaat 1800 
cattttctta aacataatct gtgtttaatg 1860 
tccataccaa gtaaatatga aataatctac 1920 
ttggctgttg gagatttgta cttgagtata 1980 
catctgtggg aggagtaaag aaaatccaaa 2040 
agatatgaaa atgtattttt atattatttt 2100 
gcaattagga tataacaaaa ctaaccattt 2160 
atttctaaaa agatgaaaac ttataaataa 2220 

2243 



<210> 11814 
<211> 484 
<212> PRT 

<213> Homo sapiens 
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<400> 11814 
Met Ala Phe Asn 
1 



A 1 A 

Ala 


Ihr 


Ala 


A 1 A 

Ala 










rhr 


Thr 


Ala 


Gly 






OO 




Ihr 


Ihr 


G 1 y 


Leu 




50 






Thr 


Gly 


Phe 


Gly 


bb 








1 — . . 
Leu 


Gly 


Thr 


Gly 


G 1 n 


rhr 


TU. ^ 

Thr 


Leu 








100 


Gin 


Ser 


Asn 


Gin 






115 




Leu 


Leu 


Gly 


Asp 




130 






Gin 


Ala 


Phe 


Trp 


145 








Pro 


Val 


Glu 


Phe 


Gly 


Tyr 


Ser 


Cys 








180 


Leu 


Val 


Phe 


Asn 






195 




Leu 


Va 1 


Glu 


Ser 




210 






Val 


Ser 


Val 


Glu 


zzb 








Va 1 


\ le 


Tyr 


Val 


Pro 


Ala 


Thr 


Thr 








260 


Gin 


Leu 


Gin 


Gin 






275 




Ser 


Pro 


Ala 


Gin 




290 






Asp 


Pro 


1 le 


1 le 


305 








Lys 


Leu 


1 le 


Pro 


Leu 


Lys 


Val 


Gin 








340 


1 le 


1 le 


Ser 


Glu 






355 





rne 


u 1 y 


A 1 o 

A 1 a 


rro 


5 








Pro 


Ala 


Gly 


Gly 


ber 


A 1 a 


rhe 


oer 










rhe 


u 1 y 


G 1 y 


1 hr 










1 hr 


1 hr 


1 hr 


G 1 y 




i\J 






Leu 


Gly 


rhe 


G 1 y 


85 








Gly 


Gly 


Leu 


Phe 


Leu 


1 1 e 


A AM 

Asn 


TU ^ 

1 hr 








1 20 


G i u 


Arg 


Asp 


A 1 A 

Ala 






1 ob 




Gly 


TU ^ 

Thr 


Gly 


Lys 




1 ou 






1 hr 


G 1 n 


G 1 U 


A A» 

Asn 


165 








Met 


Pro 


Ser 


Asn 


Lys 


Lys 


Glu 


TU ^ 

Thr 








200 


Leu 


LI : ^ 

H 1 s 


Lys 


Va 1 






zl b 




G 1 y 


1 hr 


Lys 


1 hr 










Va 1 


G 1 U 


A 

Arg 


ber 


245 








Leu 


Tyr 


Ala 


His 


Leu 


Gly 


Val 


Thr 








280 


1 le 


Lys 


Gin 


Leu 






295 




Trp 


Glu 


Gin 


Ala 




310 






Val 


Pro 


Met 


Val 


325 








Asp 


Gin 


Met 


Thr 


Asp 


1 le 


Ser 


Glu 



360 



oer 


u 1 y 


\ nr 


oer 




lU 






rhe 


u I y 


u 1 y 


rne 


25 








Phe 


Ser 


Ala 


Pro 


G 1 n 


Asn 


Lys 


G 1 y 








ou 


1 hr 


ber 


1 hr 


G 1 y 






/O 




G 1 y 


rhe 


Asn 


TU ^ 

1 hr 




on 






ber 


G 1 n 


Pro 


1 hr 


105 








Ala 


Ser 


Ala 


Leu 


1 1 e 


Leu 


A 1 ^ 

Ala 


Lys 








1 Af\ 

1 4U 


G 1 y 


Tyr 


Phe 


A AM. 

Asn 






1 bb 




Pro 


nu ^ 

Phe 


Cys 


A 

Arg 




1 /o 






Lys 


A . 

Asp 


G 1 u 


Asp 


185 








Glu 


1 le 


Arg 


Ser 


Leu 


Gly 


G 1 y 


Asn 








ZZU 


Leu 


Pro 


Asp 


A AM 

Asp 






Zob 




D w- »-v 

Pro 


Asn 


G 1 y 


1 hr 




ZbO 






rhe 


G 1 U 


G 1 n 


A 1 ^ 

Al a 


Zoo 








Leu 


Ser 


Met 


Thr 


Leu 


Gin 


Asn 


Pro 








300 


Lys 


Vat 


Asp 


Asn 






315 




Gly 


Phe 


Lys 


Glu 




330 






Lys 


Gin 


His 


Gin 


345 








Leu 


Gin 


Lys 


Asn 



G 1 y 


1 nr 


A 1 <i 

A 1 a 


A 1 a 






1 b 




u 1 y 


1 nr 


1 nr 


oer 




oU 






\ nr 


Asn 


\ nr 


G 1 y 


45 








Phe 


Gly 


Phe 


Gly 


Leu 


G 1 y 


1 nr 


G 1 y 








OA 
OU 


1 M 

G 1 n 


G 1 n 


G 1 n 


G 1 n 






yb 




O 1 M 

G 1 n 


A 1 A 

A 1 a 


Pro 


1 hr 




110 






Ser 


A 1 A 

Ala 


Pro 


1 hr 


125 








Trp 


Asn 


Gin 


Leu 


A A M 

Asn 


A A M 

Asn 


1 1 A 

1 le 


Pro 








1 an 
1 dU 


nu A 

Phe 


1 . . A 

Lys 


A 1 A 

Ala 


\/a 1 

Va 1 






1 /b 




Gly 


1 Al • 

Leu 


\/a 1 

Va 1 


\/a 1 

Va 1 




1 90 






u 1 n 


G 1 n 


G 1 n 


G 1 n 


205 








Gin 


Thr 


Leu 


Thr 


G 1 n 


1 hr 


G 1 U 


Va 1 








Z4U 


ber 


Arg 


A ^ A- 

Arg 


\/a 1 

va 1 






Zbb 




A A M 

Asn 


1 1 A 

1 1 e 


1 »*A 

Lys 


TU^ 

1 hr 




A —7 A 

270 






Arg 


Thr 


Glu 


Leu 


285 








Pro 


Ala 


Gly 


Val 


Pro 


Asp 


Ser 


Glu 








320 


Leu 


Leu 


Arg 


Arg 






335 




Thr 


Arg 


Leu 


Asp 




350 






Gin 


Thr 


Thr 


Ser 



365 
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Val Ala Lys Me Ala Gin Tyr Lys Arg Lys Leu Met Asp Leu Ser His 

370 375 380 

Arg Thr Leu Gin Val Leu Me Lys Gin Glu Me Gin Arg Lys Ser Gly 
385 390 395 400 

Tyr Ala lie Gin Ala Asp Glu Glu Gin Leu Arg Val Gin Leu Asp Thr 

405 410 415 

Me Gin Gly Glu Leu Asn Ala Pro Thr Gin Phe Lys Gly Arg Leu Asn 

420 425 430 

Glu Leu Met Ser Gin Me Arg Met Gin Asn His Phe Gly Ala Val Arg 

435 440 445 

Ser Glu Glu Arg Tyr Tyr I le Asp Ala Asp Leu Leu Arg Glu Me Lys 

450 455 460 

Gin His Leu Lys Gin Gin Gin Glu Gly Leu Ser His Leu Me Ala Ser 
465 470 475 480 

Leu Lys Thr I le 



<210> 11815 
<211> 2397 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (156). . (1091) 
<400> 11815 

atcttgctgg tttgcggccg gtcttggatg 
gggtggggtg agggggogag gccgcagcta 
accgcgtggg acggcgtgaa cgtggtgtcg 
tggagaagaa gctgtcggag ttgagcaact 
ggctcattca ccaccgtaaa cactcgcggc 
ggaaagccaa accaaacagg aagcttactt 
acagcaagag gaaggggcca gagtttacaa 
ttaagcatgt ttcaagtgaa actgatgaaa 
ctatttggga agaaaggtct gtttatgaaa 
tgtatggtga taagaagcct aggaagcgaa 
aaaactgttc ctctctggga tctccaagtg 
cattacaaga tctggaaaat gcagcctcag 
ctttacctgt tgatgtocaa gaagtatctc 
gagaaaggct ttccaaaatg gtagaggatg 
gattggcggc agaagtagat gatagaaagc 
gttgtcaaaa ggaagccctt gcagagaaag 
tagccagagt ttccotggtg cgcaaagaac 
tatctcgatt gcccaatgtc actggcagcc 
acagtgaaga ttgatggacc agcctctttc 
caggttaggt ggatagtcct gtagtgttat 



aagcggcggc ogtggtgaga gcgtggggaa 60 
gggcggcgaa actctcctcc octcggcccc 120 
gagggatgtc agccttctct gaggcggcgc 180 
cgcagcagag ogtgcagacc ttgtccctgt 240 
ccatcgtcac cgtgtgggag cgggagctgc 300 
ttctctacct agccaatgat gtcatacaga 360 
aagattttgc accagttata gtggaggctt 420 
gttgtaagaa gcaccttgga agagtgttat 480 
atgatgtatt agaacaactt aaacaagctc 540 
cttatgaaca gataaaggtg gatgaaaatg 600 
aaccaccaca gactctagat ctcgttagag 660 
gtgatgoagc agttoatcag aggatagctt 720 
tattagataa aataacagat aaagaatctg 780 
cgtgtatgtt gctggcagat tacaatggca 840 
aactcactcg aatgttagca gattttcttc 900 
agcataaatt ggaagagtac aagcgcaagc 960 
tcaggtcccg gatcoagagc otgccagact 1020 
acatgcacot gccotttgcg ggagacatct 1080 
caggtcccag gactttgcaa gagatggaga 1140 
ttttgtatat tgttgagaaa gaaacactaa 1200 
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caaaaggaac aacgagtaat ttataaaatt gtttaaaatg ttggtttgtt tactatttta 1260 
ttggtaaatt aacatgactt aatttgaaca aagtgatgat ttgtgtgtat taataagctc 1320 
acaaatagta attattttca aaagatcttt ttgtaaattt tttttttgat ccaaggcctt 1380 
gtgagaaatc tcttgtttgt atttcttcag gtattttcaa ttgtttttct ttattttctt 1440 
cagcatttaa tcactgtata ctatgtaatt cctgaagggg aagaactaat taggagttga 1500 
ttgagacttt attatggtat agttaggact tgattgtaga agggactaaa tgttccaaca 1560 
taatctttac ccttctcccc aaacaaaata tcaattctgt gtctctacat gcctttgttt 1620 
ccttagaggt cggtaattta acataaaaca gggatgtcac tttgaggggc agatgaaagt 1680 
ctagagaact gttccttaat agcattgtaa aagttccatt ccaactgcca gtgtagattt 1740 
taaaagtgtt aaatagtgac tcccttgatt aaactgtttg taattatttg agtagattaa 1800 
taatgaaaat actttggaaa taatatacat tttgacattc taccaagagg acaactttgg 1860 
ttctggaact ggtttctatt tgtcaaatca gtttcctttt aacataatta atccctttaa 1920 
caaaaagccg tctatgggat taaaagacac gtgaaatgat acttttatta ttcccttgct 1980 
catataactt taaaaataat acttttagct ctaatagctc aagaacacaa tattcgttaa 2040 
tgttcagtaa agtagcctga gacattttca atgtttcctt aaggtttttg aatgactgta 2100 
tatttggcag ttaagcagtg ccacactaca gggtagatat ggtaaatttt atatttgtat 2160 
atttacagtt acaaaacaaa tgtactttta ccttttattt ctgaccctgt gtgttagagc 2220 
agttgcatgc tctcctgctg ttaaaaacac attgttaagc tgtggatttg tactcaataa 2280 
tgacttagga taaacattta ttttcattca ttgctttaca tactagacat ttttcttctc 2340 
tttgtaagta gattcaaatt agatagtcaa taaaacatct tgaaaatccc acaagcc 2397 



<210> 11816 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 11816 



Met 


Ser Ala 


Phe 


Ser 


Glu 


Ala 


Ala 


Leu 


Glu 


Lys Lys 


Leu 


Ser 


Glu 


Leu 


1 






5 










10 








15 




Ser 


Asn Ser 


Gin 


Gin 


Ser 


Val 


Gin 


Thr 


Leu 


Ser Leu 


Trp 


Leu 


Me 


His 






20 










25 








30 






His 


Arg Lys 


His 


Ser 


Arg 


Pro 


1 le 


Val 


Thr 


Val Trp 


Glu 


Arg 


Glu 


Leu 




35 










40 








45 








Arg 


Lys Ala 


Lys 


Pro 


Asn 


Arg 


Lys 


Leu 


Thr 


Phe Leu 


Tyr 


Leu 


Ala 


Asn 




50 








55 








60 










Asp 


Val Me 


Gin 


Asn 


Ser 


Lys 


Arg 


Lys 


Gly 


Pro Glu 


Phe 


Thr 


Lys 


Asp 


65 








70 










75 








80 


Phe 


Ala Pro 


Val 


1 le 


Val 


Glu 


Ala 


Phe 


Lys 


His Val 


Ser 


Ser 


Glu 


Thr 








85 










90 








95 




Asp 


61 u Ser 


Cys 


Lys 


Lys 


His 


Leu 


Gly 


Arg 


Val Leu 


Ser 


1 le 


Trp 


Glu 






100 










105 








110 






Gtu 


Arg Ser 


Val 


Tyr 


Glu 


Asn 


Asp 


Val 


Leu 


Glu Gin 


Leu 


Lys 


Gin 


Ala 




115 










120 








125 








Leu 


Tyr Gly 


Asp 


Lys 


Lys 


Pro 


Arg 


Lys 


Arg 


Thr Tyr 


Glu 


Gin 


1 le 


Lys 




130 








135 








140 










Val 


Asp Glu 


Asn 


Glu 


Asn 


Cys 


Ser 


Ser 


Leu 


Gly Ser 


Pro 


Ser 


Glu 


Pro 


145 








150 










155 








160 
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Pro 


Gin 


Thr 


Leu 


Asp 
165 


Leu 


Val 


Arg 


Ala 


Leu 
170 


Gin 


Asp 


Leu 


Glu 


Asn 
175 


Ala 


Ala 


Ser 


Gly 


Asp 
180 


Ala 


Ala 


Val 


His 


Gin 
185 


Arg 


1 le 


Ala 


Ser 


Leu 
190 


Pro 


Va 1 


Asp 


Val 


Gin 
195 


Glu 


Val 


Ser 


Leu 


Leu 
200 


Asp 


Lys 


1 le 


Thr 


Asp 
205 


Lys 


Glu 


Ser 


6ly 


Glu 
210 


Arg 


Leu 


Ser 


Lys 


Met 
215 


Val 


Glu 


Asp 


Ala 


Cys 
220 


Met 


Leu 


Leu 


Ala 


Asp 


Tyr 


Asn 


Gly 


Arg 


Leu 


Ala 


Ala 


Glu 


Val 


Asp 


Asp 


Arg 


Lys 


Gin 


Leu 


225 










230 










ri o FT 

235 










240 


Thr 


Arg 


Met 


Leu 


Ala 
245 


Asp 


Phe 


Leu 


Arg 


Cys 
250 


Gin 


Lys 


Glu 


Ala 


Leu 
255 


Ala 


Glu 


Lys 


Glu 


His 
260 


Lys 


Leu 


Glu 


Glu 


Tyr 
265 


Lys 


Arg 


Lys 


Leu 


Ala 
270 


Arg 


Val 


Ser 


Leu 


Val 

275 


Arg 


Lys 


Glu 


Leu 


Arg 
280 


Ser 


Arg 


1 le 


Gin 


Ser 
285 


Leu 


Pro 


Asp 


Leu 


Ser 
290 


Arg 


Leu 


Pro 


Asn 


Val 
295 


Thr 


Gly 


Ser 


His 


Met 
300 


His 


Leu 


Pro 


Phe 


Ala 


Gly 


Asp 


1 le 


Tyr 


Ser 


Glu 


Asp 



















305 310 



<210> 11817 
<211> 2645 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (355). . (1530) 
<400> 11817 

gacggtggcg gcgagcggcg tcagagcttg 
ggtgttgaag gcgagagctt gcttggcccg 
agtgagggca cgagggtcgc tgtcgggggc 
gagcgcagtc cggactcttc ocgcaacccc 
gcggcggcca ccgagacagc agcgcacctt 
aaaagggccc ggtctgcgcc ocacccccgc 
gcgcaggccc agatgcgcgc gatgctggac 
acaactcgtc aacaaatcaa attcagtgat 
tgttgtcctc atgatgtcct ttctggaact 
catgacctgg ctttaagagc ggattatgaa 
gaacttgatg ccatggatca tctgcagtca 
gtggccaaga aaagattagc agaaactcaa 
gcagaacgtg ttcatgagtt aaatgaagaa 
ctaggagctg aagggaatgt ggaggaatcc 
cgggcaaaga aaagagaagc agaggaagtt 
cagcagcaga aacttcgagt ctgtgaagtc 



agggggggtt gacggcttct ggcgggtggc 60 
tgtcgcttct gtcccaagaa ccggacggag 120 
tgtcgtcttc cacgtaoacg togtcgtgag 180 
tcoggctocc tttccgcacg cctcgaggcg 240 
cccccatccc ttccccttat cccccagccc 300 
ccgtccgccG gctacgccgc cgccatgtcg 360 
cagttgatgg gcacctcccg ggacggagat 420 
gacagagtat gcaagagtca cottctcaac 480 
agaatggatc ttggagaatg tctgaaagtc 540 
attgcatcca aagaacaaga ttttttcttt 600 
ttcattgcag attgtgatcg tagaacagaa 660 
gaagagatta gtgctgaagt agcagcaaag 720 
attggtaaat tgttagccaa ggtggaacaa 780 
cagaaagtaa tggatgaagt agagaaagca 840 
tatcgtaatt ctatgccagc ttccagtttt 900 
tgctotgcct atttaggact tcatgataat 960 
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gacagacgac tggctgatca ttttgggggt 
gagaagcttg aagaattaaa gagagtcgta 
cggctgaaac gaagagaaga gagagagaga 
tcacacagca agaatccaaa aagatccagg 
tccatgtcac gtgaacgcaa gaggagaact 
cacaggtccc gctccagcag ccgtagccgc 
tctagagata ggagcagaga acgatccaag 
caagacttag catcatgtga cagagacagg 
gatcggaaag ataagaagcg gtcctatgag 
agctctgaag agcgcgaagc aggggagatc 
aagcttccta cggagttacg tactattgtt 
cagatccaga caccagatcc agctaggcta 
aacctgtttt ccttgatgat gcctaaaact 
cagttctgaa agtacagttt tatataataa 
agtgctagtg aacaaattgt gttacttgcc 
gtcttcctag tccaaacagc tgcagctttg 
gactttgtat cccttaatac ctacactctc 
atatagcttc cattctaagg ctgtattccc 
agcattgatc ctggaatgtg tgctggagaa 
gtgcctattt agagttggaa gttgaacagc 
gaaattttga aatcaaacgt cttgattttt 
ttctaggggg tgggggcagg gactcttttc 
tggagtataa aggctacacc cttattgtaa 
atcaccacca ccattattaa actgtaactt 
tgtgggcatt tcctctattc tgttacgtca 
aggacataaa tacgtacttg caaagattcc 
actatattcc agccacttca gggttgtttg 
gcagaagaaa ctggggtgtt tttattctca 
taacc 



aaactgcacc tgggatttat tgaaataaga 1020 
gctgagaagc aggagaaaag aaaccaggaa 1080 
gaagaaaggg agaagctgag gaggtcccga 1140 
tccagagagc atcgcagaca tcgatctcgc 1200 
cgatccaaat ctcgggagaa acgccatcgc 1260 
agccgtagcc accagagaag tcggcacagt 1320 
aggagatcct caaaagaaag attcagagac 1380 
agttcaagag acagatcacc tcgtgacagg 1440 
agtgctaatg gcagatcaga agacaggagg 1500 
taactagctg tgtacatttc ttcagtcctt 1560 
tagttcacag ctgttcaggg tgacagtgag 1620 
gatgtacagt atctaacttg atctgaactg 1680 
acatccatag tttctggtga acctgtaata 1740 
gatgctgatc tctttattct ttcaagtaag 1800 
ttgggatttt ttgaacgttt gtaaaatgct 1860 
ggcatttttc tttttaatta ttcttcctct 1920 
caattgtaag agaaaggggg cagggaagca 1980 
gttatgaatt actagctgat tacagttcag 2040 
atttaaaata ctggggtttt ttgtttaatg 2100 
tgttgcatta catacttttg cttttttatt 2160 
ctgttctgtt gaattgctat gttcaggatg 2220 
gtaataagca cttgttttat tttgtgtgtg 2280 
aaaaataata ataataaaat gaaagaaaca 2340 
gtctagtaaa ttgtcactag aactatttgc 2400 
ttaacagtgc cttactgtgc aaggcaccaa 2460 
agatgagctg ttcatgtggg ccccttgctg 2520 
taatgaccgt tatagagaag ggctcgacct 2580 
ttcaacaaac ccaaataaaa acagtatatg 2640 

2645 



<210> 11818 
<211> 392 
<212> PRT 

<213> Homo sapiens 



<400> 11818 



Met Ser Ala Gin Ala 


Gin 


Met Arg Ala Met Leu 


Asp Gin 


Leu Met Gly 


1 5 




10 






15 


Thr Ser Arg Asp Gly 


Asp 


Thr Thr Arg Gin Gin 


1 le 


Lys 


Phe Ser Asp 


20 




25 






30 


Asp Arg Val Cys Lys 


Ser 


His Leu Leu Asn Cys 


Cys 


Pro 


His Asp Val 


35 




40 




45 




Leu Ser Gly Thr Arg 


Met 


Asp Leu Gly Glu Cys 


Leu 


Lys 


Val His Asp 


50 




55 


60 






Leu Ala Leu Arg Ala 


Asp 


Tyr Glu 1 le Ala Ser 


Lys 


Glu 


Gin Asp Phe 


65 


70 


75 






80 


Phe Phe Glu Leu Asp 


Ala 


Met Asp His Leu Gin 


Ser 


Phe 


1 le Ala Asp 
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85 



Cys 


Asp 


Arg 


Arg 


Thr 


G 1 U 


%#A 1 A 1 ^ 

Va 1 Ala 








100 








b 1 U 


u 1 U 


1 le 


Ser 


A t A 

Ala 


oil! 

U 1 U 


Va 1 Ala 






i ^ IT 

115 








i OA 

1 20 


Leu 


Asn 


G 1 u 


u 1 u 


1 le 


G i y 


Lys Leu 




130 










135 


A 1 a 


u 1 u 


G ly 


A . ^ 

Asn 


va 1 


G 1 u 


Glu Ser 


145 










150 




Lys 


A 1 n 

Ala 


Arg 


A 1 n 

Ala 


Lys 


Lys 


Arg b 1 u 










165 






Met 


Pro 


Ala 


Ser 


Ser 


Phe 


Gin Gin 








180 








Cys 


Ser 


A 1 — 

Ala 


Tyr 


Leu 


Gly 


Leu H 1 s 






195 








200 


LI : ^ 

His 


Phe 


G ly 


Gly 


Lys 


Leu 


H 1 s Leu 




210 










215 


Leu 


Glu 


Glu 


Leu 


Lys 


A 

Arg 


Va 1 Va 1 


225 










230 




G 1 n 


Glu 


A 

Arg 


Leu 


Lys 


A ^ ^ 

Arg 


Arg Glu 










245 






Lys 


Leu 


A ^ 

Arg 


A 

Arg 


Ser 


A ^ ^ 

Arg 


Ser His 








260 








Ser 


A 

Arg 


Glu 


His 


Arg 


Arg 


His Arg 






275 








280 


Lys 


Arg 


Arg 


Thr 


Arg 


Ser 


Lys Ser 




290 










295 


Ser 


Arg 


Ser 


Ser 


Ser 


Arg 


Ser Arg 


305 










310 




His 


Ser 


Ser 


Arg 


Asp 


Arg 


Ser Arg 










325 






Lys 


Glu 


Arg 


Phe 


Arg 


Asp 


Gin Asp 








340 








Ser 


Ser 


Arg 


Asp 


Arg 


Ser 


Pro Arg 






355 








360 


Arg 


Ser 


Tyr 


Glu 


Ser 


Ala 


Asn Gly 




370 










375 


Glu 


Glu 


Arg 


Glu 


Ala 


Gly 


Glu 1 le 


385 










390 







flA 






Lys 


Lys Arg Leu 


A 1 ^ A 1 . . Tl^^ 

Ala Glu Thr 


A 1 _k 

G 1 n 


luo 




i i A 

110 




A 1 A 

Ala 


1 A 1 « A 1 . . 

Lys Ala Glu 


Arg Va 1 His 


A 1 . . 

G 1 u 






1 Zb 




Leu 


Ala Lys Val 


Glu Gin Leu 


A 1 , . 

G ly 




1 40 






G 1 n 


Lys Val Met 


Asp Glu Val 


A 1 . . 

G lu 




155 




160 


A 1 — 

Ala 


A 1 . . A 1 . . \i_ 1 

Glu Glu Va 1 


Tyr Arg Asn 


Ser 




1 /O 


175 




Gin 


Lys Leu Arg 


Val Cys Glu 


Va 1 


185 




190 




Asp 


A ^ ^ A _^ A 

Asn Asp Arg 


Arg Leu Ala 


Asp 






205 




Gly 


Phe Me Glu 


1 1 e Arg G 1 u 


Lys 




220 






Ala 


Glu Lys Gin 


Glu Lys Arg 


Asn 




235 




240 


Glu 


Arg Glu Arg 


Glu Glu Arg 


Glu 




250 


255 




Ser 


Lys Asn Pro 


Lys Arg Ser 


Arg 


265 




270 




Ser 


Arg Ser Met 


Ser Arg Glu 


Arg 






o r> c 

285 




Arg 


Glu Lys Arg 


His Arg His 


Arg 




300 






Ser 


Arg Ser His 


Gin Arg Ser 


Arg 




315 




320 


Glu 


Arg Ser Lys 


Arg Arg Ser 


Ser 




330 


335 




Leu 


Ala Ser Cys 


Asp Arg Asp 


Arg 


345 




350 




Asp 


Arg Asp Arg 


Lys Asp Lys 


Lys 






365 




Arg 


Ser Glu Asp 


Arg Arg Ser 


Ser 




380 







<210> 11819 
<211> 1022 
<212> DNA 

<213> Homo sapiens 



<400> 11819 

acaaaagagt gctaactact ctaggagaga ttaaagcctg tgaaatagaa ottttccaga 60 
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taatggcgag tttttaggct tgctcatgct 
attaggaggc ttggatattg caaactttat 
aaaaattata tcctagaaag acagaacagg 
actagaaagg ctgggaccac cttgaatttg 
acaaaatcac caaatgatct ggaatgtgct 
tccttggcta cagactcctg gaacagcagc 
ggaacagcag ctcttctcaa ggctagttgt 
ttcagccacc tcatccaggc cttatcaaag 
tttccccaca agattatatt tttcctggta 
ggaattttca ataaacgtga cttcactagg 
ccactggacc ctgattacaa tgcagactgc 
aatggccaca ctttccagaa tgagtgtttc 
cgtataaaat ttgaaaaata tggaaaatgt 
cttattcttt ttctacttaa ttcagaatag 
aaataacatc cctatgctgt acttaaatgt 
tcaaactgac aggaaccaaa tatcacattt 
tc 



gaagcttaat ataagctaat aagtagagaa 120 
tggttggggt gttacccagg ctaatagaaa 180 
tgcgacttct gagaagaaag gttagagaag 240 
gcacacacac acacacaccc acacgcacac 300 
atgcgatgag tcagcctcca ctgctgtacg 360 
tcttctcaag gctagttgtg acagactcct 420 
gacatccaaa gtgacaagag caggcccata 480 
aagagtctta tatgagatca aatggctgcc 540 
tgctctactt tgacacatgt ggctttctca 600 
tggcctaagc cccgatgtaa aatgtatatc 660 
cccaatgtga cagcacctgt ttgtgcctca 720 
ttttgtgttg aacagaggga atttcattat 780 
gattaatggg taccagagta actacacttg 840 
tatttctttt agagtgtgag aatgtaaatt 900 
cgaacaaaat gagagacaaa aatgaaggaa 960 
gttacaaata aacaacaaaa gagctgatat 1020 

1022 



<210> 11820 
<211> 2204 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (127). . (1059) 
<400> 11820 

gcgcgotcto gocggcccgc cccgaaccgc 
cggggcagcc gagctgaaco ggtctcttcc 
gcagccatgg aggcgacgcg gaggcggcag 
cagctgggcg cctccttcct gcaggocagg 
cgcacggoto cottccacct cgacctctgg 
gactttgggc gtcccattgc catgctggta 
cccagtgttg gggaotactt ccaoatggcc 
aagctcatcg agcggtcccc cogcaccctg 
atcttcatca tgggtgccag catccacctg 
ttcagtggct accagcacca cctgtctgtc 
ccggagacgc tgatcgaotc ctttgagotg 
tgcatgtggt acatoccctt cttcctcatc 
gcctctaaag ctgagagctt gattccaggg 
ctgtactact ggtacctggt caccgagggc 
ttcgccatgc tggccctcgt GCtgcaccag 
ggcotcttco tcttctcoto cttcgcaotg 
tggctgogga atgaccctgt tctcaggaag 
ccctgggctt tctacaccot tcacgtcagc 
tggcgctctg ctgggtggga gggtgggcca 



cccgcgctgg gaatttgcgg cggcctccgc 60 
tcggaaaggc agggccgagg ggcctgcggg 120 
cacctgggag cgacgggcgg cccaggcgcg 180 
catggctctg tgagcgctga tgaggctgcc 240 
ttctacttaa cactgcagaa ctgggttctg 300 
ttccctctog agtggtttcc actcaacaag 360 
tacaacgtca tcacgccctt tctcttgctc 420 
ccacgctcca tcacgtacgt gagcatcatc 480 
gtgggtgact ctgtcaaoca ccgcctgotc 540 
cgtgagaacc ccatcatcaa gaatctcaag 600 
ctctactatt atgatgagta cctgggtcac 660 
ctcttcatgt acttcagcgg ctgotttact 720 
cctgccctgc tcctggtggc acccagtggc 780 
cagatcttca tcctcttcat cttcaocttc 840 
aagcgcaagc gcctcttcct ggacagcaac 900 
accctcttgc ttgtggcgct ctgggtcgcc 960 
aagtacccgg gtgtcatcta cgtccctgag 1020 
agtcggcact gagtccctgg caccaggctc 1080 
tggagggcat ctgaatacag gagtaggggg 1140 
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ggtgtgggtg tgtaaccaga gaccgagagc atgagtgggg tgtgcctcgt gtgcgtggat 1200 
tcgtgtgtgt gtgtgtgtct tgtatatgtg tgcgcagagt gcatcatttt cagactctac 1260 
tatttccgtc aagtttctgt ttgatttgga tcatctcagg atcggattct gttttagagt 1320 
gtttctgggc caggatccgg gcccctgccc tcctctgcac ctgaccacac tccctactca 1380 
gggctagtct gttcttcccg gacatcttct ggtagccgtg caggagaggg ctgggtgggg 1440 
cagaggccag gaggggacct ggtgtgtcac ctgcccacca cctggctcat ccctcaggcc 1500 
caccctgacc ctacattaca taggttacgt cagcctactg tggctgttga gcaaagcatt 1560 
tctcctttct gggcctcatt tgcactagat gggcctgtgg tcccaaagta ggtcagtagg 1620 
ttggggttgc tgacacccct tgggtgcagc tttgggacag atgagtggct ctgtcctgtc 1680 
actgccccct ccctgcctgg gggctatgtg cactccagac ccctgcccag gctcaggccc 1740 
atgaggtatg gagacaccct ggcccccagg agctggaggc accgcccact cccctggcat 1800 
tccagctttg caggtgaccc tcctctaccc aaagctctgt ccccctgctc ccactccaga 1860 
agaactgcgg cacgtgcttc gggcagccta gccacaggct ttgagcgcct gcactcctgg 1920 
gggctggagg gtggggtgcc aaaggccctg agcaaaagcc agagctcctc tcatcaaagc 1980 
ctttacaagg tgctgggccc agaggctttg ccttgacaga gtggcccagg gtttcaaggg 2040 
aggaggaacc tccccctacc taggaccctt cctgtggggg gtctacagag tcagggacag 2100 
aagggaaggg acccacagga agtcacagtg gtgcccaggg atgtgtcagc ccccagccac 2160 
ggggacgcgg gattcaagaa tgaagtaaat acagtcacag cccc 2204 



<210> 11821 

<211> 311 

<212> PRT 

<213> Homo sapiens 



<400> 11821 



Met 


Glu Ala 


Thr 


Arg 


Arg 


Arg 


Gin 


His 


Leu 


Gly Ala 


Thr Gly Gly Pro 


1 






5 










10 




15 


Gly 


Ala Gin 


Leu 


Gly 


Ala 


Ser 


Phe 


Leu 


Gin 


Ala Arg 


His Gly Ser Val 






20 










25 






30 


Ser 


Ala Asp. 


Glu 


Ala 


Ala 


Arg 


Thr 


Ala 


Pro 


Phe His 


Leu Asp Leu Trp 




35 










40 








45 


Phe 


Tyr Phe 


Thr 


Leu 


Gin 


Asn 


Trp 


Val 


Leu 


Asp Phe 


G 1 y Arg Pro 1 1 e 




50 








55 








60 




Ala 


Met Leu 


Val 


Phe 


Pro 


Leu 


Glu 


Trp 


Phe 


Pro Leu 


Asn Lys Pro Ser 


65 








70 










75 


80 


Val 


Gly Asp 


Tyr 


Phe 


His 


Met 


Ala 


Tyr 


Asn 


Va 1 Me 


Thr Pro Phe Leu 








85 










90 




95 


Leu 


Leu Lys 


Leu 


Me 


Glu 


Arg 


Ser 


Pro 


Arg 


Thr Leu 


Pro Arg Ser 1 le 






100 










105 






110 


Thr 


Tyr Val 


Ser 


1 le 


1 le 


1 le 


Phe 


1 le 


Met 


Gly Ala 


Ser Me His Leu 




115 










120 








125 


Val 


Gly Asp 


Ser 


Val 


Asn 


His 


Arg 


Leu 


Leu 


Phe Ser 


Gly Tyr Gin His 




130 








135 








140 




His 


Leu Ser 


Val 


Arg 


Glu 


Asn 


Pro 


1 le 


1 le 


Lys Asn 


Leu Lys Pro Glu 


145 








150 










155 


160 


Thr 


Leu 1 1 e 


Asp 


Ser 


Phe 


Glu 


Leu 


Leu 


Tyr 


Tyr Tyr 


Asp Glu Tyr Leu 








165 










170 




175 
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Gly His Cys Met Trp Tyr Me Pro Phe Phe Leu Me Leu Phe Met Tyr 

180 185 190 

Phe Ser Gly Cys Phe Thr Ala Ser Lys Ala Glu Ser Leu I le Pro Gly 

195 200 205 

Pro Ala Leu Leu Leu Val Ala Pro Ser Gly Leu Tyr Tyr Trp Tyr Leu 

210 215 220 

Val Thr Glu Gly Gin Me Phe Me Leu Phe Me Phe Thr Phe Phe Ala 
225 230 235 240 

Met Leu Ala Leu Val Leu His Gin Lys Arg Lys Arg Leu Phe Leu Asp 

245 250 255 

Ser Asn Gly Leu Phe Leu Phe Ser Ser Phe Ala Leu Thr Leu Leu Leu 

260 265 270 

Val Ala Leu Trp Val Ala Trp Leu Arg Asn Asp Pro Val Leu Arg Lys 

275 280 285 

Lys Tyr Pro Gly Val I le Tyr Val Pro Glu Pro Trp Ala Phe Tyr Thr 

290 295 300 

Leu His Val Ser Ser Arg His 
305 310 



<210> 11822 
<211> 2631 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (39) . . (998) 

<400> 11822 

accttocaac ccagccctcg gctgagocgc 
tgctagagga ggcgttgcag gacagccccc 
aagatgctgg caccctcaca gactatacca 
atggagccca gaatgagatg tgcctggcca 
atgaaaaaca gaactttgct cttggcaaag 
atttttccaa agtggtggat gagcttaatc 
cagaoacaat ggttctacct atcatacaat 
ctttaaagga tctatttgga ctcgctagca 
gcaggctgcc taagaaaaag gagaatgaga 
ccgoggcccg gcggaagcag cacctctoct 
tgcagtacag aaagcaaatg gccatgatgg 
ttaacttttt taagaaggga gcagagatgt 
cogttgcaga oatggttcaa agcattcagg 
ggtgtcccag caagaattac tttctgttga 
ggccgcacca cagatcaaca ggaacctcat 
caaaacaggg otggtcaocg ccacctggga 
totcatgtgt cagcGcaggg gagccgtggc 
Gtcagtgatg gccgtggatt gcgaagaccg 



gccgcaccat gcccgccgtg gacaagctoc 60 
agactcgctc tttactgagc gtgtttgaag 120 
accagctgct ccaggcaatg cagogcgtct 180 
cacaacagct ttctaagcaa otgotggcat 240 
gtgatgaaga agtaatttca acactccact 300 
ttotccatac agagctggct aaacagttgg 360 
tcogagaaaa ggatotcaca gaagtaagca 420 
atgagcatga cctctcaatg gcaaaataca 480 
aggtgaagac cgaagtcgga aaagaggtgg 540 
Goottcagta ctactgtgcc ctoaacgcgc 600 
agcccatgat aggctttgcc catggacaga 660 
tttccaaacg tatggacagc tttttatcct 720 
tagaactgga accgaggogg aaaagatgog 780 
tgaatctgtt tacactccag actctgatgt 840 
ccagaaggct ggttacctta atcttagaaa 900 
gaggctttat ttottcaccc aaggcgggaa 960 
tggaggtttg atccaggacc tggacaactg 1020 
gcgctactgo tttcagatca ccacgcccaa 1080 
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tggaaaatcg ggaataatcc tccaggctga gagcagaaag gaaaatgaag agtggatatg 1140 
tgcaataaac aacatctcca gacagatcta cctgaccgac aaccctgagg cagtcgcgat 1200 
caagttgaat cagaccgctc tgcaagcagt gactcctatt acaagttttg gaaaaaaaca 1260 
agaaagctca tgccccagcc agaacctgaa aaattcagag atggaaaatg aaaatgacaa 1320 
gattgttccc aaagcaacag ccagtctacc tgaagcagag gagctgatcg cgcctggagc 1380 
gccgattcaa ttcgatattg tgcttcctgc tacagaattc cttgatcaga acagagggag 1440 
caggcgtacc aacccttttg gtgaaactga ggatgaatca tttccagaag cagaagattc 1500 
tcttttgcag cagatgttta tagttcggtt tttgggatca atggcagtta aaacagacag 1560 
cactactgaa gtgatttatg aagcgatgag acaagtattg gctgctcggg ctattcataa 1620 
catcttccgc atgacagaat cccatctgat ggtcaccagc caatctttga ggttgataga 1680 
tccacagact caagtatcaa gggccaattt tgaacttacc agtgtcacac aatttgctgc 1740 
tcatcaagaa aacaagagac tggttggttt tgtcatccgt gttcctgaat ccactggaga 1800 
agaatctctg agtacataca tttttgaaag caactcagaa ggcgaaaaga tatgttatgc 1860 
tattaatttg ggaaaagaaa ttattgaggt tcagaaggat ccagaagcac tggctcaatt 1920 
aatgctgtcc ataccactaa ccaatgatgg aaaatatgta ctgttaaacg atcaaccaga 1980 
tgacgatgat ggaaatccaa atgaacatag aggcgcagaa tccgaagcat aactcacttg 2040 
cgcctgtggg ggaagagcga acaggaagga gagctacctc ctaagggttt taacgtctct 2100 
gacatacagg cacactgacc tgatttccga aggctgacaa tcgtttgtgg aatgtaatct 2160 
tgatgccttg atactgagac ttgggaggga aactaagaaa tggttgacag cgttcccacc 2220 
catctacaat gttattttag gtgctttgtg gtaagtcttt tttcttagat tgcgctaaaa 2280 
tttcttagat tgttcagcgc tcagaacaaa agtttgaaaa atgcattgtt catatgaatg 2340 
tcatctcttt tcagtttcca gtatcctttt taaaaaatgg caaaagccta gatttacaat 2400 
ttgatgaaca ctaaatattt cttattaata taatctattt ttgtatttta cttaatgagc 2460 
tttaagtgcc tgtcgttctg aaaattgtgt atttataatt cagcttatct cataattgga 2520 
cctaatagca tttctttgtg cagttaggtg atgagcactg ctttgaggcc caagcactag 2580 
tagagatgcg cgatacaggt ctagtttcgg taactgttcc agacatcaag c 2631 



<210> 11823 
<211> 320 
<212> PRT 

<213> Homo sapiens 



<400> 11823 



Met 


Pro Ala 


Val 


Asp 


Lys Leu 


Leu 


Leu 


Glu 


Glu 


Ala 


Leu 


Gin Asp Ser 


1 






5 








10 








15 


Pro 


Gin Thr 


Arg 


Ser 


Leu Leu 


Ser 


Val 


Phe 


Glu 


Glu 


Asp 


Ala Gly Thr 






20 








25 










30 


Leu 


Thr Asp 


Tyr 


Thr 


Asn Gin 


Leu 


Leu 


Gin 


Ala 


Met 


Gin 


Arg Val Tyr 




35 








40 










45 




Gly Ala Gin 


Asn 


Glu 


Met Cys 


Leu 


Ala 


Thr 


Gin 


Gin 


Leu 


Ser Lys Gin 




50 






55 










60 






Leu 


Leu Ala 


Tyr 


Glu 


Lys Gin 


Asn 


Phe 


Ala 


Leu Gly 


Lys 


Gly Asp Glu 


65 








70 








75 






80 


Glu 


Val lie 


Ser 


Thr 


Leu His 


Tyr 


Phe 


Ser 


Lys 


Val 


Val 


Asp Glu Leu 








85 








90 








95 


Asn 


Leu Leu 


His 


Thr 


Glu Leu 


Ala 


Lys 


Gin 


Leu 


Ala 


Asp 


Thr Met Val 



100 105 110 
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1 ■ 

Leu 


Pro 


1 1 « 

1 le 


1 te 


u 1 n 


Phe 


Arg 


G 1 u 


Lys 


A A. 

Asp 


Leu 


Thr 


Glu 


Va 1 


Ser 


Thr 






No 










1 20 










1 2b 








Leu 


Lys 


Asp 


Leu 


rhe 


G 1 y 


Leu 


A 1 A 

Ala 


Ser 


Asn 


Glu 


His 


Asp 


Leu 


Ser 


Met 




1 oO 










lob 










140 










A 1 ^ 

Ala 


Lys 


Tyr 


Ser 


Arg 


Leu 


Pro 


Lys 


Lys 


Lys 


Glu 


Asn 


Glu 


Lys 


Val 


Lys 


-i AC 

I4b 










150 










155 










160 


Thr 


Glu 


Va 1 


Gly 


Lys 


Glu 


Va 1 


A 1 ^ 

Ala 


A 1 _ 

Ala 


A 1 ^ 

Ala 


Arg Arg 


Lys 


Gin 


His 


Leu 










lob 










1 70 










175 




ber 


O A u> 

Ser 


Leu 


G 1 n 


Tyr 


Tyr 


Cys 


Ala 


Leu 


Asn 


Ala 


Leu 


G 1 n 


Tyr 


A 

Arg 


Lys 








180 










185 










190 






G 1 n 


Met 


Ala 


Met 


Met 


Glu 


Pro 


Met 


1 le 


Gly 


Phe 


Ala 


His 


Gly 


Gin 


1 le 






195 










200 










205 








Asn 


Phe 


Phe 


Lys 


Lys 


Gly 


A 1 — 

Ala 


Glu 


Met 


Phe 


Ser Lys 


Arg 


Met 


Asp 


Ser 




ZIO 










215 










220 










Phe 


Leu 


Ser 


Ser 


Va 1 


Ala 


Asp 


Met 


Va! 


Gin 


Ser 


1 le 


Gin 


Val 


Glu 


Leu 






















235 










240 


Glu 


Pro 


Arg 


Arg 


Lys 


Arg 


Cys 


Gly Cys 


Pro 


Ser 


Lys 


Asn 


Tyr 


Phe 


Leu 










245 










250 










255 




Leu 


Met 


Asn 


Leu 


Phe 


Thr 


Leu 


Gin 


Thr 


Leu 


Met 


Trp 


Pro 


His 


His 


Arg 








260 










265 










270 






Ser 


Thr 


Gly 


Thr 


Ser 


Ser 


Arg 


Arg Leu 


Val 


Thr 


Leu 


1 le 


Leu 


Glu 


Thr 






275 










280 










285 








Lys 


Gin 


Gly 


Trp 


Ser 


Pro 


Pro 


Pro 


Gly 


Arg 


Gly 


Phe 


1 le 


Ser 


Ser 


Pro 




290 










295 










300 










Lys 


Ala 


Gly 


1 le 


Ser 


Cys 


Va! 


Ser 


Pro 


Gly 


Glu 


Pro 


Trp 


Leu 


Glu 


Val 



305 310 315 320 



<210> 11824 
<211> 1759 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (141). . (851) 

<400> 11824 

atttoattgt tactattgtt gttottaaaa atgtcctatc ttttacaaga gcctttggga 60 
aaaacctcca ggggcaaacc tctgatgtct tctttgcggc cggtagcttg actgcagtac 120 
tgcattcact caacgaagtg atggaaaata ttgaagttta tcatgaattt tggtttgagg 180 
aagccacaaa tttggcaacc aaaottgata ttoaaatgaa actccctggg aaattocgca 240 
gagotoacca gggtaacttg gaatctcagc taacctotga gagttactat aaagaaaccc 300 
taagtgtccG aacagtggag cacattattc aggaacttaa agatatatto tcagaacagc 360 
acctcaaagc tcttaaatgc ttatctctgg taccatcagt catgggacaa ctcaaattca 420 
atacgtcgga ggaacaccat gotgacatgt atagaagtga cttacocaat octgacaGgc 480 
tgtcagctga gcttcattgt tggagaatca aatggaaaca cagggggaaa gatatagagc 540 
ttccgtccac catctatgaa gccctccacc tgcctgacat caagtttttt cctaatgtgt 600 
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atgcattgct gaaggtcctg tgtattcttc 
aaaatggacg aaagcgtctt aaagcatatt 
gtaacttggc tttgcttaac ataaattttg 
acacatatat taaactctat acaagtaagt 
tggaaaatac ctaagagact tttaaaaata 
aagccgtaag gtgtatgtag accacttaat 
tgaatacatt agccattgat aacctacctg 
tttgaagacc tacctgttca tccagaagag 
tgatctctgt tgatggcact ctggaattgt 
attatcactg tggatctcta cttgttgggt 
aagaggtgtg ggaggaagga atacatttta 
ctttgactaa taggagtttt aagtatgtta 
accggagaaa agcttgtgag ctcaccaaac 
gaacttaaag aaacaaatga caaagtttga 
gttgctgttt acattccttt gtggagccta 
ttgaacactt ctgtttcatg gttgagacag 
ttgtctgttt tttttctctg tctttttcca 
ataagcaaaa cctggaaaac ctacaaaata 
aaatattgct gttatttttg gtgaagaaaa 
taaaatgtga attttgttt 



ctgtgatgaa ggttgagaat gagcggtatg 660 
tgaggaacac tttgacagac caaaggtcaa 720 
atataaaaca cgacctggat ttaatggtgg 780 
cagagcttcc tacagataat tccgaaactg 840 
ggctttctta tatttgatat ttggaagaaa 900 
cactaaatat ctttgcctat aggactccat 960 
tttaaatggc ccctgtttga actctcaagc 1020 
aacgttgaaa gtgccatgtt tccttttgcg 1080 
ttcagttaag tcattttaga catagcattt 1140 
gttatgaatt ctttgaagaa atatattttg 1200 
taaaatgttg tagtgaagcc cacaattgac 1260 
aaaatctata ctggacagtt acaagaaatt 1320 
aaggatttca gtgtagattt tgtctttctt 1380 
atggaaaagc ctgctgttgt tccacatctc 1440 
catcttccta agctttttag caggtatatg 1500 
aatcagaggc catggatact gacaactgat 1560 
tgactcttat atactgcctc atcttgattt 1620 
agtgttgtgg tttatctaga aaaatatgga 1680 
tcaattttgt atagtttatt tcaatctaaa 1740 

1759 



<210> 11825 
<211> 237 
<212> PRT 

<213> Homo sapiens 



<400> 11825 



Met 


Glu 


Asn 


1 le 


Glu 


Val 


Tyr 


His 


1 








5 








Asn 


Leu 


Ala 


Thr 


Lys 


Leu 


Asp 


1 le 








20 










Arg 


Arg Ala 


His 


Gin 


Gly 


Asn 


Leu 






35 










40 


Tyr 


Tyr 


Lys 


Glu 


Thr 


Leu 


Ser 


Val 




50 










55 




Glu 


Leu 


Lys 


Asp 


1 le 


Phe 


Ser 


Glu 


65 










70 






Leu 


Ser 


Leu 


Val 


Pro 


Ser 


Val 


Met 










85 








Glu 


Glu 


His 


His 


Ala 


Asp 


Met 


Tyr 








100 










Thr 


Leu 


Ser 


Ala 


Glu 


Leu 


His 


Cys 






115 










120 


Gly 


Lys 


Asp 


1 le 


Glu 


Leu 


Pro 


Ser 




130 










135 




Pro 


Asp 


1 le 


Lys 


Phe 


Phe 


Pro 


Asn 


145 










150 







Glu 


Phe 


Trp 


Phe 


Glu 


Glu 


Ala 


Thr 




10 










15 




Gin 


Met 


Lys 


Leu 


Pro 


Gly 


Lys 


Phe 


25 










30 






Glu 


Ser 


Gin 


Leu 


Thr 


Ser 


Glu 


Ser 










45 








Pro 


Thr 


Val 


Glu 


His 


1 le 


1 le 


Gin 








60 










Gin 


His 


Leu 


Lys 


Ala 


Leu 


Lys 


Cys 






75 










80 


Gly 


Gin 


Leu 


Lys 


Phe 


Asn 


Thr 


Ser 




90 










95 




Arg 


Ser 


Asp 


Leu 


Pro 


Asn 


Pro 


Asp 


105 










110 






Trp 


Arg 


1 le 


Lys 


Trp 


Lys 


His 


Arg 










125 








Thr 


1 le 


Tyr 


Glu 


Ala 


Leu 


His 


Leu 








140 










Val 


Tyr 


Ala 


Leu 


Leu 


Lys 


Val 


Leu 






155 










160 
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Cys 


1 le 


Leu 


Pro 


val 


Met 


Lys 


Val 


Glu Asn Glu Arg 


Tyr Glu Asn 


Gly 










165 








170 


175 




Arg Lys Arg 


Leu 


Lys 


Ala 


Tyr 


Leu Arg Asn Thr Leu 


Thr Asp Gin 


Arg 








180 










185 


190 




Ser 


Ser 


Asn 


Leu 


Ala 


Leu 


Leu 


Asn 


1 le Asn Phe Asp 


Me Lys His 


Asp 






195 










200 




205 




Leu 


Asp 


Leu 


Met 


Val 


Asp 


Thr 


Tyr 


1 le Lys Leu Tyr 


Thr Ser Lys 


Ser 




210 










215 




220 






Glu 


Leu 


Pro 


Thr 


Asp 


Asn 


Ser 


Glu 


Thr Val Glu Asn 


Thr 




225 










230 






235 







<210> 11826 
<211> 2087 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1). . (495) 

<400> 11826 

atggcgcogg aggagaactc ggggagcgaa ctcttgctgc agagtttcaa gcgocgcttc 60 
ctggcggcgc gcgcoctgcg ctccttccoc tggcagagct tagaagoaaa gttaagagac 120 
tcatcagatt ctgagctgct gcgggatatt ttgcagaagc acgaggctgt ccacacagag 180 
octttggatg agctgtacga ggtgctggcg gagaccctga tggccaagga gtccacccag 240 
ggccaccgga gctatttgct gacgtgctgt attgcccaga agccatcgtg tcgctggtcg 300 
gggtcctgcg gaggctggct gcctgccggg agcaccagcg ggctcctcaa ttctacatgg 360 
cccttaccgt ctgcaaccca gagatgtgcc agctgttcac caocgagcta tgctggactg 420 
ggatcagatg ggaagcggaa gctcatoatg accagaaact gtttccctac agagagcact 480 
tggagatggc aaagctgaac otcacactgt aggactoaca oatgactcca acgggattgt 540 
gagaattaag toactctcgt gggaagaatt tttatatggg aaagcggata aaattttcat 600 
tggactggaa tgtttggaga atgttaaatt ccaaatcagg aaccacaaac tgcgctctaa 660 
taagacatcg gctatctaag catgtgggtt ccccctttct gccagcagtt ctggttctta 720 
agaaaatcac cataaatcag acatgaaaat tctggctcca aaaatagcat tttcattgtg 780 
caaatgaaaa cgtgtgtatc aagtatgaca ttcccccaac gtggacacac ttggttcctc 840 
acaaagocaa gcccgctgca gctgccacat ccctggacac aotcgtttcc tcacaaagco 900 
aagcccgctg cagctgccac atccctggac acactoggtt octcacaaag ccaagccogc 960 
tgoagotgcc acatocctgg acacactcgt ttcctcacaa agcoaagccc gctgcagctg 1020 
ccacatccot ggaoacactc gtttcctcac aaagocaagc ccgctgoagc tgccacatcc 1080 
Gtggacacac ttggttcctc acaaagccaa gccggctgca gctgccacat ccctgggttt 1140 
atgatgcagc aggtgctttt ttcaagacag gaatcaaagt gttaggaaca tggcagaaag 1200 
gtgacacctg gagaccaaat gcagggtaag gagtactgca gaggtcacag ggaagtcaca 1260 
gaacagtaat acgctagcag gggcatgggg cgtgaagaac agaagacagg aagcgtttca 1320 
gagactccaa agaagaaatc agggccaacc acagcttccc gagtcattca ccaggtggca 1380 
ccactgcctt catttcagct tccggccact gggaggcgct gctcgaaagg gtttgccctg 1440 
agacaccaag aagaagctgc gggaaggaca gcaggggccc tggggtttta gcctctggcc 1500 
caggagttat gtgtccataa ccaaagggag cacagtctgc acccagctct catcccatca 1560 
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gagctgctgc gactcccgca ggttcttcca 
aaagtttgag aaaagcatct gcaaaatact 
ccaccccatc ccaggtcacc acctggctga 
cccaagtccc taactccctc acttggactt 
ctccaacttg acatcatgct ttctggaaac 
gtgcgctgga gcaccttccg gcctctacat 
tcagcctctg gccaacacag tcccacccat 
tttcagcctt gctaaactgt ctgaatcaag 
cagcccacag cctgtgtttg taaataaagc 



gaactggttt agcttgcctg caggatcagg 1620 
aaagagcaga gcttacttca ttgtctgtcc 1680 
acccaggtcc ccgacccaaa aacaacccct 1740 
gagacccttc acaacccagc agcgctccgc 1800 
ttccccgtgt gtcccacttt cccacacttg 1860 
gctgtacgtt cccctgtgag caccctcctc 1920 
ctgtgggtaa caagggggtg tgggtgttct 1980 
gatcacaaac tacagcctgc aggccaaatc 2040 
tttattggaa caaagcc 2087 



<210> 11827 
<211> 165 
<212> PRT 

<213> Homo sapiens 



<400> 11827 



Met 


Ala Pro Glu 


Glu 


Asn 


Ser 


Gly 


1 




5 








Lys 


Arg Arg Phe 


Leu 


Ala 


Ala 


Arg 




20 










Ser 


Leu Glu Ala 


Lys 


Leu 


Arg 


Asp 




35 








40 


Asp 


1 1 e Leu G 1 n 


Lys 


His 


Glu 


Ala 




50 






55 




Leu 


Tyr Glu Val 


Leu 


Ala 


Glu 


Thr 


65 






70 






Gly 


His Arg Ser 


Tyr 


Leu 


Leu 


Thr 






85 








Cys 


Arg Trp Ser 


Gly 


Ser 


Cys 


Gly 




100 










Ser 


Gly Leu Leu 


Asn 


Ser 


Thr 


Trp 




115 








120 


Cys 


Ala Ser Cys 


Ser 


Pro 


Pro 


Ser 




130 






135 




Lys 


Arg Lys Leu 


1 le 


Met 


Thr 


Arg 


145 






150 






Trp 


Arg Trp Gin 


Ser 









165 



Ser 


Glu 


Leu 


Leu 


Leu 


Gin Ser 


Phe 




10 








15 




Ala 


Leu 


Arg Ser 


Phe 


Pro Trp 


Gin 


25 










30 




Ser 


Ser 


Asp 


Ser 


Glu 


Leu Leu 


Arg 










45 






Val 


His 


Thr 


Glu 


Pro 


Leu Asp 


Glu 








60 








Leu 


Met 


Ala 


Lys 


Glu 


Ser Thr 


Gin 






75 








80 


Cys 


Cys 


1 le 


Ala 


Gin 


Lys Pro 


Ser 




90 








95 




Gly 


Trp 


Leu 


Pro 


Ala 


Gly Ser 


Thr 


105 










110 




Pro 


Leu 


Pro 


Ser 


Ala 


Thr Gin 


Arg 










125 






Tyr 


Ala 


Gly 


Leu 


Gly 


Ser Asp 


Gly 








140 








Asn 


Cys 


Phe 


Pro 


Thr 


Glu Ser 


Thr 






155 








160 



<210> 11828 
<211> 2161 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
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<222> (194). . (1285) 
<400> 11828 

ccttcctggt ctcccttctc ccgctgggcc 
ctagcaattg gacttttgat gatgtttgac 
tcaaagctgg gctcagcctc tgtttcttct 
aggaattcca atcatgtctg tgatggtggt 
actcccaggc aggaacacct tttgctgtga 
cattttctac ctgacccttt tcctcatcct 
gtgccgctac ctggctgttc agctgtctcc 
ccttttctcc atggctacac tgttgaggac 
ggcgctacca gatgaagcag ctttcataga 
gccccagggc cagcgaccac cgcctcgtat 
gaaactgaaa tactgttaca catgcaagat 
catctgtgac aactgtgtgg agcgcttcga 
tggaaagagg aactaccgct acttctacct 
ctatgtcttc gccttcaaca tcgtctatgt 
ggagacattg aaagaaactc ctggaactgt 
ctggtccgtc gtgggactga ctggatttca 
caatgaagac atcaaaggat catggacagg 
tggcaatatt gtgaagaact gctgtgaagt 
ggatcgaagg ggtattttgc cactggagga 
gaccagtagc agcctcttgc cacagagccc 
gatgccggag gacagcagca ctcccgaaga 
acaggaggca gctgaagctg agaagtagcc 
aattagggct atgagagatt tcaggtgaga 
tgtccctttt aactgttttt ctttggtctt 
tgctgcaagc ttttttaaat ttctgaactc 
tgataactgg aaaaatgggt ctcttgggcc 
agggtcccct tggaccccct ctcttccctc 
ggtctcattc tggggctaaa agtttttgag 
gtgctgagtc cagaggcagt cacagagacc 
gggtcttcag gactgaagag gagggagagt 
gccagcattg cccacaaatc cttttaggaa 
attagtgtag cttctccttt gtctcccatc 
cattagatat atgtaagtag ttgtagtaga 
cagaaacttt tttaatacct gtgccattct 
agcccttcac actctctgtc tcatctctcc 
tttccttctg actcctgctc ccattaggag 
t 



ggtttatcgg gaggagattg tcttccaggg 60 
ccagcggcag gaatagcagg caacgtgatt 120 
ctcgtgtaat cgcaaaaccc attttggagc 180 
gagaaagaag gtgacacgga aatgggagaa 240 
tggccgcgtc atgatggccc ggcaaagggg 300 
ggggacatgt acactcctct tcgcctttga 360 
tgccatccct gtatttgctg ccatgctctt 420 
cagcttcagt gaccctggag tgattcctcg 480 
aatggagata gaagctacca atggtgcggt 540 
caagaatttc cagataaaca accagattgt 600 
cttccggcct cccGgggcct cccattgcag 660 
ccatcactgc ccctgggtgg ggaattgtgt 720 
cttcatcctt tctctctccc tcctcacaat 780 
ggccctcaaa tctttgaaaa ttggcttctt 840 
tctagaagtc ctcatttgct tctttacact 900 
tactttcctc gtggctctca accagacaac 960 
gaagaatcgc gtccagaatc cctacagcca 1020 
gctgtgtggc cccttgcccc ccagtgtgct 1080 
aagtggaagt cgacctccca gtactcaaga 1140 
agcccccaca gaacacctga actcaaatga 1200 
gatgccacct ccagagcccc cagagccacc 1260 
tatctatgga agagactttt gtttgtgttt 1320 
agttaaacct gagacagaga gcaagtaagc 1380 
tagtcaccca gttgcacact ggcattttct 1440 
aaggcagtgg cagaagatgt cagtcacctc 1500 
ctggcactgg ttctccatgg cctcagccac 1560 
cagatcccag ccctcctgct tggggtcact 1620 
actggctcaa atcctcccaa gctgctgcac 1680 
tctggccagg ggatcctaac tgggttcttg 1740 
ggggtcagaa gattctcctg gccaccaagt 1800 
tgggacaggt accttccact tgttgtattt 1860 
cactctgaca cctaagcccc actcttttcc 1920 
gataataatt gacatttctc gtagactacc 1980 
caataagaat ttatgagatg ccagcggcat 2040 
tcctttctca ttagcccctt ttaatttgtt 2100 
caggaatggc agtaataaaa gtctgcactt 2160 

2161 



<210> 11829 
<211> 364 
<212> PRT 

<213> Homo sapiens 



<400> 11829 
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11^ a. 

Met 


Ser 


Val 


Met 


Val 


Va 1 


Arg Lys 


1 








5 






Leu 


Pro 


Gly 


Arg 


Asn 


Thr 


Phe Cys 








20 








Arg 


G 1 n 


Arg 


Gly 


1 1 e 


Phe 


Tyr Leu 






35 








40 


Cys 


Thr 


Leu 


Leu 


Phe 


Ala 


Phe Glu 




50 










55 


Ser 


Pro 


Ala 


1 le 


Pro 


Va 1 


Phe Ala 


65 










70 




Ala 


Thr 


Leu 


Leu 


Arg 


Thr 


Ser Phe 










85 






Ala 


Leu 


Pro 


Asp 


Glu 


Ala 


Ala Phe 








100 








Asn 


Gly 


Ala 


Val 


Pro 


Gin 


Gly Gin 






115 








120 


Phe 


Gin 


1 le 


Asn 


Asn 


Gin 


lie Va 1 




130 










135 


Lys 


i le 


Phe 


Arg 


Pro 


Pro 


Arg Ala 


145 










150 




Cys 


Vat 


Glu 


Arg 


Phe 


Asp 


His His 










165 






Gly 


Lys 


Arg 


Asn 


Tyr 


Arg 


Tyr Phe 








180 








Leu 


Leu 


Thr 


1 le 


Tyr 


Val 


Phe Ala 






195 








200 


Lys 


Ser 


Leu 


Lys 


1 le 


Gly 


Phe Leu 




210 










215 


Thr 


Val 


Leu 


Glu 


Val 


Leu 


1 1 e Cys 


225 










230 




Gly 


Leu 


Thr 


Gly 


Phe 


His 


Thr Phe 










245 






Asn 


Glu 


Asp 


1 le 


Lys 


Gly 


Ser Trp 








260 








Pro 


Tyr 


Ser 


His 


Gly 


Asn 


lie Va 1 






275 








280 


Gly 


Pro 


Leu 


Pro 


Pro 


Ser 


Val Leu 




290 










295 


Giu 


Glu 


Ser 


Gly 


Ser 


Arg 


Pro Pro 


305 










310 




Leu 


Leu 


Pro 


Gin 


Ser 


Pro 


Ala Pro 










325 






Met 


Pro 


Glu 


Asp 


Ser 


Ser 


Thr Pro 








340 








Pro 


Glu 


Pro 


Pro 


Gin 


Glu 


Ala Ala 



355 360 



Lys 


Val 


Thr Arg 


Lys 


Trp 


Glu Lys 




10 










15 


Cys 


Asp 


Gly Arg 


Val 


Met 


Met Ala 


25 










30 




Thr 


Leu 


Phe 


Leu 


1 le 


Leu 


Gly Thr 










45 






Cys 


Arg 


Tyr Leu 


Ala 


Val 


Gin Leu 








60 








Ala 


Met 


Leu 


Phe 


Leu 


Phe 


Ser Met 






75 








80 


Ser 


Asp 


Pro Gly 


Val 


1 le 


Pro Arg 




90 










95 


1 le 


Glu 


Met 


Glu 


1 le 


Glu 


Ala Thr 


105 










110 




Arg 


Pro 


Pro 


Pro 


Arg 


1 le 


Lys Asn 










125 






Lys 


Leu 


Lys 


Tyr 


Cys 


Tyr 


Thr Cys 








140 








Ser 


His 


Cys 


Ser 


1 le 


Cys 


Asp Asn 






155 








160 


Cys 


Pro 


Trp 


Val 


Gly 


Asn 


Cys Val 




170 










175 


Tyr 


Leu 


Phe 


1 le 


Leu 


Ser 


Leu Ser 


185 










190 




Phe 


Asn 


1 le 


Val 


Tyr 


Val 


Ala Leu 










205 






Glu 


Thr 


Leu 


Lys 


Glu 


Thr 


Pro Gly 








220 








Phe 


Phe 


Thr 


Leu 


Trp 


Ser 


Val Val 






235 








240 


Leu 


Val 


Ala 


Leu 


Asn 


Gin 


Thr Thr 




250 










255 


Thr 


Gly 


Lys 


Asn 


Arg 


Val 


Gin Asn 


265 










270 




Lys 


Asn 


Cys 


Cys 


Glu 


Val 


Leu Cys 










285 






Asp 


Arg 


Arg Gly 


1 le 


Leu 


Pro Leu 








300 








Ser 


Thr 


Gin 


Glu 


Thr 


Ser 


Ser Ser 






315 








320 


Thr 


Glu 


His 


Leu 


Asn 


Ser 


Asn Glu 




330 










335 


Glu 


Glu 


Met 


Pro 


Pro 


Pro 


Glu Pro 


345 










350 




Glu 


Ala 


Glu 


Lys 
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<210> 11830 
<211> 980 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (532) . . (954) 

<400> 11830 

gaaacccatg tggagcccgg cgatcgttgt gacatcggga agggaagtcc aaagggagga 60 
atcctggaga ggaacaggga ggagggtgct ccaggctgaa ccgctgctcg ctctccctcc 120 
aggocagact tctgggagtt ccogggcaga cggcgtttcg gtcgggacct attcctgcta 180 
gtgcaggcct ccaggtgacc tcactcggac ggaagaatct tcccgaggct gggctgttcc 240 
ctctcctgcc cggactgtgg cctcgccggg gagagcgggc gggggagctc gcgocgagga 300 
ctggaccatc tgtacagaoc agcgggagtg cgogcgcccg cctcgcacag ggccggggcc 360 
tggaccaaac cacatgaact ggactgagag ggggaagaag cggggaggaa gaaatcccgc 420 
cccaaacgtc cgctttcctt ttctctactt tgtaatttat tgatcagttt ctgttgggag 480 
acgggtgtcc tttacccgcg ggaagggggc ggggcttccc tcccgggccg catgcgggga 540 
gaggctgctc cctccccttt ttcotgccca gtcgcggggo ccaagtotto cttcttcgtc 600 
cgaaaggagg ggagggggga ctcgctgcta caagcctogc ccoctgtgcc actcagctco 660 
gccccgccgc gtccggtcgc cggtcccccg ggtcatctgc gggcggggtc ccctctccct 720 
cccccgtgtc tcgtgtcccc ggggcctcac cgccccccgt gctgtggccg tgtccgtgcc 780 
ccgggggtag ggggcgcaga atggogcttG ccottotoct ctggctocgg ggtttgcatg 840 
ggagaatcct ctttccacga tgccgctggg cgacgtggcg tgggggcagg gggacggtgg 900 
gggagccctc gcccccgact ctcggtcggc ctccccgccc caggcgtcac tcagtgatca 960 
cgggtaaaga gaactgtttc 980 



<210> 11831 
<211> 141 
<212> PRT 

<213> Homo sapiens 



<400> 11831 



Met 


Arg Gly 


Glu 


Ala 


Ala 


Pro 


Ser Pro Phe Ser 


Cys 


Pro 


Val 


Ala Gly 


1 






5 






10 








15 


Pro 


Lys Ser 


Ser 


Phe 


Phe 


Val 


Arg Lys Glu Gly 


Arg 


Gly 


Asp 


Ser Leu 






20 








25 






30 




Leu 


Gin Ala 


Ser 


Pro 


Pro 


Val 


Pro Leu Ser Ser 


Ala 


Pro 


Pro 


Arg Pro 




35 










40 




45 






Val 


Ala Gly 


Pro 


Pro 


Gly 


His 


Leu Arg Ala Gly 


Ser 


Pro 


Leu 


Pro Pro 




50 








55 




60 








Pro 


Cys Leu 


Val 


Ser 


Pro 


Gly 


Pro His Arg Pro 


Pro 


Cys 


Cys 


Gly Arg 


65 








70 




75 








80 


Val 


Arg Ala 


Pro 


Gly 


Val 


Gly 


Gly Ala Glu Trp 


Arg 


Phe 


Pro 


Phe Ser 








85 






90 








95 


Ser 


Gly Ser 


Gly 


Val 


Cys 


Met 


Gly Glu Ser Ser 


Phe 


His 


Asp 


Ala Ala 
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100 105 110 

Gly Arg Arg Gly Val Gly Ala Gly Gly Arg Trp Gly Ser Pro Arg Pro 

115 120 125 

Arg Leu Ser Val Gly Leu Pro Ala Pro Gly Val Thr Gin 
130 135 140 



<210> 11832 
<211> 2182 
<212> DNA 

<213> Homo sapiens 
<400> 11832 

acttacacat ttcttcaagc tgaaaagtgo ttgtggtgaa cotgcttaca caaattatgt 60 

tggtggcttt catggatgtc tagattacat tttcattgac ttaaatgctt tagaggttga 120 

acaggtgatt ccattaccta gtcatgaaga agttaccacc caccaggcct tacctagtgt 180 

ttcccatccc totgatoaca tagcaottgt atgtgattta aaatggaaat agatgtgtgt 240 

ttaatggaat tgaagtctga aaaggaagta gttattttag cagaaaattt aatatgaatc 300 

aaagcttata tgtaaacttc aaggaggaat ggtaaaatgt tcagccctcc tagttatgtt 360 

cctgatgtct tcgttatgaa actgttgatg tttgcatoat acatcttotc tttccttgtt 420 

ttcctctaca attggaggag aaacaaatat atttcttact agcaaaatag aaaactgaat 480 

tatttttctc caaattgaga ctctcagaaa aggaagattg aattagcgtg ttttttgttt 540 

gtttgttttt gtttttgttt ttgttttttt gagatggagt ttcactcttg ttgcccaggc 600 

tggagtgcaa tggcacaatc toggctcact gcaacctccg ccccctgggt ttaagcgatt 660 

ctoctgootc agcttccoga gtagotggga ttacaggoat gcgcoaacat gtctggctaa 720 

tttttgtatt tttagtagaa atggggtttc gccacgttgg ccaggctggt ottgaactcc 780 

tgacctcagg tgatccaccc acctcggcct cccaaagtgt tgggattaca ggcgtgagcc 840 

accgcacccg gcccttgtgt acatttttat aagagaattt ttttagctag gaattcagaa 900 

tttttaaagt aooatttgaa tgatcttaat ttttotttca tgacaacaca ttccaaaatg 960 

aatcatgctt atgtactaag agggaaaatg tatttaagtt aagggtgaga gacttaagtt 1020 

ataggtgacc ttagagacct aaggtgagag acttgacaca tggaaggagt aacattaggg 1080 

tctacctcta cctcaattta gttagcgatt tactacaatt tcagagcttt aacaaaagat 1 1 40 

aaaaataaat cgtcaccaat tgttattgct tctcatcttt catttttcaa tgaacaagta 1200 

aggtattttc attcttattt ttaggatttt agtttttagt gtatggtaca aatgaacaca 1260 

gtttatattc taattcttac tgcagctcat tttaattttt aggatgcaag cacaatttag 1320 

tattcaaagt gagtagcaac atattcaact tgatcccatt gtcttcagtt actcttgccc 1380 

atgaaaaatg ttcataaatg aacagggtat ttgaccatat gatattagaa aataoagcao 1440 

attactttat gagaaactac ctactgatat gggcttgaaa ttttggatga atcattgagc 1500 

atttctacac tagaagtaat ttcaaaattg ttggttttta taaacaggaa aaaggttgag 1560 

tagtgggact tttaagcatc tctgaaataa aaaacttctt tttacagaca agcattatag 1620 

tttgagttao agacaacagt gtgtatatat gtaatatata tatagtaaaa tgaaatttaa 1680 

atatgaagco aaacttttta aaattagaaa ctacaaatgg ttatactgat tagtgtctag 1740 

cctagagtgg taaccatgct ttactaattc agttatgaaa tacattattt ataatgcatt 1800 

agctgtatta gctgttgctt ttttgatgtt caggataact atgttatctc atttctgcat 1860 

ttaattaata gotcgagtat taaaagccca ctcccttcaa gaaaagcttt gattttcccc 1920 

agtcatgaaa gcccttgttt caaattcttt aatctctgaa cotagtatca taagaatttc 1980 

ctcttttgat aacatctgta ctttcatatt ctgctcacta tcaaatgtat tgttaacact 2040 

tagtaagttt gaaaatgaag gggttttatc tgcatttgac attgaacott gaagtacttt 2100 
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aagtactcca aggggaaaat taaagtggaa gtttcttcgg atcttgttta gaaaaaacta 2160 
taaataaaaa attgatgcta cc 2182 



<210> 11833 
<211> 2882 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (150). . (2519) 
<400> 11833 

aagcgcctcg cgggggtctg gcccggagtg gagggcgcgo ggtcccagcc ctcccgctcg 60 
gccggcgggt gtcgagttca gccctagggg acctctttct cctggacatt gaagatatgg 120 
ccctttggag gtgacccagg agagaaggga tgaaggcctt tggtcctcca catgagggcc 180 
ccctccaagg actcgtggcc tcccgcattg agaottatgg gggccggcat cgagoctctg 240 
ctcagagcac tactggcaga ctctatcccc gaggataccc tgtgctggat ccoagtogcc 300 
gacgcctcca gcagtatgtc ccctttgcca ggggttctgg ccaggcccga ggcctgtcac 360 
ccatgagact gcgagatcca gagcccgaga agaggcacgg gggccatgtg ggggctggcc 420 
tgcttcactc ccccaaactc aaggaactca ccaaggccca tgagctggag gtgaggotgc 480 
acactttcag catgtttggg atgccccggc tgccccctga ggaccggcgg cactgggaga 540 
taggagaggg tggcgacagt ggcctgacca tcgagaagtc ctggagggag ctggtgcctg 600 
ggcacaagga gatgagccag gagctctgoc accaacagga ggccctgtgg gagctcctga 660 
ccaocgagct gatctacgtg agaaagctca agatcatgac tgatctgota gccgocggcc 720 
tgctgaacct gcagcgagtg ggactgctga tggaagtgtc agctgagacc ctgtttggaa 780 
atgtccccag cctgattcga acccaccgga gcttttggga tgaggtgctg gggcccaccc 840 
tggaggagac tcgggcctog ggccagcctc tggaccccat tggtctgcaa agtggcttcc 900 
tgacgtttgg ccagcggttc cacccctatg tccagtactg cctccgagtg aagcagacca 960 
tggcttacgc ccgagaacag caagaaacta accctctctt ccatgccttc gtgcagtggt 1020 
gtgagaagca caagcgctct gggaggcaga tgctctgtga cttgcttatc aagccccacc 1080 
agcgcatcac caagtaocoa ctgctgctcc atgctgtgct caagaggagc cccgaggcac 1140 
gagcccaaga ggccotgaat gccatgattg aagccgtgga gtcattcctg ogacatatca 1200 
atgggcaggt ccgccagggc gaagagcaag agagcttggc ggctgcagca caacgcatog 1260 
ggccctacga ggtgctggag ccacccagtg atgaggtgga gaagaacctg cgcccattct 1320 
ccaccctgga cctgacgtcc cccatgctgg gggttgcatc tgagcacacc agacagctgc 1380 
tgctggaggg gcotgtgcga gtgaaggagg gaogagaagg gaagctggac gtgtaoctgt 1440 
tcctcttctc tgatgtgctc cttgtgacca agccccagcg caaggcggac aaagcoaagg 1500 
tcatccgacc ccctctcatg ctggataagc tcgtgtgcca acccctgcga gaccccaaca 1560 
gcttcctgct gatccacctc actgaattcc agtgtgtctc cagcgccctc cttgtgcact 1620 
gtcccagtcc tacagaccgt gcccagtggc tggagaagao ccagcaggcc caggccgcco 1680 
tacagaagct gaaggcagag gagtatgttc aacagaagag ggagctcctg accctctatc 1740 
gggaccagga cagggagtcc cccagcacca ggccctccac gccttccctg gagggctctc 1800 
agagcagcgc agaggggagg actcctgagt tctcgaccat tatcccccac ctggtggtga 1860 
cagaagacac agatgaagat gctccccttg tgccagatga tacotcagao tctggctaog 1920 
gcactttgat cccaggcacc cccacggggt cccgctcccc actgagccgt ctacgccaaa 1980 
gagcccttcg gcgggaccct cgcctcacct tctccaccct ggaactccgg gacatccctc 2040 
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tgcgtcccca ccctcccgac ccccaagctc 
aaggaatcct aaaaggaggc agtcttcccc 
aagatggggc ctccgagcga gggaatgtgg 
ggggccagct tccctcctcc ccaacccatg 
cctcagggga ggaggaagaa gaggggcctc 
gcccaatgcg ggctgaggac atgctcagag 
ttgagggggc cgaggagccc cgggacagca 
agaggatgcg ggggccccac atcattcagc 
gaggaatgca gaggaccttt ggcatgcatc 
ctggtcaccc tccggcatct gtgactctac 
ggcccaggca ccctgcctcc tgctctgttt 
taggtgcacc tgagccccac agaaagttgt 
gctgcctgta atcccagcac tttgggaggc 
ttccagacca gcctgggcaa tatagggaaa 
tt 



cccaacgccg aagcgccccc gaactgccgg 2100 
aggaagaccc accaacctgg tctgaggaag 2160 
tggtggaaac actccacagg gcccggcttc 2220 
ctgactctgc cggggaaagc ccctgggagt 2280 
tgttcctgaa agctggccac acatccctgc 2340 
agatccggga ggagctggcc agccaaagga 2400 
ggccacggaa gctgactcgg gcccagctgc 2460 
tggacacccc tctgtccgca tcagaggtat 2520 
tctcccagag gagatctctc cccagtagtg 2580 
ctcaaggacc acatttccca aaggaagcct 2640 
ggggatcaag aactgtaaat ttatgtatca 2700 
gcataaaaat gactgccctg gctgggcatg 2760 
tgaggtggga ggatcccttg agcccaggag 2820 
ccctgtcttt acaaaaaaaa attttaaaaa 2880 

2882 



<210> 11834 
<211> 790 
<212> PRT 

<213> Homo sapiens 
<400> 11834 



Met 


Lys 


Ala 


Phe 


Gly 


Pro 


Pro 


His 


Glu 


Gly 


Pro 


Leu 


Gin 


Gly 


Leu 


Val 


1 








5 










10 










15 




Ala 


Ser 


Arg 


1 le 


Glu 


Thr 


Tyr 


Gly 


Gly 


Arg 


His 


Arg 


Ala 


Ser 


Ala 


Gin 








20 










25 










30 






Ser 


Thr 


Thr 


Gly 


Arg 


Leu 


Tyr 


Pro 


Arg 


Gly 


Tyr 


Pro 


Val 


Leu 


Asp 


Pro 






35 










40 










45 








Ser 


Arg 


Arg 


Arg 


Leu 


Gin 


Gin 


Tyr 


Val 


Pro 


Phe 


Ala 


Arg 


Gly 


Ser 


Gly 




50 










55 










60 










Gin 


Ala 


Arg 


Gly 


Leu 


Ser 


Pro 


Met 


Arg 


Leu 


Arg 


Asp 


Pro 


Glu 


Pro 


Glu 


65 










70 










75 










80 


Lys 


Arg 


His 


Gly 


Gly 


His 


Val 


Gly 


Ala 


Gly 


Leu 


Leu 


His 


Ser 


Pro 


Lys 










85 










90 










95 




Leu 


Lys 


Glu 


Leu 


Thr 


Lys 


Ala 


His 


Glu 


Leu 


Glu 


Val 


Arg 


Leu 


His 


Thr 








100 










105 










110 






Phe 


Ser 


Met 


Phe 


Gly 


Met 


Pro 


Arg 


Leu 


Pro 


Pro 


Glu 


Asp 


Arg 


Arg 


His 






115 










120 










125 








Trp 


Glu 


1 le 


Gly 


Glu 


Gly 


Gly 


Asp 


Ser 


Gly 


Leu 


Thr 


1 le 


Glu 


Lys 


Ser 




130 










135 










140 










Trp 


Arg 


Glu 


Leu 


Val 


Pro 


Gly 


His 


Lys 


Glu 


Met 


Ser 


Gin 


Glu 


Leu 


Cys 


145 










150 










155 










160 


His 


Gin 


Gin 


Glu 


Ala 


Leu 


Trp 


Glu 


Leu 


Leu 


Thr 


Thr 


Glu 


Leu 


1 le 


Tyr 










165 










170 










175 




Val 


Arg 


Lys 


Leu 


Lys 


1 le 


Met 


Thr 


Asp 


Leu 


Leu 


Ala 


Ala 


Gly 


Leu 


Leu 








180 










185 










190 






Asn 


Leu 


Gin 


Arg 


Val 


Gly 


Leu 


Leu 


Met 


Glu 


Val 


Ser 


Ala 


Glu 


Thr 


Leu 
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1 yo 




Pne 


u 1 y 


Asn 


Va 1 




z 1 U 






oil! 

Li 1 U 


va 1 


Leu 


(a 1 y 


ooc 

zzb 








Leu 


Asp 


Pro 


1 1 A 

1 1 e 


Phe 


His 


Pro 


Tyr 








OCA 

260 


Tyr 


Ala 


A — — 

Arg 


G 1 u 






O ~7 C 

275 




Gin 


Trp 


Cys 


G 1 u 




290 






Leu 


Leu 


1 1 e 


Lys 


305 








His 


Ala 


Va 1 


Leu 


Asn 


Ala 


Met 


lie 








O il A 

340 


Gin 


Va 1 


Arg 


Gin 






o f~ f- 

355 




Arg 


1 le 


Gly 


Pro 




370 






Lys 


Asn 


Leu 


Arg 


o o c 

385 








Gly 


Va! 


Ala 


Ser 


Arg 


Val 


Lys 


Glu 








A OA 

420 


Phe 


Ser 


Asp 


Val 






435 




Ala 


Lys 


Va 1 


1 le 




4o0 






Pro 


Leu 


A ^ 

Arg 


A _ ^ 

Asp 


465 








Gin 


Cys 


Va 1 


Ser 


Arg 


Ala 


Gin 


Trp 








C AA 

bOO 


Lys 


Leu 


Lys 


Ala 






515 




Leu 


Tyr 


Arg 


Asp 




530 






Pro 


Ser 


Leu 


Glu 


545 








Phe 


Ser 


Thr 


1 le 


Asp 


Ala 


Pro 


Leu 



200 



rro 


oer 


Leu 


1 1 A 

1 1 e 






zl b 




Pro 


1 nr 


Leu 


A 1 ■ 1 
U 1 U 




OOA 

zJO 






u 1 y 


Leu 


A 1 

u 1 n 


oer 


O il c 

24b 








Val 


Gin 


Tyr 


Cys 


A 1 » 

b 1 n 


A 1 » 

u 1 n 


Alii 
U 1 U 


1 hr 








OOA 

280 


Lys 


n 1 S 


Lys 


Arg 






O AIT 

295 




Pro 


His 


A 1 

G 1 n 


Arg 




310 






Lys 


Arg 


Ser 


Pro 


o O f~ 

325 








Glu 


Ala 


Val 


Glu 


A 1 

Gly 


A 1 

Glu 


Glu 


Gin 








O AA 

360 


Tyr 


A 1 . . 

G 1 u 


Va 1 


Leu 






375 




Pro 


Phe 


A — ^ 

Ser 


Thr 




390 






G 1 u 


H 1 s 


Thr 


Arg 


405 








Gly 


Arg 


Glu 


Gly 


Leu 


Leu 


Va 1 


Thr 








4 il A 

440 


Arg 


Pro 


Pro 


Leu 






455 




Pro 


A AM. 

Asn 


Ser 


Phe 




A T A 

470 






Ser 


A 1 — . 

Ala 


Leu 


Leu 


il A IT 

485 








Leu 


All! 

b 1 U 


Lys 


1 nr 


Glu 


Glu 


Tyr 


Val 








520 


Gin 


Asp 


Arg 


Glu 






535 




Gly 


Ser 


Gin 


Ser 




550 






1 le 


Pro 


His 


Leu 


565 








Val 


Pro 


Asp 


Asp 



Arg 


1 nr 


H 1 S 


A m-rr 

Arg 








OOA 

zzO 


I It 

u 1 u 


1 nr 


Arg 


A 1 4 

A 1 a 






ooc 

zjb 




A 1 

u 1 y 


Pne 


1 Al 1 

Leu 


1 hr 




OCA 

zbO 






Leu 


Arg 


Va 1 


Lys 


occ 
265 








Asn 


Pro 


Leu 


Phe 


Ser 


A 1 . - 

G 1 y 


A ^« 

Arg 


A 1 M 

G 1 n 








O AA 

300 


1 1 ^ 
1 le 


1 hr 


Lys 


Tyr 






O H C 

315 




A 1 . . 

G 1 u 


A 1 — . 

Ala 


A — — 

Arg 


A 1 ^ 

Ala 




330 






Ser 


Phe 


Leu 


Arg 


O il c 

345 








Glu 


Ser 


Leu 


Ala 


A 1 . . 

G 1 u 


Pro 


Pro 


A A^ 

Ser 








380 


Leu 


Asp 


Leu 


Thr 






395 




A 1 

G 1 n 


Leu 


Leu 


Leu 




410 






Lys 


Leu 


Asp 


Val 


il o c* 

425 








Lys 


Pro 


Gin 


Arg 


Met 


Leu 


A ^ _ 

Asp 


Lys 








460 


Leu 


Leu 


1 le 


H 1 s 






475 




Va 1 


Hi s 


Cys 


Pro 




490 






A 1 

(i 1 n 


A 1 M 

u 1 n 


A 1 a 


A 1 

u 1 n 


505 








Gin 


Gin 


Lys 


Arg 


Ser 


Pro 


Ser 


Thr 








540 


Ser 


Ala 


Glu 


Gly 






555 




Val 


Val 


Thr 


Glu 




570 






Thr 


Ser 


Asp 


Ser 



O AC 

zOb 








Ser 


Phe 


Trp Asp 


Ser 


Gly 


Gin 


Pro 








240 


Phe 


A 1 «« 

b 1 y 


Gin 


Arg 






255 




A 1 M 

G 1 n 


Ihr 


Met 


Ala 




2/0 






LI ; 

Hi S 


Ala 


Phe 


Val 


ooc 

28b 








Met 


Leu 


Cys Asp 


Pro 


Leu 


Leu 


Leu 








320 


A 1 « 

G 1 n 


A 1 . . 

Glu 


Ala 


Leu 






335 




Hi s 


1 1 — . 
1 le 


Asn Gly 




OCA 

350 






A 1 — 

Ala 


A 1 — . 

Ala 


Ala 


Gin 


occ 

36b 








Asp 


A 1 . . 

Glu 


Val 


Glu 


Ser 


Pro 


Met 


Leu 








400 


Glu 


Gly 


Pro 


Val 






415 




Tyr 


Leu 


Phe 


Leu 




il OA 

430 






Lys 


A 1 _ 

Ala 


Asp 


Lys 


il il IT 

445 








Leu 


Va 1 


Cys Gin 


Leu 


Thr 


Glu 


Phe 








480 


A A ^ 

Ser 


Pro 


Thr Asp 






495 




A 1 

Ala 


A 1 A 

Ala 


Leu 


Gin 




CIA 
OlO 






Glu 


Leu 


Leu 


Thr 


525 








Arg 


Pro 


Ser 


Thr 


Arg 


Thr 


Pro 


Glu 








560 


Asp 


Thr 


Asp 


Glu 






575 




Gly 


Tyr 


Gly 


Thr 
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con 




585 




oyu 






Leu 


1 1 e 


rro 


u 1 y 


1 nr 


Pro Thr Gly Ser Arg Ser Pro Leu 


ber 


Arg 


Leu 














DUO 








Arg 


u 1 n 


Arg 


A 1 <k 

Ai a 


Leu 


^V^fT ^VfT Aon Ok*/^ Ak^AT t 1 

Arg /\rg Asp rro Arg lgu 


1 nr rne 


oer 


1 nr 


Leu 




Dl U 








O 1 o 










Pill 

u 1 U 


1 ^1 1 

Leu 


Arg 


Asp 


1 1 A 
1 le 


rro Leu Arg rro nis rro 


rro Asp 


rro 


O 1 « 

G 1 n 


A 1 ^ 

A 1 a 


HOC 










630 635 








o4U 


Pro 


G 1 n 


Arg 


Arg 


oer 


Ala Pro Glu Leu Pro Glu 


Gly Me 


1 ^1 1 

Leu 


Lys 


G 1 y 












650 






ccc 
bob 




(a 1 y 


Ser 


Leu 


Pro 


G 1 n 


Glu Asp Pro Pro Thr Trp 


Ser Glu 


G 1 U 


G 1 U 


Asp 








CCA 

obO 




665 




CTA 

b/O 






G 1 y 


A 1 « 

Ala 


Ser 


G 1 u 


Arg 


Gly Asn Val Val Val Glu 


Thr Leu 


LI : 

n 1 s 


Arg 


A 1 A 

A 1 a 






o /o 






680 


685 








Arg 


Leu 


Arg 


G 1 y 


G 1 n 


Leu Pro Ser Ser Pro Thr 


His Ala 


Asp 


Ser 


A 1 A 

Ala 




090 








695 


700 








G 1 y 


G 1 U 


Ser 


Pro 


Trp 


Glu Ser Ser Gly Glu Glu 


Glu Glu 


O 1 . ■ 

Glu 


G 1 y 


Pro 


705 










710 715 








—7 r\ f\ 

720 


Leu 


Phe 


Leu 


Lys 


Ala 


Gly His Thr Ser Leu Arg Pro Met 


Arg 


Ala 


Glu 










725 


730 






735 




Asp 


Met 


Leu 


Arg 


Glu 


1 le Arg Glu Glu Leu Ala 


Ser Gin 


Arg 


1 le 


Glu 








740 




745 




750 






Gly 


Ala 


Glu 


Glu 


Pro 


Arg Asp Ser Arg Pro Arg Lys Leu 


Thr 


Arg 


Ala 






755 






760 


765 








Gin 


Leu 


Gin 


Arg 


Met 


Arg G 1 y Pro His Me Me 


Gin Leu 


Asp 


Thr 


Pro 




770 








775 


780 








Leu 


Ser 


Ala 


Ser 


Glu 


Val 











785 790 



<210> 11835 
<211> 1117 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (59). . (718) 

<400> 11835 

atgtcgtgaa gctgggggag ctcgtcgccg ccgooggcgg ctagcgggog tccgogccat 60 
ggagcgctac gcggccgcct tggaggaggt ggcggacggt gcccggoagc aggagcgaca 120 
ctacoagttg ctgtcggcgc tacagagcot ggtgaaggag ttgcccagot ctttocagca 180 
gcgcctgtcc tacaccacgc tcagcgacct ggccctggcg cttctcgacg gcaccgtgtt 240 
cgaaatcgtg caggggctac tggagatcca gcacctcacc gaaaagagcc tgtacaaccg 300 
gcgcctgcgc ctacagaacg agcacogagt gctcaggcag gogctgcggc agaagcacca 360 
ggaagcccag caggcctgoo ggcccoaoaa cctgcctgtg gttcaggcgg ctcagcagcg 420 
agaactagag gccgtggaac accggatccg tgaggagcag cgggogatgg accagaagat 480 
catcctggag ctggaccgga aggtggctga ccagcagagc acactggaga aggcgggggt 540 
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ggctggcttc tacgtgacca ccaacccaca 
actcatccga aagctgcagc agaggggctg 
aggtccctgg cagtcgcctg ctgcccagtg 
gccacaggca gcagaggtct gggcagagtt 
cagctgcccg cagggggttc cccctgctga 
cacccttcat ctgggacttg ctgtcaaacc 
ccagcctgct gctgtctgct tcaggaccag 
ttactccacc gggcacatcc caacctgcac 
cagccgctcc cttggcagct gcagccccca 
tgtgacccag agaaataaag atgcctcagt 



ggagctgatg ctgcagatga acctgctgga 600 
ccgggcaggg aatgcagccc tgggactggg 660 
tgaccagaaa ggcagccctg tcccaccata 720 
catcttcttg acctttggcc actgccttcc 780 
ggagagacca ggtggacccc agctgcctgt 840 
ctaggatagt ctcataaagg ggaggctggg 900 
gcagagagtg aggctggggg ttctcacacc 960 
tggggcccac ccgagcgctt gttctggtct 1020 
tgcagaagag gctcccaggc ccaagctctg 1080 
gtggccc 1117 



<210> 11836 
<211> 220 
<212> PRT 

<213> Homo sapiens 



<400> 11836 



Met 


Glu Arg 


Tyr 


Ala 


Ala 


Ala 


Leu 


1 






5 








Gin 


Gin Glu 


Arg 


His 


Tyr 


Gin 


Leu 






20 










Lys 


Glu Leu 


Pro 


Ser 


Ser 


Phe 


Gin 




35 










40 


Ser 


Asp Leu 


Ala 


Leu 


Ala 


Leu 


Leu 




50 








55 




Gin 


Gly Leu 


Leu 


Glu 


1 le 


Gin 


His 


65 








70 






Arg 


Arg Leu 


Arg 


Leu 


Gin 


Asn 


Glu 








85 








Arg 


Gin Lys 


His 


Gin 


Glu 


Ala 


Gin 






100 










Pro 


Val Val 


Gin 


Ala 


Ala 


Gin 


Gin 




115 










120 


Arg 


1 1 e Arg 


Glu 


Glu 


Gin 


Arg 


Ala 




130 








135 




Leu 


Asp Arg 


Lys 


Val 


Ala 


Asp 


Gin 


145 








150 






Val 


Ala Gly 


Phe 


Tyr 


Val 


Thr 


Thr 








165 








Met 


Asn Leu 


Leu 


Glu 


Leu 


1 le 


Arg 






180 










Ala 


Gly Asn 


Ala 


Ala 


Leu 


Gly 


Leu 




195 










200 


Ala 


Gin Cys 


Asp 


Gin 


Lys 


Gly 


Ser 




210 








215 





Glu 


Glu 


Val 


Ala Asp Gly Ala Arg 




10 




15 


Leu 


Ser 


Ala 


Leu Gin Ser Leu Val 


25 






30 


Gin 


Arg 


Leu Ser Tyr Thr Thr Leu 








45 


Asp 


Gly 


Thr 


Val Phe Glu 1 le Val 








60 


Leu 


Thr 


Glu 


Lys Ser Leu Tyr Asn 






75 


80 


His 


Arg 


Val 


Leu Arg Gin Ala Leu 




90 




95 


Gin 


Ala 


Cys Arg Pro His Asn Leu 


105 






110 


Arg 


Glu 


Leu 


Glu Ala Val Glu His 








125 


Met 


Asp 


Gin 


Lys Me Me Leu G 1 u 








140 


Gin 


Ser 


Thr 


Leu Glu Lys Ala Gly 






155 


160 


Asn 


Pro 


Gin 


Glu Leu Met Leu Gin 




170 




175 


Lys 


Leu 


Gin 


Gin Arg Gly Cys Arg 


185 






190 


Gly 


Gly 


Pro Trp Gin Ser Pro Ala 








205 


Pro 


Val 


Pro 


Pro 



220 
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<210> 11837 
<211> 2074 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (319). . (1194) 
<400> 11837 

atacacgctt gagcaagctt tgctatcagc cagccaagag atagaaatgc atgcagatiaa 60 
cccagcagcc attcagacag tggtgttaca aagggatgat ttacaaaatg gactgcttag 120 
tacgtgtcga gaactttctc gagccactgc cgaattggaa cgagcatgga gagaatatga 180 
taagttagaa tacgatgtaa ctgttaccag gaaccagatg caagagcagc tggatcaoct 240 
tggtgaagtt cagacggaat cagcaggaat tcagcgtgca cagattcaga aaaagaactt 300 
tggcgaatto aggatgtcat ggaagggctg agtaaacata agcagcaaag aggtactaca 360 
gaaataggtt cccactttco tgttggagta gtccctccaa gagcaaaatc accaacaccc 420 
gaatottcga caatagcttc ctatgtaacc ttgaggaaaa ctaagaagat gatggatcta 480 
agaacggaaa gaccaagaag tgcagtggaa cagctctgtt tggctgaaag tactcgacca 540 
aggatgactg tggaagagca aatggaaaga ataagaagac atcaacaagc gtgcctgagg 600 
gagaagaaaa aagggttaaa tgttatoggt gcttcagacc agtoaccott acaaagccot 660 
tcaaatttaa gggataatcc atttaggact actoagacto gaaggaggga tgataaggaa 720 
otggacactg ccattagaga aaatgatgta aagtcagacc atgaaactcc tgcaacagaa 780 
attgttcaac taaaagaaac cgaaccccaa aatgtggact tcagcaaaga gttaaaaaaa 840 
actgaaaaca tttcatatga aatgcttttt gaacctgagc caaatggagt aaattctgtg 900 
gaaatgatgg ataaagaaag aaacaaagac aaaatgcctg aggatgttac attcagccct 960 
caagatgaaa cacagaccgc aaatcataaa ocagaagago atoctgaaga aaatacaaag 1020 
aacagtgttg acgaacagga agaaactgtt atttcttacg aatcaactcc tgaggtttct 1080 
agaggaaatc aaacaatggc agtgaaaagt ctgtccccat ctcctgagtc ctcggcatcg 1140 
ocagttccat ccactcagcc gcagctcaca gaaggatoac atttoatgtg tgtgtagtct 1200 
tagaagaact atactgaott ctgttgaaac cattcaaagc taaagacatg gaccttcagc 1260 
agtgtaagaa gatattgtac agtatatttt aaatctatga aattcatagt tctgatgctt 1320 
ttggtcacag agcatcattt tatcacttct ggaaaatgtt tattccaaaa cggctttaat 1380 
ggcccatatg tacacttcgt aatctcaagg ttattattct gacaccagct tgctgctatg 1440 
atttcagagc acataagtaa aggtgctttt taatgtgcag tctatttcca gagcttactt 1500 
agttgctgat ttccagattt ogatgtttct taagtctagg tgaatttata tatatatttt 1560 
tttgcttctc attttctaaa gttagttatt atttccattg aagcttgttt tctttttttc 1620 
ttcccatttt agctactgca gtgcttttgt ttcacacttg atttgtaaaa attttatata 1680 
tatgtattta aaatgtgcca ttttattgct aagtgaagta tgtcctgttt tctgctataa 1740 
ttctttctcg gtcagattgo aatgtcagca gttactgcca cactcctgtc agottaaaca 1800 
caaatgttac tgcttatctt ttcttaaaaa aaaaaaaaac aaagtgtagg tattttgaag 1860 
tactgggctt atatttcatt ggaatacatg tgtacagcaa taagcaggtt cccaaatccg 1920 
gtacttagtt tgtgtaoaaa tgtaattatg ttcattgtgt atatattata caatgagoac 1980 
atgtaatgta ttaaaggcta cttactattg tttaaatgca aatgttoata tctcatttct 2040 
ttttttatca tgttaaataa atgttgatgt tctt 2074 



<210> 11838 
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<211> 292 
<212> PRT 

<213> Homo sapiens 



<400> 11838 





Met 


U 1 u 


G ly 


Leu 


o ^ ^ 

Ser 


Lys His Lys Gin 


Gin 


Arg Gly Thr 


1 nr 


b 1 u 


1 1 A 
1 1 e 




1 








b 




10 










lb 






u 1 y 


cali- 
ber 


H 1 S 


rne 


Pro 


Val Gly Val Val 


Pro 


Pro Arg Ala 


Lys 


oer 


Pro 










OA 




25 


















Fnr 


Pro 


G 1 u 

35 


Ser 


Ser 


Thr Me Ala Ser 
40 


Tyr 


Val 


Thr 


Leu 
45 


Arg 


Lys 


1 hr 




Lys 


Lys 


Met 


Met 


Asp 


Leu Arg Thr Glu 


Arg 


Pro Arg Ser 


A 1 A 

Ala 


Va 1 


A 1 . . 

G 1 u 






50 








55 






60 










o 


Gin 


Leu 


Cys 


Leu 


Ala 


Glu Ser Thr Arg Pro 


Arg Met 


Thr 


Val 


Glu 


Glu 




65 










70 




75 










80 




G 1 n 


Met 


Glu 


Arg 


1 1 e 


Arg Arg His Gin 


Gin 


Ala Cys 


Leu 


Arg 


Glu 


Lys 












85 




90 










95 






Lys 


Lys 


Gly 


Leu 


Asn 


Val 1 le Gly Ala 


Ser 


Asp 


Gin 


Ser 


Pro 


Leu 


Gin 










100 




105 










110 








Ser 


Pro 


Ser 


Asn 


Leu 


Arg Asp Asn Pro 


Phe 


Arg Thr Thr 


G 1 n 


Thr 


Arg 








115 






120 








125 










Arg 


Arg 


Asp 


Asp 


Lys 


Glu Leu Asp Thr 


Ala 


1 1 e Arg G 1 u 


Asn 


Asp 


Val 






130 








135 






140 












Lys 


Ser 


Asp 


His 


Glu 


Thr Pro Ala Thr 


Glu 


1 le 


Val 


Gin 


Leu 


Lys 


Glu 


1 y 


145 










150 




155 










160 




Thr 


Glu 


Pro 


Gin 


Asn 


Val Asp Phe Ser 


Lys 


Glu 


Leu 


Lys 


Lys 


Thr 


Glu 












165 




170 










H — 7 f— 

175 




G 


Asn 


1 1 e 


Ser 


Tyr 
180 


oil! 

u 1 u 


Met Leu Phe Glu 
185 


Pro 


Glu 


Pro 


Asn 


G 1 y 
190 


Va 1 


Asn 




Ser 


Val 


Glu 


Met 


Met 


Asp Lys Glu Arg Asn 


Lys 


Asp 


Lys 


Met 


Pro 


Glu 








195 






200 








205 










Asp 


Val 
210 


Thr 


Phe 


Ser 


Pro Gin Asp Glu 
215 


Thr 


Gin 


Thr 
220 


Ala 


Asn 


His 


Lys 




Pro 


Glu 


Glu 


His' 


Pro 


Glu Glu Asn Thr 


Lys 


Asn 


Ser 


Val 


Asp 


Glu 


Gin 




225 










230 




235 










240 




Glu 


Glu 


Thr 


Val 


1 le 
245 


Ser Tyr Glu Ser 


Thr 
250 


Pro 


Glu 


Val 


Ser 


Arg 

255 


Gly 




Asn 


Gin 


Thr 


Met 
260 


Ala 


Val Lys Ser Leu 
265 


Ser 


Pro 


Ser 


Pro 


Glu 
270 


Ser 


Ser 




Ala 


Ser 


Pro 
275 


Val 


Pro 


Ser Thr Gin Pro 
280 


Gin 


Leu 


Thr 


Glu 
285 


Gly 


Ser 


His 




Phe 


Met 


Cys 


Val 





















290 



<210> 11839 
<211> 1929 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> (300) . . (608) 



<400> 11839 

caaatgtatc aagtaattct gaaattcttg 
ctgggattat tgcagcccaa ccaccaaata 
agccacccag tgtgtcaaat agttctggac 
acaattctgg acttgtagga gtacagccac 
gaaoacagcc accagctgga cctcaaaact 
tgoccacaat gcoaatgtta gacattcgtc 
gattcccttt aatacagcct ggaattccac 
ttgattcagc tcttcatcca ccaccccgtg 
aaccagaaag acctttttta gctcctggaa 
aaaaaggata ccacttggga atgataacat 
tcotcotata gaaaccaggg aaagcattag 
ggttgggcgg cctatagatc caagagaagg 
tcattttgga agacctcctg tagatataag 
tcttggtcga agagaccact ttggctttaa 
ttttgatgag agagagcatc gggttctacc 
agaaagaggt agatttcggt ctggaaacta 
ccgaggattt ggacaagaag ttcacagaga 
gcaaagggat agggatgaca gagattttga 
tggacgagac agaattcaaa acacttgggt 
ttttgaaggg gccacttcto aacgaaaagg 
tacagagaga catgctcagc caccacctat 
aaaactgaca tcttcaaatg aaataaacaa 
aagtgaacca gtggtagaaa gcacagaaac 
aaagatacct tttgtaaagt tgtcatctct 
gttgttcact tttgtotgcc agaattaagt 
aaaataattg tacaactgac ttgtatagac 
cttttttttt atttttttct gataaaatac 
aggaaatgaa taaoagcttg tcagagactt 
tcattaggtt ggatatggta atagatatat 
ccatatcttt aggctgctgc agaattttaa 
aaagactggc tctaggtatt tgaggagcac 
aagtctacac tatggtctct gtttctccaa 
gcagtgagt 



gggtccggcc atctaatgtt tccagtagtt 60 
ttctaaataa ctctggaata ttgggaatac 120 
ttttgggagt gctaccccoa aatataccta 180 
caaatgttcc aaatactcct ggacttctgg 240 
tacccccttt aagtatccct aatcaaagga 300 
cgggactaat accacaggca cctgggccaa 360 
cccaacgggg aatcccaccc ccatcggtac 420 
gaocttttcc tcoaggagat atttttagtc 480 
gacaaagcgt gacaatgtta ctaacccaga 540 
tcaacaggaa ggagatagag attaccggtt 600 
tagacotccc cctgtggatg ttagagatgt 660 
tcctggacgg cctccactag atggtaggga 720 
agagaatctt gtgaggccag gtatagatca 780 
tccagagaag ccctgggggc atagaggaga 840 
ggtctatggt ggtooaaaag gcttacatga 900 
tcgatttgat octagaagtg gtccttggaa 960 
ttttgatgac ggcagaagac cctgggagag 1020 
tttctgcaga gaaatgaatg gaaatcgtct 1080 
tocccctcct catgctcggg tttttgatta 1140 
tgataatgtg cctcaggtta atggtgaaaa 1200 
accagtacag aatgatcctg aactttatga 1260 
ggagaagagt gacacagttg ctgatataga 1320 
tgaggggaca taatcatcac tcagtaggta 1380 
ctgtaataga taatggctga ctggacoata 1440 
taatctgatg ttcatgttca cctttotctt 1500 
attgttctta atatgaacat ggtaggtaaa 1560 
aaatgttggc cccagattct tttaacgtca 1620 
cctatggaag aaagaatttt ttagatacta 1680 
ttcagaatag caagtggtgg tatatcttat 1740 
ggttatagat aaagctgtga tattttatgc 1800 
aatacagaga ttttaaaaag tgattttgta 1860 
agtaagtgtt tgtgatttgt ccctcatact 1920 

1929 



<210> 11840 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 11840 
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mex 


rro 


1 nr 


me L 


rro 


ivieL 


Leu 


Asp 


1 1 e Arg Pro G 1 y 


Leu 


1 1 A 

1 1 e 


rro 


u 1 n 


1 








o 










1 n 
1 u 










15 




A 1 o 

A 1 a 


rro 


la 1 y 


rro 
20 


Arg 


rrie 


rro 


Leu 


1 le 

25 


Gin 


Pro 


Gly 


1 le 


Pro 
30 


Pro 


13 i n 


Arg 


u 1 y 


1 1 

1 le 
35 


Pro 


Pro 


Pro 


ber 


Val 
40 


Leu 


Asp 


Ser 


Ala 


Leu 
45 


His 


Pro 


Pro 


Pro 


Arg 


Gly 


Pro 


Phe 


Pro 


Pro 


Gly Asp 


1 le 


Phe 


Ser 


Gin 


Pro 


Glu 


Arg 




50 










55 










60 










Pro 


Phe 


Leu 


Ala 


Pro 


Gly 


Arg 


Gin 


Ser 


Val 


Thr 


Met 


Leu 


Leu 


Thr 


Gin 


65 










70 










75 










80 


Lys 


Lys 


Gly 


Tyr 


His 


Leu 


Gly 


Met 


1 le 


Thr 


Phe 


Asn 


Arg Lys Glu 


1 le 










85 










90 










95 




Glu 


1 le 


Thr 


Gly 
100 


Phe 


Leu 


Leu 





















<210> 11841 
<211> 2279 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (176). . (2191) 
<400> 11841 

catctcGccc aacctggggg tcgtgttctt caaogcctgo gaggccgcgt cgcggotggo 60 
gcgcggcgag gatgaggcgg agctggGgct gagcctcotg gcgcagctgg gcatcacgcc 120 
tctgccactc agccgcggcc cogtgcoagc caaacccacc gtgctcttcg agaagatggg 180 
cgtgggccgg ctggacatgt atgtgctgca cccgccctcc gccggGgccg agcgcacgct 240 
ggcctctgtg tgcgccctgc tggtgtggca ccccgccggc cccggcgaga aggtggtgcg 300 
cgtgctgttc cccggttgca Gcccgcccgc ctgcctcGtg gacggGGtgg tGcgcotgoa 360 
gcaottgagg ttGctgGgag agOGOgtggt gacgCGGoag gaoctggagg ggooggggog 420 
agGGgagagc aaagagagog tgggctcccg ggacagctog aagagagagg gcctcctggc 480 
cacccaccct agacctggco aggagcgccc tggggtggcc cgcaaggagc cagcacgggc 540 
tgaggcccca cgcaagactg agaaagaagc caagaccccc cgggagttga agaaagaccc 600 
caaaccgagt gtctcccgga cccagCGgcg ggaggtgogo cgggcagCGt cttctgtgGc 660 
oaacGtcaag aagacgaatg cccaggGggG accoaagGCG Ggoaaagogo Gcagcaogtc 720 
GGactctggG ttGGCgCGgg tggcaaatgg aoGGCgcagG GGgcGoagGG tGGgatgtgg 780 
agaagooago oGGCGcagtg cagoctgogg ctotGcggGc tcccagGtgg tggccacgGG 840 
cagGGtggag GtggggcGga tcGoagoGgg ggaggagaag gcactggagc tgcctttggc 900 
GgGoagGtca atcGoaaggG caGgcaGacc ctoccotgag tccoacGgga goGccgcaga 960 
gggcagGgag cggctgtGgc tgagoGoact gcggggoggg gaggocgggc GagaogGGtc 1020 
acGcacagtg aocaGaGCca cggtgaGcao gccotGaota Gccgcagagg tgggotGGGc 1080 
gcactGgacc gaggtggacg agtcGotgtc ggtgtoottt gagoaggtgo tgoGgcoatc 1140 
GgGGGGGaoc agtgaggctg ggctgagcot cccgotgcgt ggcccccggg cgcggcgctc 1200 
ggcttcccca cacgatgtgg acctgtgoct ggtgtcaccG tgtgaatttg agoatogoaa 1260 
ggGggtgcca atggoacGgg oaootgcgto ccccggcagc tcgaatgaca gcagtgcGcg 1320 
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gtcacaggaa cgggcaggtg ggctgggggc cgaggagacg ccacccacat cggtcagcga 1380 

gtccctgccc accctgtctg actcggatcc cgtgcccctg gcccccggtg cggcagactc 1440 

agacgaagac acagagggct ttggagtccc tcgccacgac cctttgcctg accccctcaa 1500 

ggtcccccca ccactgcctg acccatccag catctgcatg gtggaccccg agatgctgcc 1560 

ccccaagaca gcacggcaaa cggagaacgt cagccgcacc cggaagcccc tggcccgccc 1620 

caactcacgc gctgccgccc ccaaagccac tccagtggct gctgccaaaa ccaaggggct 1680 

tgctggtggg gaccgtgcca gccgaccact cagtgcccgg agtgagccca gtgagaaggg 1740 

aggccgggca cccctgtcca gaaagtcctc aacccccaag actgccactc gaggcccgtc 1800 

ggggtcagcc agcagccggc ccggggtgtc agccacccca cccaagtccc cggtctacct 1860 

ggacctggcc tacctgccca gcgggagcag cgcccacctg gtggatgagg agttcttcca 1920 

gcgcgtgcgc gcgctctgct acgtcatcag tggccaggac cagcgcaagg aggaaggcat 1980 

gcgggccgtc ctggacgcgc tactggccag caagcagcat tgggaccgtg acctgcaggt 2040 

gaccctgatc cccactttcg actcggtggc catgcatacg tggtacgcag agacgcacgc 2100 

ccggcaccag gcgctgggca tcacggtgtt gggcagcaac ggcatggtgt ccatgcagga 2160 

tgacgccttc ccggcctgca aggtggagtt ctagccccat cgccgacacg ccccccactc 2220 

agcccagccc gcctgtccct agattcagcc acatcagaaa taaactgtga ctacacttg 2279 



<210> 11842 
<211> 672 
<212> PRT 

<213> Homo sapiens 
<400> 11842 



Met Gly Val 


Gly 


Arg 


Leu 


Asp 


Met 


Tyr 


Val 


Leu His 


Pro 


Pro 


Ser 


Ala 


1 




5 










10 








15 




Gly Ala Glu 


Arg 


Thr 


Leu 


Ala 


Ser 


Val 


Cys 


Ala Leu 


Leu 


Val 


Trp 


His 




20 










25 








30 






Pro Ala Gly 


Pro 


Gly 


Glu 


Lys 


Val 


Val 


Arg 


Val Leu 


Phe 


Pro 


Gly 


Cys 


35 










40 








45 








Thr Pro Pro 


Ala 


Cys 


Leu 


Leu 


Asp 


Gly 


Leu 


Val Arg 


Leu 


Gin 


His 


Leu 


50 








55 








60 










Arg Phe Leu 


Arg 


Glu 


Pro 


Val 


Val 


Thr 


Pro 


Gin Asp 


Leu 


Glu 


Gly 


Pro 


65 






70 










75 








80 


Gly Arg Ala 


Glu 


Ser 


Lys 


Glu 


Ser 


Val 


Gly 


Ser Arg 


Asp 


Ser 


Ser 


Lys 






85 










90 








95 




Arg Glu Gly 


Leu 


Leu 


Ala 


Thr 


His 


Pro 


Arg 


Pro Gly 


Gin 


Glu 


Arg 


Pro 




100 










105 








110 






Gly Val Ala 


Arg 


Lys 


Glu 


Pro 


Ala 


Arg 


Ala 


Glu Ala 


Pro 


Arg 


Lys 


Thr 


115 










120 








125 








Glu Lys Glu 


Ala 


Lys 


Thr 


Pro 


Arg 


Glu 


Leu 


Lys Lys 


Asp 


Pro 


Lys 


Pro 


130 








135 








140 










Ser Val Ser 


Arg 


Thr 


Gin 


Pro 


Arg 


Glu 


Val 


Arg Arg 


Ala 


Ala 


Ser 


Ser 


145 






150 










155 








160 


Val Pro Asn 


Leu 


Lys 


Lys 


Thr 


Asn 


Ala 


Gin 


Ala Ala 


Pro 


Lys 


Pro 


Arg 






165 










170 








175 




Lys Ala Pro 


Ser 


Thr 


Ser 


His 


Ser 


Gly 


Phe 


Pro Pro 


Val 


Ala 


Asn 


Gly 



180 185 190 
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rrO 


Arg 


oer 


rro 


rro 


oer 


Leu 


Arg Cys 


u 1 y 


U 1 U 


A 1 o 

A 1 a 


oer 


rro 


rro 


oer 






1 Qt; 

1 










200 










zuo 








A 1 -o 


A 1 o 

A 1 a 


oys 


u 1 y 


oer 


rro 


A 1 o 

A 1 a 


Ser 


Gin 


Leu 


va 1 


A 1 o 

A 1 a 


1 nr 


rro 


oer 


Leu 




Z 1 u 










Z 1 0 










OOA 
ZZO 










13 1 U 


Leu 


u 1 y 


rro 


1 1 A 

1 1 e 


rro 


A 1 <% 

A 1 a 


Gly Glu 


U 1 u 


Lys 


A 1 o 

A 1 a 


Leu 


1 1 1 
G 1 U 


Leu 


D A 

rro 


/ZD 










ZoU 










OOI^ 
Zoo 










Ovl A 
Z40 


Leu 


A 1 r% 

A 1 a 


A 1 o 

A 1 a 


oer 


cob- 
ber 


1 1 e 


rro 


Arg Pro 


Arg 


1 nr 


Dm»a 

rro 


oer 


rro 


1 1 1 
G 1 u 


oer 










Z4o 










OCA 










255 




n 1 s 


Arg 


oer 


D fc— A 

rro 


A 1 4 

A 1 a 


U 1 u 


u 1 y 


Ser 


Glu 


Arg 


Leu 


oer 


Leu 


oer 


Pro 


Leu 








ZoU 










265 










Z /U 






Arg 


u 1 y 


u 1 y 


Pill 
u 1 U 


A 1 A 

A 1 a 


u 1 y 


rro 


Asp Ala 


oer 


O ft" A 

rro 


1 nr 


va 1 


1 nr 


Thr 


Pro 






Z /O 










280 










OQK 

Zoo 








1 nr 


va 1 


1 nr 


1 nr 


Pro 


Ser 


Leu 


Pro 


Ala 


b 1 U 


va 1 


G 1 y 


oer 


rro 


His 


Ser 




zyu 










one 

Zyb 










OAA 

oOO 










1 nr 


u 1 U 


Va 1 


A AA 

Asp 


u 1 u 


oer 


Leu 


Ser 


Val 


O Al^ 

oer 


DU A 

rrie 


G 1 U 


I n 

G i n 


\#A 1 

Va 1 


Leu 


Pro 


one 










Oi A 
O 1 0 










01 c 










320 


Pro 


oer 


A 1 ^ 

A 1 a 


Pro 


Inr 


Oa»- 

oer 


u 1 u 


Ala 


Gly 


1 AI • 

Leu 


oer 


1 AI • 

Leu 


Pro 


1 Al 1 

Leu 


Arg Gly 










oZo 










OOA 










335 




rro 


Arg 


A 1 

A 1 a 


Arg 


Arg 


oer 


A 1 A 

Ala 


Ser 


Pro 


U I A 

H 1 S 


A An 

Asp 


\/a 1 

Va i 


A An 

Asp 


1 Ai I 

Leu 


Cys 


Leu 








o4U 










345 










OCA 

obO 






Va 1 


oer 


Pro 


Cys 


b 1 U 


rhe 


G 1 U 


His 


Arg 


1 « « A 

Lys 


A 1 A 

A 1 a 


\/a 1 

Va 1 


Pro 


Ma^ 

Met 


Ala 


Pro 






ooo 










360 










occ 
oob 








A 1 a 


Pro 


A 1 A 

A 1 a 


oer 


Pro 


u 1 y 


oer 


Ser 


Asn 


A An 

Asp 


O A.^ 

oer 


C AH- 

oer 


A 1 A 

A 1 a 


Arg 


Ser 


Gin 




O /O 










o /o 










OOA 

ooO 










u 1 u 


Arg 


A 1 M 

Ala 


Gly 


Gly 


Leu 


G ly 


Ala 


Glu 


G 1 U 


Thr 


Pro 


Pro 


Thr 


Ser 


Val 


ooo 










OOA 










oon 

oyb 










400 


ber 


u 1 U 


oer 


1 Ai • 
Leu 


Pro 


1 nr 


1 A. . 
Leu 


Ser Asp 


O A». 

oer 


A An 

Asp 


Pro 


\/a 1 

Va 1 


Pro 


Leu 


Ala 










40b 










>l i A 

410 










415 




Pro 


b 1 y 


A 1 A 

A 1 a 


A 1 A 

Ai a 


Asp 


Ser 


A An 

Asp 


Glu 


Asp 


Tl_. ^ 

1 nr 


G 1 u 


G 1 y 


rhe 


G 1 y 


Val 


Pro 








A on 
4ZU 










425 










A OA 

4o0 






Arg 


n 1 S 


Asp 


Pro 


Leu 


rro 


Asp 


Pro 


Leu 


Lys 


\/a 1 

Va 1 


Pro 


Pro 


Pro 


Leu 


Pro 






4oO 










440 










AAC^ 

44b 








Asp 


Pro 


oer 


oer 


1 1 A 
1 1 e 


Cys 


Met 


Val 


Asp 


Pro 


G 1 u 


Met 


1 AI 1 

Leu 


Pro 


Pro 


Lys 




4oU 










4ob 










4o0 










1 nr 


A 1 ^ 

A 1 a 


Arg 


u 1 n 


1 nr 


u 1 U 


Asn 


Val 


Ser 


Arg 


1 nr 


Arg 


Lys 


Pro 


Leu 


Ala 












>I~7A 

4/U 










4/b 










480 


Arg 


rro 


Asn 


oer 


Arg 


A 1 4 

A 1 a 


A 1 <% 

A 1 a 


Ala 


Pro 


Lys 


A 1 A 

A 1 a 


1 nr 


rro 


\/a 1 

va 1 


Ala 


Ala 










4oO 










Add 

4yo 










495 




Ala 


Lys 


Ihr 


Lys 


Gly 


Leu 


A 1 A 

Ala 


Gly Gly 


Asp 


Arg 


Ala 


Ser 


A 

Arg 


Pro 


Leu 








500 










505 










510 






Ser 


Ala 


Arg 


Ser 


Glu 


Pro 


Ser 


Glu 


Lys 


Gly 


Gly 


Arg 


Ala 


Pro 


Leu 


Ser 






515 










520 










525 








Arg 


Lys 


Ser 


Ser 


Thr 


Pro 


Lys 


Thr 


Ala 


Thr 


Arg 


Gly 


Pro 


Ser 


Gly Ser 




530 










535 










540 










Ala 


Ser 


Ser 


Arg 


Pro 


Gly 


Val 


Ser 


Ala 


Thr 


Pro 


Pro 


Lys 


Ser 


Pro 


Val 


545 










550 










555 










560 


Tyr 


Leu 


Asp 


Leu 


Ala 


Tyr 


Leu 


Pro 


Ser 


Gly 


Ser 


Ser 


Ala 


His 


Leu 


Val 










565 










570 










575 
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Aon fl I t t /2 1 1 1 

ASP u 1 U u 1 U 


rrie 


rne u 1 n 


Arg Val 


Arg Ala 


Leu 


oys 


1 yr va i lie 


oer 




OoU 






585 










u 1 y (am Asp 


u 1 n 


Arg Lys 


Glu Glu 


Gly Met 


Arg 


A 1 n 

A 1 a 


1 1 ■ Ann 

Va 1 Leu Asp 


A 1 A 

Ala 


595 






600 








605 




Leu Leu Ala 


Ser 


Lys Gin 


His Trp Asp Arg Asp 


Leu 


Gin Val Thr 


Leu 


610 






615 






620 






Me Pro Thr 


Phe 


Asp Ser 


Val Ala 


Met His 


Thr 


Trp 


Tyr Ala Glu 


Thr 


625 




630 






635 






640 


His Ala Arg 


His 


Gin Ala 


Leu Gly 


Me Thr 


Val 


Leu 


Gly Ser Asn 


Gly 






645 




650 






655 




Met Val Ser 


Met 


Gin Asp 


Asp Ala 


Phe Pro 


Ala 


Cys 


Lys Val Glu 


Phe 




660 






665 






670 





<210> 11843 
<211> 1418 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (122). . (1354) 
<400> 11843 

ccggacgcga ggggcggggc gagcgcggga 
otttttctgc ccgcggtgtc tcagattoat 
aatgtcaaaa agaccatctt atgccccaco 
cagcacacca gggtttgtgg gatacaatcc 
gctgggaggg aacccgggca ccaacagccg 
aaaaccccca aagccacoag ataagccgct 
ctgggaccaa gtaaaggctt ccaaccctga 
tggtggcatg tggcgagatc tcactgatga 
agcagaaaag atagagtaca atgaatctat 
tgcttacata aatgcaaaaa gtcgtgcaga 
acaatctcgc atggagaaag gagaaccgta 
tgattatgat gatggctttt caatgaagca 
ccgcctcatc agtgaaattc ttagtgagag 
aacagctaga atgcaggtcc tcaaacggoa 
actagaagct gaacttcttc aaatagagga 
ggaaagcaca gattcattta acaatgagct 
ggatatggag aaaattgcag otgagattgo 
ggaggaaagg gagaaggagg ccgcagagca 
tgaggaagaa caagcagcta acaaaggcga 
ggagacagag gagacaoacc ttgaagaaac 
cacgtctact cctgaggaca aggagagtgg 
aggaaccagt gatagtaaca ctggctcgga 
aacagatccc ataccagaag atgagaaaaa 
taaatacttt ttttaatgaa aaaatgtttt 



caaagggaag cgaagccgga gctgcgggcg 60 
tcttaaggaa ctgagaactt aatcttccaa 120 
tcccacccca gctcctgcaa cacaaatgcc 180 
atacagtcat ctcgcctaca acaactacag 240 
ggtcacggca tcctctggta tcacgattcc 300 
gatgccctac atgaggtaca gcagaaaggt 360 
cctaaagttg tgggagattg gcaagattat 420 
agaaaaacaa gaatatttaa acgaatacga 480 
gaaggcctat cataattccc ccgcgtacct 540 
agctgcttta gaggaagaaa gtcgacagag 600 
catgagcatt cagcctgctg aagatccaga 660 
tacagccacc gcccgtttcc agagaaacca 720 
tgtggtgcca gacgttcggt cagttgtcac 780 
ggtccagtcc ttaatggttc atcagcgaaa 840 
acgacaccag gagaagaaga ggaaattcct 900 
taaaaggttg tgcggtctga aagtagaagt 960 
acaggcagag gaacaggccc gcaaaaggca 1020 
agctgagcgc agtcagagoa gcatcgttcc 1080 
ggagaagaaa gacgacgaga acattccgat 1140 
aacagagago caacagaatg gtgaagaagg 1200 
gcaggagggg gtcgacagta tggcagagga 1260 
gagcaacagt gcaacagtgg aggagccacc 1320 
agaataagtg ttgccttgtt ttgtgtgttc 1380 
ttggtttt 1418 
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<210> 11844 
<211> 411 
<212> PRT 

<213> Homo sapiens 



<400> 11844 



met 


Ser 


Lys 


A 

Arg 


Pro 


Ser Tyr Ala Pro 


Pro 


Pro 


Thr 


Pro 


A 1 — . 

Ala 


Pro 


A 1 ^ 

Ala 


1 








5 




10 










15 




Thr 


G 1 n 


Met 


Pro 


Ser 


Thr Pro Gly Phe 


if _ 1 

Val 


Gly 


Tyr 


Asn 


Pro 


Tyr 


Ser 








20 




25 










30 






1 1 ■ _ 
His 


Leu 


A 1 ^ 

Ala 


Tyr 


Asn 


Asn Tyr Arg Leu 


Gly 


Gly 


A _ 

Asn 


Pro 


Gly 


Thr 


Asn 






3b 






40 








A IT 

45 








Ser 


Arg 


Va 1 


Thr 


Ala 


Ser Ser Gly Me 


Thr 


1 le 


Pro 


Lys 


Pro 


Pro 


Lys 




f— f\ 
50 








I— r- 

55 






60 










Pro 


Pro 


Asp 


Lys 


Pro 


Leu Met Pro Tyr 


Met 


Arg 


Tyr 


Ser 


Arg 


Lys 


Val 


65 










70 




75 










80 


Trp 


Asp 


Gin 


Val 


Lys 


Ala Ser Asn Pro 


Asp 


Leu 


Lys 


Leu 


Trp 


Glu 


1 le 










85 




90 










95 




Gly 


Lys 


1 1 e 


1 le 


Gly 


Gly Met Trp Arg 


Asp 


Leu 


Thr 


Asp 


Glu 


Glu 


Lys 








100 




105 










110 






Gin 


Glu 


Tyr 


Leu 


Asn 


Glu Tyr Glu Ala 


Glu 


Lys 


1 le 


Glu 


Tyr 


Asn 


Glu 






1 15 






120 








125 








Ser 


Met 


Lys 


Ala 


Tyr 


His Asn Ser Pro 


Ala 


Tyr 


Leu 


Ala 


Tyr 


1 le 


Asn 




130 








135 






140 










Ala 


Lys 


Ser 


Arg 


Ala 


Glu Ala Ala Leu 


Glu 


Glu 


Glu 


Ser 


Arg 


Gin 


Arg 


145 










150 




155 










160 


G 1 n 


Ser 


Arg 


Met 


Glu 


Lys Gly Glu Pro 


Tyr 


Met 


Ser 


1 le 


Gin 


Pro 


Ala 










^ /-» r— 

1 65 




1 70 










1 75 




Glu 


Asp 


Pro 


Asp 


Asp 


Tyr Asp Asp Gly 


Phe 


Ser 


Met 


Lys 


His 


Thr 


Ala 








180 




185 










190 






Thr 


Ala 


Arg 


Phe 


Gin 


Arg Asn His Arg 


Leu 


1 le 


Ser 


Glu 


1 le 


Leu 


Ser 






195 






200 








205 








Glu 


Ser 


Val 


Val 


Pro 


Asp Val Arg Ser 


Val 


Val 


Thr 


Thr 


Ala 


Arg 


Met 




210 








215 






220 










Gin 


Val 


Leu 


Lys 


Arg 


Gin Val Gin Ser 


Leu 


Met 


Val 


His 


Gin 


Arg 


Lys 


225 










230 




235 










240 


Leu 


Glu 


Ala 


Glu 


Leu 


Leu Gin 1 le Glu 


Glu 


Arg 


His 


Gin 


Glu 


Lys 


Lys 










245 




250 










255 




Arg 


Lys 


Phe 


Leu 


Glu 


Ser Thr Asp Ser 


Phe 


Asn 


Asn 


Glu 


Leu 


Lys 


Arg 








260 




265 










270 






Leu 


Cys 


Gly 


Leu 


Lys 


Val Glu Val Asp 


Met 


Glu 


Lys 


1 le 


Ala 


Ala 


Glu 






275 






280 








285 








1 le 


Ala 


Gin 


Ala 


Glu 


Glu Gin Ala Arg 


Lys 


Arg 


Gin 


Glu 


Glu 


Arg 


Glu 




290 








295 






300 










Lys 


Glu 


Ala 


Ala 


Glu 


Gin Ala Glu Arg 


Ser 


Gin 


Ser 


Ser 


1 le 


Val 


Pro 


305 










310 




315 










320 
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Glu Glu 


Glu 


13 1 n 


A 1 a 


A 1 a 


Asn 


Lys Gly Glu Glu 


Lys 


Lys 


Asp Asp Glu 














330 






335 


Asn 1 1 e 


Pro 


Met 


G 1 u 


1 hr 


U 1 u 


Glu Thr His Leu 


Glu 


Glu 


Thr Thr Glu 






340 








345 






350 


Ser Gin 


Gin 


Asn 


Gly 


Glu 


Glu 


Gly Thr Ser Thr Pro 


Glu Asp Lys Glu 




355 










360 




365 




Ser Gly Gin 


Glu 


Gly 


Val 


Asp 


Ser Met Ala Glu 


Glu 


Gly 


Thr Ser Asp 


370 










375 




380 






Ser Asn 


Thr 


Gly 


Ser 


Glu 


Ser 


Asn Ser Ala Thr 


Val 


Glu 


Glu Pro Pro 


385 








390 




395 






400 


Thr Asp 


Pro 


1 le 


Pro 


Glu 


Asp 


Glu Lys Lys Glu 














405 






410 









<210> 11845 
<211> 3397 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (389) . . (835) 

<400> 11845 

atctgagcat tgataatgtt ctatctaaat ttgtacagtg tgattttttt tttagaataa 60 
atattttata aaagggttta ttgtcccttg tttatgttaa aatgcttgtt tccatgaggg 120 
gtttcttccc tctoaatgcc cctagcccct tgggaaccag aggccccaga gacagtgtgg 180 
gctcctcagc gtagcctctt ggtgacagca tgcgctgcct gggcaggcac agtgctgctg 240 
tgatcacagg ggaggccatg acttggcacc tgggaagcca gctcagagca tattcagtca 300 
agttgatgag gaatggcggc ccgacctcag cagcaggtcg gcgtgcggga otctoagaat 360 
ggcggcctga tctcagcagc gggtcggcat gccagactct cggagcoctc agctatcttc 420 
atgtgtttca ggaotgctgc catgtaacgt gtgtgtgtgg agagtgtgcg gagtgtacac 480 
gaagcatgcc cggaggctca gcatgaagca ctctgtaccc agctctacct cctcattgtc 540 
cttcatccag tgtgtacctt cagccaggcc tgccctcgtg tgggaggggc agtccccaag 600 
gagcacacgc catgatgtoa gaaacatctt ottcgaggaa gatggccctt tacaggcccc 660 
aggggacggg ggcagcacgg agccctctct ggacotctgo cgcaggccac agaaccttct 720 
ccagcccttg actctccttg octttcattt accctccatt gttccaggct accacggaat 780 
gatgattaca gctgagttta cccaaatccc acoacagggt caaatgaaag ggccttgaca 840 
agatgtccct tggoagcttg agatcgcagt tgtgttgctg ggttatggcc tgggtgcagg 900 
ctggtttgoa gtgggcggta Gtggcagcta coatcaaggt ctctgtgctg ggctccagcc 960 
ctcagcccag aggggtggtt ccccacttta tagagagggg gtttocagct cacagaaggt 1020 
gagaagcttg tcccaggcct ggagcagctg tggagaaact gggagggaag cccgtccagc 1080 
ctgattccaa gcccacatgc tgctcacagg tcaaggcoga gggactgatt tttgccggtc 1140 
tgactggaot caagttactt cccagttcct tgcagagago tgtctttgtg agacagtgtc 1200 
ttgggttotg gaatgatggg agccgtgctt tgoaaatgag gagtgattgc gtgctcatct 1260 
ggcagctggt gggtgtcctg ctggcatcag gcctgagcgg tgacogtgct cctctgattg 1320 
tcctcactgc gtgtgacaag gcctgggcca ctgtgtgagt cgtcttgcgc tccatgaagc 1380 
ctggtgtctg tgcagatgtg tgggtggcgt tagggttggg ggacatttgt ctttcacact 1440 
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ggagaatggg agtctggagc tggtgctact 
ttcgcccaca ccttccccct ggttgttggg 
gatagcacct ccccggtgaa gatccaggag 
gatctggagt ctggagccct tcaggcagca 
acccggcaca gcattgctgg gagctggacc 
gtccagacca tgcagacaat atgccctttt 
ggtctcctcc acggctgtca gcagcttctc 
aatgtcgatc cggttaaagc tgaaaaagga 
ccctaggacc aacctcaagg ccaaggacag 
ctgctctcaa actccaggcc tcaagtgaac 
gccactgtgc ccaatcaaca cacagtaaag 
aaaaagacat cctttaagaa gctatcgcag 
aggatgtaca gtgacttctg gctttctagg 
aaaaatattt tggcagagac tccatctcaa 
cagcatcctc tggggctccc aggacgccgt 
catctcagaa aaacatccca gccaccttcc 
cgtcatcgaa tagccctgcc tccacgtcag 
gggactcgcg tggacccagt cacaaactgc 
gtctccaccg cttgccagaa ccaccgcacg 
cgcgtgttcg acttccagtc gttcaagtct 
ggaggtgcag aaaggtgaat tacttccaaa 
taggtacccg acacacaaca gtgaaaagtc 
aggcagatgt tgagacagga agaaagctac 
ccgcctcctc caaacgggtc tccaacccca 
gttattttat aaccaaagcg gggtttttgc 
accggtgaca ctgaacagag ctaaccatga 
cactcaagga catgtggagt ttcaagtctg 
gggctggggc cgatagggca tgtttccgca 
tgcagtggct cacgcctgta gtcccggcac 
tgagcccagg agttcaaggc cagcctgggc 
tacaaaaatt agccaggcat gatgacgtgc 
ggtgggagga tggcttcagc ctgggaggtc 
gcactccagc ctgagcaaca gagcgagacc 



ggtgaggaag aggcccggcc tgctgccagg 1500 
aaaaccaacc ttggaatggc caaggcagga 1560 
ctctcatgag ctccacgtgg aaagatcaag 1620 
actcagtgac catgaacctc agctctgtcc 1680 
cgggaggctg ccggctccag agcgaggagg 1740 
tctccaaaca ccatttcaag caaacccgca 1800 
gtagagcttc tcataggact catatggtgg 1860 
caaaagagag tcaccgtgtg ggcagtccag 1920 
gcaagacagg gtctcgctag gttgcccagg 1980 
ctcctgcctt gccctctcaa cgtgctggga 2040 
gggaagctca tttccagtat ttgtgcaaag 2100 
caaaccaaaa aatacaaaat tgtgacccag 2160 
gtgctgtggc ttttgagttc tgatgatgac 2220 
aaaaaaacaa caaaaaaaaa acgtgaacgt 2280 
gacttcctgg ccgcggtgct taccagcaca 2340 
agctcttcct gcccacagcg cacatagacg 2400 
tcaccttgca aagccttgaa gccttggagc 2460 
aggagcctgg ccctcctttc ttcatcgaac 2520 
atgttgctgt cggccacaca gtgcttcagc 2580 
attttatcca ggccgcctat gatcagctga 2640 
atgcataaac ccacgtcagg atgcgcctcc 2700 
gattcccaag caaagcagca gctgtgtact 2760 
aaacaggagg cctgtggcac atgcttccgt 2820 
aggaccgcgg tgcacagctg ttgatgggat 2880 
tctgcatcgg tgaggagtat caaagaacca 2940 
ataacggcac gtcccagggt ctctccagga 3000 
aagagaggag aattcagcaa gagttaggtg 3060 
attggcttga aaagttcaac ccctgctggg 3120 
tttgtggggg ccgaagttgg gcggatcact 3180 
aacatggcaa aaccccgtct ctacaacaga 3240 
acctgtagcc tcagctactc gggaggcgga 3300 
gaggctgcag tgagccatga tcgcaccact 3360 
gtgtctc 3397 



<210> 11846 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 11846 

Met Pro Asp Ser Arg Ser Pro Gin Leu Ser Ser Cys Val Ser Gly Leu 

1 5 10 15 

Leu Pro Cys Asn Val Cys Val Trp Arg Val Cys Gly Val Tyr Thr Lys 

20 25 30 

His Ala Arg Arg Leu Ser Met Lys His Ser Val Pro Ser Ser Thr Ser 

35 40 45 

Ser Leu Ser Phe Me Gin Cys Val Pro Ser Ala Arg Pro Ala Leu Val 
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bb 




60 








Irp 


oil! 

u 1 U 


u 1 y 


u 1 n 


Ser 


Pro 


Arg 


Ser Thr Arg His 


Asp 


Val 


Arg Asn 


1 le 


DO 










/U 




75 








80 


Phe 


Phe 


Glu 


Glu 


Asp 


Gly 


Pro 


Leu Gin Ala Pro 


Gly 


Asp Gly Gly Ser 










85 






90 






95 




Thr 


Glu 


Pro 


Ser 


Leu 


Asp 


Leu 


Cys Arg Arg Pro Gin 


Asn 


Leu Leu 


Gin 








100 








105 






110 




Pro 


Leu 


Thr 


Leu 


Leu 


Ala 


Phe 


His Leu Pro Ser 


1 le 


Val 


Pro Gly 


Tyr 






115 










120 




125 






His 


Gly 


Met 


Met 


1 le 


Thr 


Ala 


Glu Phe Thr Gin 


1 le 


Pro 


Pro Gin 


Gly 




130 










135 




140 








Gin 


Met 


Lys 


Gly 


Pro 

















<210> 11847 
<211> 2306 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (343). . (1101) 
<400> 11847 

agggccccgc cctgccttct ggggcaaagc 
gcgaggaaag aaatctcgcg aggctggagt 
cggaggtgtc taccccgccg gtgatggcgt 
cgctgcctcc gtcogattot gcgtctgctt 
tctcttccct tgagtgcata ggtcccggtt 
ctgaaggctg cgagggacta agagcagaat 
aaggcacttg ccgacgctaa agctcttgtt 
gaatctctga ttgagcaaac oacagctcto 
caggaagaaa ttcaagaact taatgaagtc 
atgggaatcc agcaagaaaa cagacaaatc 
cgtacatctc tggaagaaca tcagtcggcc 
oaaatgttta gattgctaat ggctagcaaa 
aaagagcagc actccaagat tgacatggta 
gatgcatctc gacacatcct tgaagcaoct 
gcaaatcaga atgaactgca agcacatgtt 
aggaaagcca ttgaaattga cgagcaacag 
cttgaacaag aaaacaaagg cttgagagag 
aacctaagga aagatgatgc gtcggaaagt 
gatttgagtc tgaggaagag otgaagagtt 
aaatggtcaa ataagtgaat gaatgaatgg 
tgtaaatatg tacagtgcac gggctatgag 
atagacttta ttccaaaaca taattggaaa 
gaaatgaaaa gttttcacag tgactactga 



ggagagtggt cggttctgcc ccacagtaac 60 
tctccgggag cgccggtcgg aggcggtcgg 120 
tgaacgccac tggcttcccg gccttccgtc 180 
gctgaggagg cggattaggg gggcgcggag 240 
ggtagagggt ttgagtccgc atcgccaoag 300 
atatctttag aaatgagttg cacaattgag 360 
gaaagattaa gagatcatga cgatgcagca 420 
aacaagogag tagaagccat gaaaoagtat 480 
gcgagacatc ggccacggtc cacgttagtt 540 
agagagttgc aacaagaaaa caaagaatta 600 
ttggaaotta taatgagcaa gtaccgagaa 660 
aaagatgatc cgggtataat aatgaagtta 720 
catcgtaaca agtccgaagg attcttcctt 780 
caacatggac tggagagaag gcacttggaa 840 
gaccagataa ctgaaatggo agoagtaatg 900 
ggttgcaagg aacaagaacg aatatttcaa 960 
atccttcaaa taactcgaga atcatttttg 1020 
acttctttgt cagcattagt gaccaaoagt 1080 
tctgagtotg tgagcttctt acatggctco 1140 
acagaaaatt caatccttta tttttttctc 1200 
atagcaacaa aaaatgcata gttaatggtc 1260 
atagaaactg agccattgcc aaatggtaaa 1320 
atataccaag agcttttggc agtactgctg 1380 
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gctttctggg tgattaatta ggtaaacttg 
aaaattatac caatttaaaa atataaattt 
acgctaaatt tcatccttat ttggcgtcaa 
ttctagtgat tgcctacttt cacatttatt 
aaggctatag gaatgtgtta tatgtacctt 
ataactgata cttagctaac aattgtccat 
aggaatgaaa aagaaggaat actactttct 
agtaggttaa actactcctt tgaaagaata 
agatttgttt ttctcttctc tggctgattt 
cagaattgaa atgtttgata tggcaagata 
tcctctggct catagaaccc tttttttttt 
aaagtaaata aaatttcaaa aaaaaagttc 
cataacctgc aagatttttc ttaaaacctt 
atctgtggat ttgtttctgt tgtcttttaa 
aaaaaccacc agatacagaa atgtgcttta 
tgtggtgatt gtattaaaaa aaaaat 



aatattccca gtaaatgttt gagaatgcat 1440 
ttgccactgt tttgtgaacg gaggatttgt 1500 
agttgatgca aagtttatgt accatgagac 1560 
taaatttttg tgaaagaaaa tacagtttta 1620 
aaacagataa tttaatttta gcaatttatc 1680 
aacttgttta agtgtaagaa ataccatttc 1740 
aagaaagaag atcttataat agacatattt 1800 
agttttggtt caaagtcaat aatgaagacg 1860 
ttaaggatat tatgtagttc atttagttaa 1920 
ggtatggtaa tttcaaagtg aattgggaat 1980 
cctttaagta ttcttgagat acaaaaaaaa 2040 
cggatctgtt tttaagctcc atctggtcct 2100 
tcagctgaaa gtgggggtaa aggtggagta 2160 
aatgtcaaat atataatatg taattttttt 2220 
acatcagttg aaacctaaat tttcttatgt 2280 

2306 



<210> 11848 
<211> 253 
<212> PRT 

<213> Homo sapiens 



<400> 11848 












Met 


Ser Cys 


Thr 


1 le 


Glu 


Lys 


Ala 


1 








5 








Glu 


Arg 


Leu 


Arg 


Asp 


His 


Asp 


Asp 








20 










Thr 


Thr 


Ala 


Leu 


Asn 


Lys 


Arg 


Val 






35 










40 


Glu 


lie 


Gin 


Glu 


Leu 


Asn 


Glu 


Val 




50 










55 




Leu 


Va! 


Met 


Gly 


1 le 


Gin 


Gin 


Glu 


65 










70 






Gin 


Glu 


Asn 


Lys 


Glu 


Leu 


Arg 


Thr 










85 








Leu 


Glu 


Leu 


1 le 


Met 


Ser 


Lys 


Tyr 








100 










Met 


Ala 


Ser 


Lys 


Lys 


Asp 


Asp 


Pro 






115 










120 


Gin 


His 


Ser 


Lys 


1 le 


Asp 


Met 


Val 




130 










135 




Phe 


Leu Asp 


Ala 


Ser 


Arg 


His 


1 le 


145 










150 






Glu 


Arg Arg 


His 


Leu 


Glu 


Ala 


Asn 










165 








Asp 


Gin 


1 le 


Thr 


Glu 


Met 


Ala 


Ala 








180 











Leu 


Ala 


Asp Ala 


Lys 


Ala Leu 


Val 




10 








15 




Ala 


Ala 


Glu 


Ser 


Leu 


1 le Glu 


Gin 


25 










30 




Glu 


Ala 


Met 


Lys 


Gin 


Tyr Gin 


Glu 










45 






Ala 


Arg 


His Arg 


Pro 


Arg Ser 


Thr 








60 








Asn 


Arg 


Gin 


1 le 


Arg 


Glu Leu 


Gin 






75 








80 


Ser 


Leu 


Glu 


Glu 


His 


Gin Ser 


Ala 




90 








95 




Arg 


Glu 


Gin 


Met 


Phe 


Arg Leu 


Leu 


105 










110 




Gly 


1 le 


1 le 


Met 


Lys 


Leu Lys 


Glu 










125 






His 


Arg 


Asn 


Lys 


Ser 


Glu Gly 


Phe 








140 








Leu 


Glu 


Ala 


Pro 


Gin 


His Gly 


Leu 






155 








160 


Gin 


Asn 


Glu 


Leu 


Gin 


Ala His 


Val 




170 








175 




Val 


Met 


Arg Lys 


Ala 


1 le Glu 


1 le 


185 










190 
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Asp Glu 


Gin 


Gin Gly 


Cys 


Lys 


Glu 






195 








200 


Gin 


Glu 


Asn 


Lys Gly 


Leu 


Arg Glu 




210 








215 




Phe 


Leu 


Asn 


Leu Arg 


Lys 


Asp 


Asp 


225 








230 






Ala 


Leu 


Val 


Thr Asn 
245 


Ser 


Asp 


Leu 



Gin Glu Arg Me Phe Gin Leu Glu 
205 

Me Leu Gin Me Thr Arg Glu Ser 
220 

Ala Ser Glu Ser Thr Ser Leu Ser 
235 240 
Ser Leu Arg Lys Ser 
250 



<210> 11849 
<211> 1811 
<212> DNA 

<213> Homo sapiens 
<400> 11849 

cacattttgt agttattttg atatgaaata 
agtacacgtt atgatatttg tgctggttca 
ctttctacca gtgtccagtg tgtttatgat 
gcattttcgt ttactgtgct gtgtatataa 
tcgatgttaa agaggttgcc agtgtatggc 
gtacactttg tgttaaaatt cataaggaac 
acgccccccg cccccaagca ttaoagatgg 
cagaaaggga agtgttctag gccagaatgt 
tatgttatgt atatatgcca tttattcaat 
gcagtttgaa acatctagtc tttctaggtg 
gctcactcct gtaatcctgg cactttggga 
gatcgagact atcttggcca acatggtgaa 
gotggtcgtg gtggcacatg cctgtagtcc 
cgcttgagcc cgggagacag aggttgcagt 
tggcgacaga gcaagactcc atctcaaaaa 
aggttaaaag tagagggcta aagtaacaco 
ggagtggttg oatttgggaa tggaattgtt 
tattcactgc gtggtggggt ggggaggagg 
ccctgagtta gattagttca gatggtctaa 
taatattgtg tattaaagga taaaoaagtc 
tagtgaatca gtccctttgt gaatgtccta 
ggagtgacct ttattagtcc acttcttgga 
tggtgaaaga gggagaagag gaagggcgaa 
ctagaagatg gttttagatg ataaccacag 
gtgtttattg tggacagagt ttattatttt 
tgacaatgtg tgataaaaac tagagctagt 
cccaacattt tgggaggctg aggcaggcag 
ggtcaacatg gtgaaacccc atctctacta 
gogtgcctgt agtcccagct tctcaggagg 
ggcggaggtt gcagtgagcc aatattgcgc 
gactccatct c 



ttgtcttgga aattgatcaa ttctctgaga 60 
gggggaagaa ggagcacaaa gttcaaaggg 120 
gaggoacatt gaccattgtc ccttatgtct 180 
gcagacatag gagtcctaat ttatatctag 240 
aaaagtagag ttagtaaact aatacattga 300 
acttcttaaa aacagaagta aaattgttaa 360 
cttatagctg tcaacggggt tggtagaggt 420 
tcctatttag aagacactca aattatagtc 480 
actactgtgt atataatgga aaacttaagt 540 
tttaaaagtg cacaatggtc aggtgcggtg 600 
ggctgaggtg ggcagatcac gaagtcaagg 660 
acoocatctc tacaaaaaat acaaaaatta 720 
cagctactcg ggaggctgag gcaggagaat 780 
aagccgagac cacaccactg cactccagca 840 
aaaaaaaaaa aaaaaaaaat tccacaacat 900 
cctotaagca tttgttttca gtacttccta 960 
aaaacttgat gottaggagc gtatgctgac 1020 
aggaggtatg cagggagaag ggttctgtgc 1080 
ccattgttct atgtatgcat tttattgtgt 1140 
ttaatgctca aagtatgtta aaaatagatg 1200 
ttgttagttt ttaggaaggc ctgtcttctg 1260 
gotagaogtc ctatacttag tcactgggga 1320 
gggaagggct ctttgctagt atctcoattt 1380 
gtctatatga gcatttttag taaagtgcct 1440 
gcaacatcta acctttatga atatctgagg 1500 
gggccaggcg cggtggctoa tgcctgtaat 1560 
atcacaaggt caagagatcg agaccatcct 1620 
aaaatacaaa aattagctgg gcgtggtggc 1680 
ctgaggcagg agaatcactt gaacctggga 1740 
cactgcactc cagcctgggc aacacagcaa 1800 

1811 
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<210> 11850 
<211> 2449 
<212> DNA 

<213> Homo sapiens 
<400> 11850 

tatatgtgac ctttttaaaa aatgagctgt aagcagtctc ccagacagta gctcagcctc 60 
cagaactctc tttctgcata gttgaagacc cctcttcaca caagatggta gcaaoaaatc 120 
ataggtgcaa ttgcaccaaa ttcacagaag atcaattgaa aatcctcato aataocttoa 180 
ctcaaaaacc ttacccaggt tatgctacoa aaoaaaaact tgctttagca atcaatgcag 240 
aagagtocag aatccagatt tggtttoaga atcaaagagc taggcatgga ttccagaaaa 300 
caccagaacc tgactttaga tttaagccac agcoatggac aagattaacc tggtgtggag 360 
tttcaaaata gagaagccag atggtgttgt accacctata gcacctttca attacacaca 420 
atcatccatg oatttatgaa aaacccatao cctgggattg attocggaga acaacttgct 480 
gaagaaattg gtgcttcaga gtcaagagtc caaatttggt tccaaaatca aagatctaga 540 
tttcatctcc agagaaaaag agaacctgtt atgtccttag aatgagaaga ccagagaaga 600 
ccaggggcaa ggtttotgag ggacttcaag gtacagaaga tacacaaagt ggcaccagcc 660 
tcactagcac tctcatttct caagagccag aacatggtga atacagtcaa gttcagtgta 720 
tttgataata tcaatttggg cccoaaatct ctctcacagt cttoctggga gtotattctt 780 
ottcoaaaag tgoaagctaa gcottctgaa gatggtaaag aacttggccg ggtgtggtgg 840 
ctcatgcctg taatcccagc actttaggag gctgaggctg gaagattgct tgagcctagg 900 
agtttgaaac cagtctgagc aacatagtaa gaccctgtct ctattctaaa aaacaaaata 960 
agtaaaaagg actgtaggag gccaagacag gtacaggagg caccacacta ccctgttgac 1020 
acagcctgga tccagagttc agcagacctt gagacaatga aaaoaaactt agtaataatc 1080 
atttttcaat cattgcagta attattgatt tggacaaaaa tcaattgacg tcaaaacctt 1140 
aaagtgacgt ttctctgcct atggagtggt cattctttta ttcctttagt ttcataataa 1200 
attttctttt acttaaaaaa acttatagtt tgatgaagag tgagatatat acctcatctc 1260 
aaagaatctt cacacacaca cttattaatt acaaaaggaa aatcagtaat tttgcagtgg 1320 
agacatatgg ccaactccac cttacccaag tggctgaaag tcactgcacc agtaatggca 1380 
caaaccaatg tgagatgatt cctgatatga tacactaaaa agggcactgt ctcttctgca 1440 
tgttgoagac aaaaagtggg taagctgaca ctgaaactaa taattaggca atgtcaagca 1500 
aatacaaatt oaagttgaca gtctgcaaag taacatccat gtactcttca acaatggatc 1560 
gacGctagct actcaggagg ctgaggtgga ataattgttt gaggccagga gttccagatc 1620 
agcctgggca acatcatgcg accccatctc taaaaacatc tttttaaaaa tgagccaggt 1680 
gtggtagcat gcacccgtag totcagctac tcaggagcct gaggcaggag gatggtttca 1740 
acataggaga tcgaggotgc tgtgagctat gatcgtgcta ctgoactcoa gcctgggtga 1800 
cacagcaagt tcctgtttcc aaacaaoaac aagaaaacaa aacaaaacaa aacaaaaaat 1860 
agatagaata gtgacaataa aaatggagaa aaagtaggct gactcaggaa atgcttagaa 1920 
agtacagcca tacctcaaag atattgtaga tttgattcga gaccaccaca ataaagcaga 1980 
tattgctaca aagtgagtca cacaaattgt tttgtttcot tgtgaatatg aagttatatt 2040 
ggctgggtgt gatggctcat gcctataatc ccagtacttt aggagacgga ggcgggaggg 2100 
tcacttgagc ccaggaattg tgagatcaac ctgggcatat agggagatcc tgtctctatt 2160 
taaaaaaaga agctatgttt acactacact atagtctatt taaagtgtga aatggcgtta 2220 
tgtccttaat tttaaaactc ttgatgctgg ctgggttcgg tggctcatac ctgtaatccc 2280 
atcactttgg gaggccaaga caggttgatt acttgaattc aggagttcaa gaooagcctg 2340 
gaoaaoatgg caaaaoacgt ctttaaaaaa agaaaagaaa aaagaaaaac agaaagaaaa 2400 
agaagaaaaa ctacttgctg occttacttg aagctcaatt atttaaaac 2449 
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<210> 11851 

<211> 2360 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (291). . (677) 

<400> 11851 

aaaatcgcat ttccaagccc aatgacatcg agctgtttca gatcgacgac gagacgttct 60 
ttgtcatcgc agacagctca aaggctggtc tgtccacagt ttataaatgg aacagcaaag 120 
gattotattc ttaccagtoa ctgcacgagt ggttcaggga caoggatgcg gagtttgttg 180 
atatcgatgg aaaatcgcat ctcatcctgt ccagccgctc ccaggtcccc atcatcctcc 240 
agtggaataa aagctctaag aagtttgtcc cccatggtga catccccaac atggaggacg 300 
tactggctgt gaagagcttc cgaatgcaaa ataccctcta cctttccctt acccgcttca 360 
tcggggactc ccgggtcatg aggtggaaca gtaagcagtt tgtggagatc caagctcttc 420 
catcccgggg ggccatgacc ctgcagccct tttcttttaa agataatcac tacctggccc 480 
tggggagtga ctatacattc tctcagatat accagtggga taaagagaag cagctattca 540 
aaaagtttaa ggagatttac gtgcaggcgc ctcgttcatt cacagctgtc tccaccgaca 600 
ggagagattt cttttttgca tccagtttca aagggaaaac aaagattttt gaacatataa 660 
ttgttgactt aagtttgtga aggtgtggtg ggtgaaacta agagaaatgt agcattagct 720 
ctcacaaaag aggaccaaga aaaatcaaca aacaaatcaa agccaggctc agagctctga 780 
aattaaaaag cactgaaata gttagatgtt ttcaaacttt tagaactcac attttaatca 840 
gggattgcat ttattggcta actgcatgac atgcccattc taccatttta aaaaaaatct 900 
taaagcctgt aatttctgag aaaagagtac agcatttact cttatcatct agaaatgtaa 960 
tatgcttccc ccccgctttt tgatgaggaa gaagacaatt ggataagatg ggacagcact 1020 
tataatgaaa taaaaaaaaa ctttgagccc ctctcattcc actttagcaa tctttttggt 1080 
aagaactctt aaagccaaaa gtctgctgaa aagatttgct gattattagt ttaaaaatct 1140 
tgtaacactc agcagtgcta ttttgagtca tcccagtttc ctgaaagtaa tgcccagtct 1200 
tcctgaatcc tccttaatag cagaaccttg gtgattttgt tggctcatat gaatgcttgt 1260 
catggatatg ttaacaattt agtgtttgac attgcttcct ctgccacaaa gacaatactc 1320 
tggtgacaca tgtctagacc cagcacaggc tgtaggccca ggagtgactc aaaggagttt 1380 
ttccctcttt cttacggttc aaaggtgacc ctggtggtgg ccagagcagt aatgcttgtt 1440 
tgatgctctt catggctcat ctgcttctca gaacccaccc gttgagtttg tgggtaacca 1500 
gcaggcaggc caaagactgg tgcttttcat ttcatccttt agagggatga aacagttatt 1560 
tccgtctgat gagcattcgg tagaattttt gaagtgagat tttatgaagt caaaggggac 1620 
tttacacaga tctcgacctg ctttgaaacc tagaggtggc cctttgattt gtgcgtgtcc 1680 
ttgccctctg gacaacttaa tatttcaagt aatcgaatac caacttccct gccagcccac 1740 
ctgccttccg ccccgcttgt gtaacagtcc tgttttgttg agttgctgct attgcactgc 1800 
cagtgcagcc cacaccaaat cacaacccaa gatactcaga taggaagact ccttcctctc 1860 
ccagtacttt accaaaggaa cccccgccag gacccacatg gggccacgtg ttggcagtgg 1920 
aatcagcctg tgcaggctgg ggatctcagg ctgatcagta ggggccagct ttggagccag 1980 
ccaagctgaa tcccacactc caggtctgtg ctcaagagac cagatggtgt atttccaaat 2040 
gggcctctct ggtatgggca ataggcaagc tcctggggtc tggttatgtg gaagattctt 2100 
agtggatgtt ccgcctggtt agctggttct cttcagagaa tataaagtga atgcctttag 2160 
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gggX^SCtct gaaagagaaa cccaacaact 
tattgtactg tattgttatt gtaaaatgac 
ttgccacaaa tatgaatgtg tttgttgttt 
taaatagcac tcagagaatg 



tcattcctag ccatgaaagt agcacgatca 2220 
tatttgccat gtcatgagta ggtagatgtt 2280 
cctgacttta agcaatgaag attgagacaa 2340 

2360 



<210> 11852 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 11852 
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<210> 11853 
<211> 2347 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (91). . (2031) 

<400> 11853 

ctggttctag tcttctcaaa gaggaggagg 
taccacttgt aacatcccaa aggccatttt 
agccatttca gtcaggttct acaccgttgc 
tgcctgcact ttagttcttg ggattcaago 
gaggatattg aagccatatg tctcggtcaa 
cttcttcgat tgtttactat tggaggggtt 



aagatggtca agaaggcagc attcacaatc 60 
atgatggacc catgocaact ccccggoaaa 120 
atctcactoa cagattcatg oaagcttoac 180 
aaagagtgga taatagactt gcctcagaat 240 
ggatgggctg ctgccgctac tagtgccctg 300 
caaaaagagg tattcagcct tgctggacct 360 
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gtggtgtcaa tggcaggaca tggagaacag 
tttgatgggg atcagtgcct tggagttcaa 
attttgcatg gtgaccctct tcctcttaca 
tcagctgaag gtaccccttg ttacgtggat 
ggacttggta atacgtggac tcctatatgt 
gatcactact gggtggttgg tatccatgaa 
aaaggttctc ggtttccccc aacccttcca 
cttccttact gtcagattgc aacagagaaa 
gttatatttc acaaccacct tgattattta 
actaaaaatc aagcaacaaa agagcaacag 
tgtaaactgg agcgagaatt ccgttgtgtg 
gtgaatttag ccattaaata tgcttctcgc 
agtgaactgg ctgtagagaa ggcagccgaa 
gaagaagaag atttcagaaa aaagctgaat 
agccaaccaa ggttcagaaa tcaagttgaa 
gatgaagaaa aaccagaaat acataagcct 
tcctctgatg tttcagctaa gtcaggtgca 
ccctttaagg tatcagccag ttccaaagaa 
actaatattt tagacaatat gggcaaatca 
acaaataatg aaaagtctcc cattataaag 
gcatctgcag catcctattt ccagaaaaga 
aaagaagaaa atcttaaaaa tgtattatct 
actgaaaacc aaaggccaaa gaccgggttc 
attttgtctg acaatcctga cttttcagat 
cgatttagag tattgtcaac tgaagaaaga 
acggcaagtg aaggaactga agcaaagaag 
acagaaaacc aggaagaaaa agcaaaaaag 
ttagattttt ctacaaatca gaaactatca 
aaagtgaccc tagggaagta atggattttt 
tttgggaaac tcattatata tatatttttt 
aagataatgt agtaattata ttggtgtagg 
tgcagattac tctgcctcca aatgcagggc 
tgagttgaag ctccaaccaa tttgaatttg 
aggtatt 



cttttcattg tttatcacag aggtacagga 420 
ctgctagagc tggggaaaaa gaaaaaacaa 480 
aggaaatcct accttgcatg gattgggttt 540 
tcagaaggaa ttgttcgaat gcttaacaga 600 
aatacaagag agcactgcaa aggaaaatct 660 
aatccccagc aactaaggtg cattccttgt 720 
cgccctgctg ttgctatatt atcctttaag 780 
ggacaaatgg aggagcaatt ttggcgttca 840 
gctaaaaatg gttatgaata tgaagagagc 900 
gaacttttaa tgaaaatgct tgcgctttct 960 
gaacttgctg atctaatgac tcaaaatgct 1020 
tctcggaaat taatactggc tcaaaaacta 1080 
ttgacagcaa cccaggtgga agaggaagaa 1140 
gctggttaca gcaatactgc tacagagtgg 1200 
gaagatgctg aggacagtgg agaagctgat 1260 
ggacagaact cgttttccaa aagtacaaat 1320 
gttaccttta gcagccaagg acgagtaaat 1380 
ccagccatgt caatgaattc agcacgttca 1440 
tccaagaaat ccactgcact tagtcgaact 1500 
cctctgattc caaagccgaa gcctaagcag 1560 
aattctcaaa ctaataaaac tgaggaagtg 1620 
gaaaccccag ctatatgtcc tcctcaaaac 1680 
cagatgtggt tagaagaaaa tagaagtaat 1740 
gaagcagaca taataaaaga aggaatgatt 1800 
aaggtgtggg ctaacaaagc caaaggagaa 1860 
cgaaaacgtg tggttgatga aagtgatgaa 1920 
aacctgaatt tgtctaaaaa gcagaaacct 1980 
gcttttgcat ttaagcagga gtaaaggaag 2040 
tttactcatc tttgaatata gactcgagtc 2100 
aaagagtttg aagcaactgt ttgtctttat 2160 
taacaggaca tatgtaaaaa ctatcatctt 2220 
ctttcagaga tgcattgtga ttgtaattac 2280 
tttcttaacc ttgaaaaatc attaaagcca 2340 

2347 



<210> 11854 

<211> 647 

<212> PRT 

<213> Homo sapiens 

<400> 11854 

Met Met Asp Pro Cys Gin Leu Pro Gly Lys Ser His Phe Ser Gin Val 
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Leu His Arg Cys I le Ser Leu Thr Asp Ser Cys Lys Leu His Cys Leu 
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<210> 11855 
<211> 2622 
<212> DNA 
<213> Homo sapiens 

<400> 11855 

gaaacagcac agaacacgag gtggtcccca tgtocotggc acactagcat tccgggggat 60 
gaggaatcoc cagcccttga ggcagaggtg ccgagtgact gcoatgcttc gcccgtcogc 120 
atgggcgctt ctgtccagct goacccgagg ccgggggttt ccctcacctc ggtcttccca 180 
agatggagat gctaacgaaa ctgagaaggg ggcgtatctt gacgaaggtt tgtgcaagto 240 
aggcccttct ggaacacagc agggcctaca acgaggggcc tttgcgatgg gctgtgagga 300 
tgggggtggt gggaagaatt ggccacgtta gagaccccat gccaccccac catggtgagt 360 
gctctgtgoc tcctgctoac ctgtggtgag ctgggogagc tgggcgagct gggcgagctg 420 
ggctggggag agcctgtgag gaccgagagg agaaatgaga agaaggaaca aaaatattat 480 
ttotatgtaa tttatatttt acttatgcca aattatttat gataatttgc cattgctata 540 
otgtaccagt gtcaaatgot gcagcctgcc aagctgtgat tttgtgaggc ttgtccctat 600 
gtaggatgca ccgcaggccc ctggccactg aaagagtgtg cagtggactg tgggtctccc 660 
atatgcggtg ccgcocaaag gtggctttgc ctcaagcaac ctaccctgat gttttactca 720 
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ttggaatgtt tttccccgat tgtggatgac ttcttttctg atggagagag tccaggaggg 780 
atggaaaacg cctggattta agctcagcat cccccacatg ggcttttcga tcatcttcag 840 
gcctgaagct gcacgacctg aagttcgcct gcatttatca gccctctttg tgctgctcct 900 
tgccaccttg gggttcctgc tggggaccat gtgtggttgt ggcgtgtgtg agcagaaggg 960 
aggatgagga aaaagagaag aaaccccggt actgacaagc tgtttttgag tgccactgtt 1020 
tgccatcatc taagccactg aatcaagtgt atttcaggct tatttcaaca ttccaatgcc 1080 
ctggttttcc tgcttgaatc tgttcgtggt caaaggtttg ggggaatttg tgaccctgga 1140 
acatccccag agtgaaagat ggagctgggc cacttcagaa taaggccttg gccccatcct 1200 
ctcacagcct aggtgctctg caggcatgct gactgtcctg attgcgatcc agcccgaaat 1260 
tccctcctct gctttcaaaa gtcaaatccc ccattcttag gccacactgg tgtcacaagc 1320 
tcctgtcagg gagctggggt ttgggaatgt gctttgtgaa ctctgcttta aagtgagggg 1380 
ccgaggaaaa cttagaaaca ggcagagttg gaagcagcca aatcacagtg ggtgttgtgt 1440 
gtgtgtgcgt gtgtgcatgc gtgcgtgtat gcgtgtgtga aagcaggtgg accattccac 1500 
tttttagctc ctattgatgc accaaaccaa gtgcctcatt tctgtgccaa atgtttgcct 1560 
tggtcgttgt ggacctcctt ctctaacttg cggtggcatg actgtcagga ggtgctggca 1620 
ttttcagcag atcctcatgt gttgaccctg atgtctttag cagaggcctc tagcatctcg 1680 
gtttttcatc cactgcagga atgtggccac agggagcaga ggtttgtact ttccccaaga 1740 
ggtcctcatc ctgagacggt ctctacccat gtttaaccca aagagtgcag gccaggttcc 1800 
ttatccttct gatgaaggat gggagagctc atttagaagt cagagcaaac tagggtctca 1860 
gtattgagaa acgcagcctg ccagggaatc acagagacat cggggtgccc gtgatggccc 1920 
tcatgaagcc atgcctcgac ggcattcagg aagccctgca aacgtgcttt ttgaactcat 1980 
tggccaggtg tgatttttac acaaggtaaa cgtggtcaag ggcatcgggg aatttgctcc 2040 
aagcagatag ctccctctga ggaaccaaag gaagcaagtt tccacgattt ctgaagagct 2100 
ggtataggaa gtttctttct tccttttgtg ttacatgtgc attaaacaga acaagctgtg 2160 
tgtcatcaca gattgtactg tgggctcaga aaccgtgaga gagcccccac cgtggacacc 2220 
ggctctaggg ccacaggaaa aggaacgttt ccaggcattt tgtctccagg gctcccgctg 2280 
gacaggcacg tactgccctg gggagtaaat gcggagagtt cacgaactgt gcccaacgca 2340 
tgttatagcc agggtcctac taactactca gtaaaagaac gtattgttgt attcctccag 2400 
tgttaagcta tagccatgtt aaaagtcact gtgcatttat tctcagcatc aaataccttg 2460 
taacgtcttc tctgccttgt tagtgcatat ttttactttt ctgatactgt aaagaatata 2520 
tccagtatgt aaatgaatgt tctataaatc ttttgtatag tcattttctc tgctccttaa 2580 
atatcatctc tattcagagt ataataaaat tatgaacttg gt 2622 



<210> 11856 
<211> 2726 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (53). , (2173) 

<400> 11856 

ttoattttac tggagaatta agaatgagcc atatcaggta gtagaatgtg ccatgcgagc 60 

acttcacttc tcttccaggc acaataaaga cattgccctg gtccacctgg caaacgttct 120 

acacagagca cacttctctg ctgatgctgc tgtcgtggtc catgcagctc tggatgacag 180 

tgacttcttc accagctatt acactttggg gaatatatat gcaatgcttg gggaatataa 240 
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ccactcagtg ctctgttatg accatgcttt gcaggccaga cctgggtttg agcaagctat 300 
aaagaggaag catgctgtcc tatgtcagca aaaactggag cagaaattgg aggctcagca 360 
tagatctctc cagcgaacac tgaatgagtt aaaagagtat caaaagcagc atgaccacta 420 
cctgagacag caggaaatcc tagaaaaaca taaactgatt caggaggagc aaatcttaag 480 
aaatatcatt catgagactc agatggcaaa agaggcacaa ttaggaaatc atcagatatg 540 
ccgactggtc aaccagcagc atagtttaca ttgccagtgg gaccagcctg tacgctatca 600 
tcgtggagat atctttgaaa atgtggacta tgttcagttt ggtgaggatt catcaacctc 660 
cagtatgatg tctgtgaact ttgatgttca atcaaatcag agtgatatca atgattcggt 720 
caagtcttct cccgtagccc attctattct ctggatttgg ggcagggact ctgatgcata 780 
tagggacaaa cagcatattc tatggcctaa aagagcagat tgtacagaaa gctaccctag 840 
agtccctgtt ggtggggaat tgccaacgta ttttctgcct ccggaaaaca aaggactcag 900 
gatccacgaa ctcagcagtg atgattattc tacagaagaa gaggcccaaa cccctgactg 960 
ttccataact gacttcagaa aaagccacac tctgtcctac ttagtcaaag aattagaggt 1020 
tcgcatggat ctgaaagcca aaatgccaga tgaccatgca cgaaaaattt tgctttcccg 1080 
tattaataac tatactatcc cagaagaaga aattgggtct ttcttatttc atgctattaa 1140 
taagccaaat gctcctatct ggctcatact caatgaagct ggactatact ggagagcagt 1200 
aggaaatagc acttttgcta ttgcctgtct tcagagggct ttgaatttag ctccacttca 1260 
ataccaagat gttcctcttg tcaacttggc caaccttttg attcattacg gccttcatct 1320 
tgatgccact aagctgctac ttcaagcttt ggccatcaat agctctgagc ctctgacctt 1380 
tttgagcctg ggaaatgctt accttgctct gaagaatatc agtggggcac ttgaggcctt 1440 
tagacaggcc ttgaaattaa ccaccaaatg tccagagtgt gaaaacagcc tgaagttgat 1500 
ccgctgtatg cagttttatc cttttctgta caacatcact tcttctgttt gcagtggtaa 1560 
ttgtcatgag aaaaccctgg acaacagcca tgacaaacag aaatattttg acaactcaca 1620 
gtcactggat gctgctgaag aagagccctc tgagagagga acagaggagg accctgtatt 1680 
ctctgttgag aattcaggga gggactcaga tgcccttaga cttgaaagta cggtggttga 1740 
ggagagcaat ggttctgatg agatggagaa ttcagatgaa accaaaatgt cagaagaaat 1800 
actggctttg gtggatgaat ttcaacaggc atggcctttg gaaggctttg ggggtgcact 1860 
agagatgaaa gggcggcgtc tagacttaca aggaatacgg gtgctgaaga aaggtcccca 1920 
ggatggagtg gccagaagct cttgctatgg agactgcaga agtgaagatg atgaagcaac 1980 
agaatggatt acattccagg tcaaacgtgt aaagaaaccc aaaggagatc ataagaaaac 2040 
tcctgggaaa aaagtagaaa caggtcagat agaaaatgga catcgttacc aagcaaacct 2100 
agagatcact ggccccaagg tggcatctcc tgggccacaa gggctactag actggaagac 2160 
caggaaagtg ccatagacat aatgtaactg gatttcagca aggcatttaa cagagcctct 2220 
tatgatatcc ttgtgaacca gatggagaga tgtgggcttg aagccttccc attgcctaca 2280 
ggataaaatt caaacttcct agtgtggtgt acaagaccct ttacagcccg cctctgtgta 2340 
cccttcaaca ccattctctg aaccaaccat gctcatgttt ttacctcagt gcctttgcac 2400 
atgctattcc ctctgcctgg aatgccctgt gccccctctg ccctctgccg tgctaaaata 2460 
tcactcatcc ttaaacttca aaatcaagtg ccatctcttc cttgttacct tcaggcagaa 2520 
ttagttactc tttcctctgt gcaattgttc tatatctccg ctctagctct tttcctgttg 2580 
tattgtaatg atttgtttat gtttaccttc cttactagac tgtgagctca agagcaggcc 2640 
gtcttaatta ttcctttctg tacccctagt gtcttttatg gttctcagcc ccttataaca 2700 
ggtgctcaat aaatattttt caaatg 2726 



<210> 11857 
<211> 707 
<212> PRT 

<213> Homo sapiens 
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<400> 11857 
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<210> 11858 
<211> 3560 
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<212> DNA 

<213> Homo sapiens 
<400> 11858 

ttcggatgct tggcttggtt ttgtgttgat 
atcctgtggt tcttgotttt tactccttgt 
ggagctttca gtggttggat ttcatccctt 
atcatgatga taatcatagc agcacttttc 
ttcaaaaaag tacatggact atatogcaca 
gagtttgcaa caggtgtgat gtccaacaaa 
tcaactgcag catctagtgc agctcagaat 
tcaaacaata cactgttacc ttttgactgt 
atatttttat gttcaaaaca cacagtacag 
atgggctaaa accaggaaaa cttcottgtc 
ttcagtgcoc cttgcagaaa aaatattaca 
ggatgacatt cagtgaatta tttcagtggt 
gattaaaaac gcatttaata ctaactgcag 
attgcacatt ggaaaagtaa accatgtttc 
ataggccagc agagacttag ggattttaaa 
agtgaagagc ctatgtgcat tttgtagtag 
ctttttttta gaatagctga tattttgata 
tcttatatta aaagaattag tgttttggct 
ggttaatgga atcacagaaa tgatattctg 
ggtgcaatat aagaagttta tataatatgc 
tgcagtagaa agtagtggta ataattcctt 
cattttgcta tatgaaaact ttggtatatt 
gotctttttt ggggatgtgt gtgtgtgatt 
tgttgtctaa aaagattgta cagtatttaa 
tggcattaaa cataaaaaga ccctggcatt 
tgtctttcac tttttgagac agactgaata 
gcatttaact tgcaccaagc aagaaaatat 
gttacaattg ttactatgca goacagaact 
ttgaatcaat tttaccactg attaaataaa 
tgtgttttga aagtctttaa ctaaattaag 
attttaagta aggattgtga tattagagct 
ggcataaata gttaaatcac tttcattctc 
tgctagaggt gggatgccaa gttttcacta 
aacacagatc catccagatg gtgtttacat 
gtatacttgg aagacatttc ttttattctt 
aatatttcta atcagcgata atttctacct 
ttoagagcct gtagtcttat tggaaatcta 
tttgcataca ttcaaaacat taaccacaaa 
acttatafcc caagtccatt ttttcctgta 
ttgaaaaatg ctgaaatact ttgcttcaga 
caaaggtagc attattaaat agcaaagaat 
gatggggaaa atgttttaaa atccagttat 
tttaaaaata tatgtgcatt gaaatgatgg 
gaactttaaa ttcttatatt tacttttctc 



tctgcaagag cggttgattt tggattgagt 60 
tcatttgtct gttggtacag accactttat 120 
actggtctca accaaaatat tcctgttgga 180 
acagcatcag cagtcatctc actagttatg 240 
acaggtgcta gttttgagaa ggcccaacag 300 
actgtccaga ccgcagctgc aaatgcagct 360 
gctttcaagg gtaaccagat ttaagaatct 420 
acctttttct ccagttactg tattctacaa 480 
aoagcatgga tatttcotgt tcacttgtgc 540 
ttattacttt acctaatagt ttcttaatat 600 
tgctaaataa atattctcca tatttttggg 660 
gacccactga aaattaataa tggtacttat 720 
tagttctttc aagaatcttt agagataagg 780 
attccttttt ccctatttat attgaaagaa 840 
ttggcttgct ttttagctgt ttcagtcacc 900 
ataatgtaaa atttgtcato tttttctttt 960 
acaatctcta atttgcatgg gcaccacatt 1020 
tctgtactgc ttatggttgt aggattcagg 1080 
caagaatttc ttttaaataa aaagtttggg 1140 
agtacattat ocaaaagaga aggtagttaa 1200 
tttaaaaaaa tttcggtagt catatagtaa 1260 
ctgtggttac aactaagatt gtgtctggca 1320 
tttaacagag gtattaaagg ctagcctaac 1380 
gggattttcc ttttagcttt tcatctccag 1440 
ttttcacata cttgaatccc taaatgcacc 1500 
tatctaaaat ttccagcaat aaaaaaaaaa 1560 
aaatacagtt aactgcatta agataatcac 1620 
tcattcttat agtattcttg ggttcaacct 1680 
tgactcaaag acatctgtaa gtcatgctgc 1740 
attgcagaat gatagtgatt attcaattag 1800 
ggaaatcctt attttttaaa aaatcagata 1860 
cccaaacctg tagttacaga aaaagtttta 1920 
tccatgaago agcgctgcat gtcactaggt 1980 
ttgatttatt tgggatctta ttgacatcag 2040 
cagogtatga atttaaagct attttttgta 2100 
atgttctcaa ccaacttagc cagtttgttt 2160 
ttttatcagt gtgctttatt gagtgtggat 2220 
atacagcaag tgcacctata ttcaccatta 2280 
cactaoaaac aaaagatata ttagagactt 2340 
attggaatgt ttatattatg tagaaatctt 2400 
aattagaacc cacatatctt tttttgtgtg 2460 
ttaatatgag tttgagagag aaaattgttt 2520 
caatgcttat agtatgatca agtatgaaag 2580 
tcagtaaatt gttaaatttt cactcagcaa 2640 
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aagattggca tttgttaagt gttctatatt tagtactaaa atcacagtca tgaaatcata 2700 
gtcataaaat ggtcttcaca cagcagtcat ccgtgtcatt tatcattttg taatattaaa 2760 
ttatggcaat tttatttcaa actaaagttt gaacaccgga aagtcattac tcagtgattt 2820 
gtaatttggg acttggatta tttatctaga gatgtttgta tattttgtca gtaactaata 2880 
ctgcgctgcc atcatggtga ctgtcatggt tctacagaaa tgccctccat gtgtccctct 2940 
aatgttgcat gtttcagtgg gttggaagtt ttgtatattt attgtattaa cacagagtgt 3000 
cataaaataa aatgctgttt actggatgtt tgtttgtata attttgaaca ctataatagc 3060 
aattcagaga cagacattgt taaaggtttg atgtatatag aaattccatg tttgattttt 3120 
taaaatatgt gtataagtct gtcatgtgct aaacaaaata atatgaaaga cctagttaaa 3180 
aattctaacc aatgtaaaat gaccattttt ctgttgcatt agacctttac aggtaatgga 3240 
acatgagctt cacccatatt aaatattttg gcccctttaa ggtcaaaata cagatcatct 3300 
agaagttaga ttcaaaatgg aaaacctatt catggctcag atttttcatt gtgggttaaa 3360 
aatgggtgtc tctgtactag tattgtattt attcaattga acttgtattc tgatttctaa 3420 
ccttgctacc tattgctgtt ttatgtactg atgaaagtac ctatttgtgt atattggatt 3480 
tttcacttgg ttagctaaag aagatgtaaa aatatctaaa ataatgttca tggtgaatct 3540 
tattttgaga aatacatgtt 3560 



<210> 11859 
<211> 2513 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (56). . (1747) 

<400> 11859 
aactagocca gccgcgcgga 
ggcgaccggc acctgggcgc 
gctgtccggg accagggccc 
gggaaacctc ctgcagctac 
gaagtacgga ccggtgttca 
tgggcaggag gctgtgcggg 
aaccgtagcg atgctggaag 
gcggtggagg cagctgagga 
gcgagaaggc gaggagctga 
gacagaagga cgcccattcg 
otgctccctc ctctttggcc 
ccgggcagct ggtggtaccc 
gttctoctgg ttcctgcggc 
caccttggct gccttcacag 
gggccccgca cgtgaccttg 
cccaggcaca gaattcacca 
tgggacgatg acggtcagca 
tcatgtccaa aagtgggtac 
aagcctaggg gaccgtaccc 
gctgctggcg ctggtgccca 



gcgcctggga gaggagaagg agccgacctg ccgagatgga 60 
tgctgctggc gctggcgctg ctcctgctgc tgacgctggc 120 
gaggccacct gccccccggg cccacgccgc tacoaotgct 180 
ggcccggggc gctgtattoa gggctcatgc ggctgagtaa 240 
ccatctaoct gggaccctgg cggcctgtgg tggtcctggt 300 
aggccctggg aggtcaggct gaggagttca gcggccgggg 360 
ggacttttga tggccatggg gttttcttct ccaacgggga 420 
agtttaccat gcttgctctg cgggacctgg gcatggggaa 480 
tccaggcgga ggcccggtgt ctggtggaga cattccaggg 540 
atccctccct gctgctggcc oaggccacct ccaacgtagt 600 
tccgcttctc ctatgaggat aaggagttcc aggccgtggt 660 
tgctgggagt cagctcccag gggggtcaga octacgagat 720 
ccctgccagg cccccacaag cagctcctcc accacgtcag 780 
tccggcaggt gcagcagcac caggggaacc tggatgcttc 840 
tcgatgcctt cctgctgaag atggcacagg aggaacaaaa 900 
acaagaacat gctgatgaca gtcatttatt tgctgtttgc 960 
ccacggtcgg otataccctc ctgctcctga tgaaataccc 1020 
gtgaggagct gaatcgggag ctgggggctg gccaggcacc 1080 
gcctccctta caccgacgcg gttctgcatg aggcgcagcg 1140 
tgggaatacc ccgcaccctc atgcggacca ccogcttccg 1200 
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agggtacacc ctgccccagg gcacggaggt cttccccctc cttggctcca tcctgcatga 1260 
ccccaacatc ttcaagcacc cagaagagtt caacccagac cgtttcctgg atgcagatgg 1320 
acggttcagg aagcatgagg cgttcctgcc cttctcctta gggaagcgtg tctgccttgg 1380 
agagggcctg gcaaaagcgg agctcttcct cttcttcacc accatcctac aagccttctc 1440 
cctggagagc ccgtgcccgc cggacaccct gagcctcaag cccaccgtca gtggcctttt 1500 
caacattccc ccagcctcaa cagtgggcat ggacagggtt aatgtctcca gagtgtacac 1560 
tgcaggcagc cacatttaca cgcctgcagt tgttttccgg agtctgtccc acggcccaca 1620 
cgctcacttg actcatgctg ctaagatgca caaccgcaca cccatacaca actacaaggg 1680 
ccacaaagca actgctgggt tagctttcca cagacataaa tatagtccat ctgcaatcac 1740 
aagcacatag ccaggtaacc caccaactcc cctggatctg cagcccacac gtgggagtct 1800 
ggctgtcacc ttcacaagcc acagaaacgg ccacacatgt tcacagctca cacgccctct 1860 
ccattcatcg aacttctcag tgtccctgtc cctggtgcct ggcacaggga acagcatgcc 1920 
ccctccgggg tcatgccacc cagagactgt cgctgtctat ggccccaact catgctccct 1980 
ctcttggcta caccactctc ccagcctgtg accaccgatg tccacacacc cccaaccact 2040 
tgtccacaca gctacccacg tacgacatcg tcccggctcc ccagagtatc ttcccactga 2100 
gacacgccgc ccccacagag gcacagtccc cagccacctc tgcaactgca gccctcagtc 2160 
accccttttt aagcaccctg attctaccaa atgcaaacac atctgggtct gcgattatgc 2220 
acagagactt tggacatacg aggaccctca gaccggagga acacctgccc aaccccaaca 2280 
cgtgcttatg taaccacgtg gaaagcggcc cctgctgccc ctccacacac acatacacac 2340 
tcactgatct acagcccctg ttcggcgtca gagtccccac tagacccagt ggaaggggtt 2400 
agagaccaag taggggccag tttccaattc accctgtcag ggagtgagcc ggatctgacg 2460 
ttccttgtga cttaagggtc cggcttggga attaaagttt gtttctggcc ttt 2513 



<210> 11860 
<211> 564 
<212> PRT 

<213> Homo sapiens 



<400> 11860 



Met 


Glu 


Ala 


Thr 


Gly 


Thr 


Trp 


Ala 


Leu 


Leu 


Leu Ala 


Leu 


Ala 


Leu 


Leu 


1 








5 










10 








15 




Leu 


Leu 


Leu 


Thr 


Leu 


Ala 


Leu 


Ser 


Gly 


Thr 


Arg Ala 


Arg 


Gly 


His 


Leu 








20 










25 








30 






Pro 


Pro 


Gly 


Pro 


Thr 


Pro 


Leu 


Pro 


Leu 


Leu 


Gly Asn 


Leu 


Leu 


Gin 


Leu 






35 










40 








45 








Arg 


Pro 


Gly 


Ala 


Leu 


Tyr 


Ser 


Gly 


Leu 


Met 


Arg Leu 


Ser 


Lys 


Lys 


Tyr 




50 










55 








60 










Gly 


Pro 


Val 


Phe 


Thr 


1 le 


Tyr 


Leu 


Gly 


Pro 


Trp Arg 


Pro 


Val 


Val 


Val 


65 










70 










75 








80 


Leu 


Val 


Gly 


Gin 


Glu 


Ala 


Val 


Arg 


Glu 


Ala 


Leu Gly 


Gly 


Gin 


Ala 


Glu 










85 










90 








95 




Glu 


Phe 


Ser 


Gly 


Arg 


Gly 


Thr 


Val 


Ala 


Met 


Leu Glu 


Gly 


Thr 


Phe 


Asp 








100 










105 








110 






Gly 


His 


Gly 


Val 


Phe 


Phe 


Ser 


Asn 


Gly 


Glu 


Arg Trp 


Arg 


Gin 


Leu 


Arg 






115 










120 








125 








Lys 


Phe 


Thr 


Met 


Leu 


Ala 


Leu 


Arg 


Asp 


Leu 


Gly Met 


Gly 


Lys 


Arg Glu 



130 135 140 
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u 1 y 


ft 1 1 ■ 

U 1 u 


ft 1 1 1 

U 1 u 


Leu 


1 1 A 

1 1 e 


ft 1 t-i 
u 1 n 


A 1 o 

A 1 a 


ft 1 ■ ■ 

G 1 U 


\ 40 










1 KA 
1 OU 






u 1 n 


ft \ \t 
u 1 y 


1 nr 


ft 1 1 1 
u 1 u 


ft 1 \/ 
u 1 y 


Arg 


rro 


rhe 










1 oo 








A 1 n 


1 nr 


oer 


Asn 


va 1 


va 1 


Cys 


O A V- 

oer 








1 oU 










Tyr 


b 1 U 


Asp 


Lys 


G 1 U 


rhe 


A 1 m 

G 1 n 


A 1 A 

A 1 a 






1 yo 










OAA 

zou 


Leu 


Leu 


u 1 y 


va 1 


i>er 


oer 


A 1 ^ 

G 1 n 


A 1 \t 

G ! y 














Z1 b 




Trp 


rne 


Leu 


Arg 


Pro 


1 Ai ■ 
Leu 


Pro 


A 1 

G 1 y 


ZZd 










ZoO 






Va 1 


ber 


1 hr 


Leu 


A 1 A 

Ala 


A 1 A 

Ala 


Phe 


Ihr 










Z4o 








u 1 y 


Asn 


Leu 


A AH 

Asp 


A 1 A 

A 1 a 


oer 


A 1 » * 

G 1 y 


Pro 








OCA 

zbO 










Leu 


Leu 


Lys 


Met 


Ala 


A 1 H 

G 1 n 


All! 

G 1 U 


A 1 . . 

G 1 U 






z/b 










oo A 

ZoO 


Asn 


Lys 


A 

Asn 


Met 


Leu 


M A^ 

Met 


Thr 


Va 1 




Z9U 










one 

Z9b 




met 


1 hr 


Va 1 


ber 


1 hr 


1 hr 


Va 1 


A 1 » . 

Gly 












310 






Tyr 


Pro 


His 


Val 


A 1 M 

G 1 n 


Lys 


Trp 


Va 1 










oZo 








(a 1 y 


A 1 n 

A 1 a 


G 1 y 


G 1 n 


A 1 A 

A 1 a 


Pro 


Ser 


1 ^ . . 
Leu 








O >l A 

o40 










1 hr 


Asp 


Ala 


Va 1 


Leu 


H 1 s 


G 1 u 


A 1 _ 

Ala 






OOO 










OCA 

360 


Met 


G 1 y 


1 1 A 

1 le 


Pro 


Arg 


Thr 


Leu 


Met 




370 










375 




1 hr 


Leu 


Pro 


G 1 n 


A 1 

G ly 


1 hr 


Glu 


Va 1 


OOO 










OAA 

oyo 






M 1 S 


Asp 


Pro 


A Am 

Asn 


1 le 


Phe 


Lys 


Hi s 










>l AC 

4Ub 








rne 


Leu 


Asp 


A t A 

A 1 a 


A AM 

Asp 


A 1 » * 

G 1 y 


Arg 


Phe 


















rne 


Ser 


Leu 


G 1 y 


Lys 


Arg 


\#A 1 
Va 1 


Cys 






4oO 










440 


G I u 


Leu 


Phe 


Leu 


Phe 


Phe 


Thr 


TU ^ 

Thr 




450 










455 




Ser 


Pro 


Cys 


Pro 


Pro 


Asp 


Thr 


Leu 


465 










470 






Leu 


Phe 


Asn 


1 le 


Pro 


Pro 


Ala 


Ser 










485 








Val 


Ser 


Arg 


Val 


Tyr 


Thr 


Ala 


Gly 








500 










Val 


Phe 


Arg 


Ser 


Leu 


Ser 


His 


Gly 






515 










520 



A 1 A 

Ala 




Cys 


Leu 


\/a 1 

Va 1 


All! 

G 1 U 


Ihr Phe 






155 








-1 CA 

IbO 


A AH 

Asp 


Pro 


Ser 


Leu 


1 Al . 

Leu 


1 Al • 

Leu 


A 1 A A 1 M 

Ala Gin 




•i *7A 

1 /O 










•i "JET 

1 /b 


Leu 


Leu 


Phe Gly 


Leu 


A 

Arg 


Phe Ser 


1 ob 










1 AA 

1 90 




Va 1 


Val 


Arg Ala 


A 1 ^ 

Ala 


Gly 


1 . . TU ^ 

Gly Thr 










OAC 

205 






Gly 


Gin 


Thr Tyr 


Glu 


Met 


Phe Ser 








220 








Pro 


His 


Lys Gin 


Leu 


Leu 


His His 






235 








240 


Va 1 


Arg 


Gin 


Val 


o 1 — 
G 1 n 


G 1 n 


LI : ^ 1 _ 

His Gin 




250 










255 


Ala 


Arg 


Asp 


Leu 


Val 


Asp 


Ala Phe 


occ 

zob 










2/0 




Gin 


Asn 


Pro Gly 


Thr 


Glu 


Phe Thr 










285 






1 1 e 


Tyr 


Leu 


Leu 


Phe 


Ala 


Gly Thr 








300 








Tyr 


Thr 


Leu 


Leu 


Leu 


Leu 


Met Lys 






315 








320 


Arg 


Glu 


Glu 


Leu 


Asn 


Arg 


Glu Leu 




330 










335 


Gly 


Asp 


Arg Thr 


Arg 


Leu 


Pro Tyr 


345 










350 




Gin 


Arg 


Leu 


Leu 


Ala 


Leu 


Va 1 Pro 










365 






Arg 


Thr 


Thr Arg 


Phe 


Arg 


Gly Tyr 








380 








Phe 


Pro 


Leu 


Leu 


^ 1 
Gly 


Ser 


1 1 e Leu 






395 








400 


Pro 


G 1 u 


Glu 


Phe 


Asn 


Pro 


Asp Arg 




410 










415 


Arg 


Lys 


His 


Glu 


A 1 ^ 

Ala 


Phe 


Leu Pro 


4Zb 










430 




Leu 


Gly 


Glu 


Gly 


Leu 


Ala 


Lys Ala 










445 






1 le 


Leu 


Gin 


Ala 


Phe 


Ser 


Leu Glu 








460 








Ser 


Leu 


Lys 


Pro 


Thr 


Val 


Ser Gly 






475 








480 


Thr 


Val 


Gly 


Met 


Asp 


Arg 


Val Asn 




490 










495 


Ser 


His 


1 le 


Tyr 


Thr 


Pro 


Ala Val 



505 510 
Pro His Ala His Leu Thr His Ala 
525 
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Ala Lys Met His Asn Arg Thr Pro Me His Asn Tyr Lys Gly His Lys 

530 535 540 

Ala Thr Ala Gly Leu Ala Phe His Arg His Lys Tyr Ser Pro Ser Ala 
545 550 555 560 

Me Thr Ser Thr 



<210> 11861 

<211> 2315 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (339). . (2315) 
<400> 11861 

gctagccttg cgcggcgcgg gagagcgcag tggcgccggc gggaaagggc tgcggacctg 60 
cggcgccgcg ttgtgcgttc gaogaogcgg oaccggcttc gaogccctct gcccgctcca 120 
gaagcagtaa gaagacatgt tggataacaa gaagaggtgt agagtttgca tatatcaact 180 
gtggccttaa tgagcatgtt gaoagcatcg atgctagaca gacagtcttt ttactgctgg 240 
attgtgcaag atatttaacc ctattttgtt tgaattatga cttaaatgtc aaacatctta 300 
actaagaaaa gggaaaoatt ttagttttgg aagtcagaat gccaaggaga aggaaaaatc 360 
ttgggggaaa tccttttcgg aagactgcaa accctaagga agttgtcgta tccagtgttg 420 
otagtcgtga ggagccaacc actactctac cttccatggg tgagacaaaa gttgatcagg 480 
aagaactctt caccagtatc tcagagatat tttctgatct ggatcctgat gtagtgtatt 540 
tgatgctttc tgaatgtgat ttcaaagttg aaaatgctat ggattgtcta ttagaattat 600 
ctgocactga taccaagata gaagaatcat cttcacaaag tttcgttgct tctgagaaco 660 
aagtaggtgc agoagaaagt aaaataatgg aaaaacgtcc tgaagaagag agtgaagatt 720 
caaaaatgga ttcatttttg gacatgcagc taactgaaga cctggattcc ttaatacaga 780 
atgcttttga gaaattgaac tcttctcctg atgaccaagt ataotcattt ttgccttcao 840 
aagatgttaa tagttttaat gaotcaagtg agtttataaa tcctgattca agtaatatga 900 
otcccatttt ttctacacaa aatatgaatt tgaacggtga aaatttagag aattctggtt 960 
ctactttaag tttaaaccca ttaccttcac attcagtttt gaacgagtcc aagtgtttta 1020 
taaaggataa cacattggct ttggaaagta aotacccgga agattctctt ctcagtagtt 1080 
ctttaaatgt agoaagtgac tccatcgcag gttgtagcag tctcaatcaa aaacagaaag 1140 
aacttttaga atctgagtgc gttgaggctc aattctctga agctcctgta gatttggatg 1200 
ccagtgaacc tcaggcttgt ttaaaccttc cagggcttga tttacctggt acaggtgggg 1260 
atcagaaatc tactcgggtc tctgatgtgt ttotacctto cgaagggtto aacttcaagc 1320 
cacacaaaca toctgaactg ccaaotaagg ggaaggatgt gagttactgo coggtacttg 1380 
ctcctctccc attgctgttg cctcctccgc cacctccacc gatgtggaat ccaatgattc 1440 
ctgcttttga cctcttccaa ggaaaccatg gctttgtagc tcctgttgta accacagctg 1500 
cacactggag atotgtcaac tacacatttc oaccctcagt tatttctcac acttccccaa 1560 
oaaaagtatg gagaaataaa gatggaacaa gtgcttatca agtacaagaa accccagttt 1620 
ttoaggttgt aagaaagaag acatcttacg ttggactagt tcttgttctt ctcagaggtc 1680 
ttccgggatc tggaaaatct tttttggcaa ggactttgca agaggataat ccaagtggag 1740 
tcattcttag tactgatgat tatttttata taaatggaca gtacoagttt gatgtaaagt 1800 
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acttaggaga agcacatgaa tggaaccaga 
tatctcctat aattatagat aatacaaacc 
ctttgtctca gaaacacaaa tataaagtcc 
ttaaaccaaa ggaacttgca aggcgtaaca 
gaatgttgga acattatcaa cgttttgttt 
cagagaaaat tgaacgtatt gagttgtgtg 
caagagacga tgaagatatt atctctgaaa 
agcatctaga gttcactgaa gagaagaatc 
agaatgttgc atatctctct aatgcagatt 



atcgtgcaaa agaagcattt gagaagaaga 1860 
tacaggcatg ggaaatgaaa ccatatgttg 1920 
tttttcggga accagacaca tggtggaagt 1980 
ttcatggggt aagcaaagaa aaaataacaa 2040 
cagtgccaat aattatgagt tcttcggttc 2100 
catattcttg tgaggataga agcactagcc 2160 
aagaagaaaa tattttatct ttatctttga 2220 
ttgatgtaac caaagaaaca atgttacctg 2280 
taaac 2315 



<210> 11862 
<211> 659 
<212> PRT 

<213> Homo sapiens 
<400> 11862 

Met Pro Arg Arg Arg Lys Asn Leu Gly Gly Asn Pro Phe Arg Lys Thr 

1 5 10 15 

Ala Asn Pro Lys Glu Val Val Val Ser Ser Val Ala Ser Arg Glu Glu 

20 25 30 

Pro Thr Thr Thr Leu Pro Ser Met Gly Glu Thr Lys Val Asp Gin Glu 

35 40 45 

Glu Leu Phe Thr Ser Me Ser Glu Me Phe Ser Asp Leu Asp Pro Asp 

50 55 60 

Val Val Tyr Leu Met Leu Ser Glu Cys Asp Phe Lys Val Glu Asn Ala 
65 70 75 80 

Met Asp Cys Leu Leu Glu Leu Ser Ala Thr Asp Thr Lys I le Glu Glu 

85 90 95 

Ser Ser Ser Gin Ser Phe Val Ala Ser Glu Asn Gin Val Gly Ala Ala 

100 105 110 

Glu Ser Lys I le Met Glu Lys Arg Pro Glu Glu Glu Ser Glu Asp Ser 

115 120 125 

Lys Met Asp Ser Phe Leu Asp Met Gin Leu Thr Glu Asp Leu Asp Ser 

130 135 140 

Leu Me Gin Asn Ala Phe Glu Lys Leu Asn Ser Ser Pro Asp Asp Gin 
145 150 155 160 

Val Tyr Ser Phe Leu Pro Ser Gin Asp Val Asn Ser Phe Asn Asp Ser 

165 170 175 

Ser Glu Phe Me Asn Pro Asp Ser Ser Asn Met Thr Pro Me Phe Ser 

180 185 190 

Thr Gin Asn Met Asn Leu Asn Gly Glu Asn Leu Glu Asn Ser Gly Ser 

195 200 205 

Thr Leu Ser Leu Asn Pro Leu Pro Ser His Ser Val Leu Asn Glu Ser 

210 215 220 

Lys Cys Phe Me Lys Asp Asn Thr Leu Ala Leu Glu Ser Asn Tyr Pro 
225 230 235 240 

Glu Asp Ser Leu Leu Ser Ser Ser Leu Asn Val Ala Ser Asp Ser I le 
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245 




OCA 
ZOXJ 




255 




Ala Gly Cys Ser Ser Leu Asn 


bin Lys uln Lys Glu Leu 


Leu 


Glu 


Ser 


260 




Zoo 


270 






Glu Cys Val Glu Ala Gin 


Phe 


Oau- /^lii AI»K DuBA If^l A^-^ 

ber Glu Ala Pro Val Asp 


Leu Asp Ala 


275 




zoO 285 








Ser Glu Pro Gin Ala Cys 


Leu 


Asn Leu Pro Gly Leu Asp 


Leu 


Pro 


Gly 


290 


295 


300 








Thr Gly Gly Asp Gin Lys Ser 


Ihr Arg Val Ser Asp Val 


Phe 


Leu 


Pro 


305 310 




Jib 






320 


Ser Glu Gly Phe Asn Phe 


Lys 


Pro His Lys His Pro Glu 


Leu 


Pro 


Thr 


325 




ooU 




335 




Lys Gly Lys Asp Val Ser 


Tyr 


Cys Pro Val Leu Ala Pro 


Leu 


Pro 


Leu 


340 




^ AC 


350 






Leu Leu Pro Pro Pro Pro 


Pro 


Pro Pro Met Trp Asn Pro 


Met 


1 le 


Pro 


355 




o^A o r" 

360 365 








Ala Phe Asp Leu Phe Gin 


Gly 


Aa« LIIa rtL..^ 

Asn His Gly Phe Va 1 Ala 


Pro 


Val 


Val 


370 


375 


380 








Thr Thr Ala Ala His Trp Arg 


Ser Val Asn Tyr Thr Phe 


Pro 


Pro 


Ser 


385 390 




395 






400 


Val 1 le Ser His Thr Ser 


Pro 


Thr Lys Va 1 Trp Arg Asn 


Lys Asp Gly 


405 




410 




415 




Thr Ser Ala Tyr Gin Val 


Gin 


Glu Thr Pro Val Phe Gin 


Val 


Val 


Arg 


420 




425 


430 






Lys Lys Thr Ser Tyr Val 


Gly 


Leu Val Leu Val Leu Leu 


Arg Gly 


Leu 


435 




440 445 








Pro Gly Ser Gly Lys Ser Phe 


Leu Ala Arg Thr Leu Gin 


Glu Asp Asn 


450 


455 


460 








Pro Ser Gly Val Me Leu 


Ser 


Thr Asp Asp Tyr Phe Tyr 


1 1 e Asn G 1 y 


465 470 




4/5 






480 


Gin Tyr Gin Phe Asp Val 


Lys 


Tyr Leu Gly Glu Ala His 


Glu 


Trp Asn 


485 




A A A 

490 




495 




Gin Asn Arg Ala Lys Glu 


Ala 


Phe Glu Lys Lys 1 le Ser 


Pro 


1 le 


1 le 


500 




505 


510 






1 1 e Asp Asn Thr Asn Leu 


Gin 


Ala Trp Glu Met Lys Pro 


Tyr Val 


Ala 


515 




COA coir 

bZO 525 








Leu Ser Gin Lys His Lys 


Tyr 


Lys Val Leu Phe Arg Glu 


Pro Asp 


Thr 


530 


535 


C Ad 

540 








Trp Trp Lys Phe Lys Pro 


Lys 


Glu Leu Ala Arg Arg Asn 


1 le 


His 


Gly 


545 550 




ooo 






560 


Va 1 Ser Lys G 1 u Lys 1 1 e 


Thr 


Arg Met Leu Glu His Tyr 


Gin Arg Phe 


565 




570 




575 




Val Ser Val Pro Me Me 


Met 


Ser Ser Ser Val Pro Glu 


Lys 


1 le 


Glu 


580 




585 


590 






Arg Me Glu Leu Cys A 1 a 


Tyr 


Ser Cys Glu Asp Arg Ser 


Thr 


Ser 


Pro 


595 




600 605 








Arg Asp Asp Glu Asp 1 le 


1 le 


Ser Glu Lys Glu Glu Asn 


1 le 


Leu 


Ser 


610 


615 


620 








Leu Ser Leu Lys His Leu 


Glu 


Phe Thr Glu Glu Lys Asn 


Leu 


Asp 


Val 
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625 630 635 640 

Thr Lys Glu Thr Met Leu Pro Glu Asn Val Ala Tyr Leu Ser Asn Ala 
645 650 655 

Asp Leu Asn 



<210> 11863 

<211> 2548 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (10). . (2187) 

<400> 11863 

aaaaaaaaga tgaatcactg caacttgtgg 
atcttgcgga tcatgtgocg totggaggag 
acaccgogcc ctgccacaga ggctgagctg 
catctccggg ccacagagaa aatgaaaacc 
gactccatct atatctgccc cagtaccttc 
tgccgcctgg tggaggctgt gctctcagga 
cccocaggac accacgoaga gcaggatgca 
gctgtggctg ctcgccatgc coagactatc 
gattgggatg tccaccacgg taatggaact 
ctatatgtgt ccctgcaccg ctatgatcat 
gccagcagcc agatcggccg ggctgcgggc 
gggccccgca tgggtgatgc tgactaccta 
gcotaogagt ttaacccaga actggtgotg 
gatccgctgg ggggctgcca ggtgtcacct 
atgggccttg ccagtggccg oattatcctt 
atctcagagt ccatggctgc ctgcactcgc 
accctgccac ggcccccact atoaggggcc 
catcgcagat actggogcag cttacgggtc 
agttctaagt tggtcaccaa gaaggcaccc 
atgaccacac gagaaaagaa ggttctggaa 
tttggggaag agtccactcc aggccagact 
caggaccagc cctcagaggc agccacaggg 
gcagccattg ggggagccat gctgggccag 
actccggacc agaccacotc agaggagact 
toagaggatg ctgttggggg agccacgctg 
ggagctacac tggcccagac cacctcggag 
actacgtcag aggaggctcc agggggcacc 
acagaccacc agaccocccc aacctcacct 
agtacactga ttgggagtct caggaccttg 
gaatctcagg ccccaggaga ggagaaccta 
gctgattoga tgctgatgca gggatctagg 



gaoagccacc accctgaggt accocagcgc 60 
ctgggccttg ccgggcgctg cctcaccctg 120 
ctcacctgtc acagtgctga gtacgtgggt 180 
cgggagctgc accgtgagag ttccaacttt 240 
gcctgtgcac agcttgccac tggcgctgcc 300 
gaggttctga atggtgctgo tgtggtgcgt 360 
gcttgcggtt tttgcttttt caactctgtg 420 
agtgggcatg ccctacggat cctgattgtg 480 
cagcacatgt ttgaggatga ccccagtgtg 540 
ggcaccttct tccccatggg gggtgagggt 600 
acaggcttca ccgtcaacgt ggcatggaac 660 
gctgcctggo atcgcctggt gcttcccatt 720 
gtctcagctg gotttgatgc tgcacggggg 780 
gagggttatg occacctcac ccacctgctg 840 
atcctagagg gtggctataa cctgacatcc 900 
tccctccttg gagacccacc acccctgctg 960 
ctggcctcaa tcactgagac catccaagtc 1020 
atgaaggtag aagaoagaga aggaccctcc 1080 
caaccagcca aacctaggtt agctgagcgg 1140 
gcaggcatgg ggaaagtcac ctcggcatca 1200 
aactcagaga cagctgtggt ggccctcact 1260 
ggagccactc tggcccagac catttctgag 1320 
accacctcag aggaggctgt cgggggagcc 1380 
gtgggaggag ccattctgga ccagaccacc 1440 
ggccagacta cctcagagga ggctgtagga 1500 
gcagccatgg agggagccac actggaccag 1560 
gagctgatcc aaactcctct agcctcgagc 1620 
gtgcagggaa ctacacccca gatatctccc 1680 
gagctaggca gcgaatctca gggggcctca 1740 
ctaggagagg cagctggagg tcaggacatg 1800 
ggcctcactg atcaggccat attttatgct 1860 
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gtgacaccac tgccctggtg tccccatttg 
ctagacgtga cccaaccttg tggggactgt 
tcttgctatc aggtctactg tggtcgttac 
aattctggac acccgctggt cctcagctac 
caggcctatg tccaccacca ggctctccta 
tttggggagg atatgcccca cccacactaa 
gaggcccacg atagaccagc tgtagctcat 
tcccactgca tcccatcctg aatatccttt 
taatactttt aagagaactg cgacgattaa 
tgaggggcac cactactcca gcccagaagg 
gagctgatat catgaggata acattggcgg 
ttgcatatgt aataaagtac aagctgtt 



gtggcagtat gccccatacc tgcagcaggc 1920 
ggaacaatcc aagagaattg ggtgtgtctc 1980 
atcaatggcc acatgctcca acaccatgga 2040 
atcgacctgt cagcctggtg ttactactgt 2100 
gatgtgaaga acatcgccca ccagaacaag 2160 
gccccagaat acggtccctc ttcaccttct 2220 
tccagcctgt accttggatg aggggtagcc 2280 
gcaactcccc aagagtgctt atttaagtgt 2340 
ttgtggatct ccccctgccc attgcctgct 2400 
aaaggggggc agctcagtgg ccccaagagg 2460 
gaggggagtt aactggcagg catggcaagg 2520 

2548 



<210> 11864 
<211> 726 
<212> PRT 

<213> Homo sapiens 



<400> 11864 



Met 


Asn His 


Cys 


Asn 


Leu 


Trp 


Asp Ser His 


His Pro Glu Val Pro Gin 


1 






5 






10 


15 


Arg 


1 le Leu 


Arg 


1 le 


Met 


Cys 


Arg Leu Glu 


Glu Leu Gly Leu Ala Gly 






20 








25 


30 


Arg 


Cys Leu 


Thr 


Leu 


Thr 


Pro 


Arg Pro Ala 


Thr Glu Ala Glu Leu Leu 




35 










40 


45 


Thr 


Cys His 


Ser 


Ala 


Glu 


Tyr 


Val Gly His 


Leu Arg Ala Thr Glu Lys 




50 








55 




60 


Met 


Lys Thr 


Arg 


Glu 


Leu 


His 


Arg Glu Ser Ser Asn Phe Asp Ser Me 


65 








70 






75 80 


Tyr 


1 1 e Cys 


Pro 


Ser 


Thr 


Phe 


Ala Cys Ala Gin Leu Ala Thr Gly Ala 








85 






90 


95 


Ala 


Cys Arg 


Leu 


Val 


Glu 


Ala 


Val Leu Ser Gly Glu Val Leu Asn Gly 






100 








105 


110 


Ala 


Ala Val 


Val 


Arg 


Pro 


Pro 


Gly His His 


Ala Glu Gin Asp Ala Ala 




115 










120 


125 


Cys 


Gly Phe 


Cys 


Phe 


Phe 


Asn 


Ser Val Ala 


Val Ala Ala Arg His Ala 




130 








135 




140 


Gin 


Thr Me 


Ser 


Gly 


His 


Ala 


Leu Arg 1 1 e 


Leu lie Va 1 Asp Trp Asp 


145 








150 






155 160 


Val 


His His 


Gly 


Asn 


Gly 


Thr 


Gin His Met 


Phe Glu Asp Asp Pro Ser 








165 






170 


175 


Val 


Leu Tyr 


Val 


Ser 


Leu 


His 


Arg Tyr Asp 


His Gly Thr Phe Phe Pro 






180 








185 


190 


Met 


Gly Gly 


Glu 


Gly 


Ala 


Ser 


Ser Gin lie 


Gly Arg Ala Ala Gly Thr 




195 










200 


205 


Gly 


Phe Thr 


Val 


Asn 


Val 


Ala 


Trp Asn Gly 


Pro Arg Met Gly Asp Ala 




210 








215 




220 
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Asp 


Tyr 


Leu 


A 1 a 


A 1 A 

A 1 a 


Irp 


h 1 s 


Arg Leu 


Va 1 


Leu 


Pro 


1 1 ^ 
1 1 e 


A 1 A 

A 1 a 


Tyr Glu 












ZoU 










zob 










240 


rhe 


Asn 


Pro 


b 1 u 


Leu 


Va 1 


1 Ai ■ 

Leu 


Wa I 

Va 1 


oer 


A 1 A 

Ala 


Ci 1 y 


rhe 


A AM 

Asp 


A 1 A 

Ala 


Ala Arg 










O >l c 

z4b 










zbO 














u 1 y 


Asp 


rro 


Leu 


u 1 y 


u 1 y 


Cys 


u 1 n 


va 1 


ber 


Pro 


1 . . 
u 1 u 


u 1 y 


Tyr 


A 1 ^ 

Ala 


LI : M 

n 1 s 


















zob 










z/U 






Leu 


Inr 


LI : « 

Hi s 


1 A. . 
Leu 


Leu 


Met 


Gly 


Leu 


A 1 A 

A 1 a 


Ser 


Gly 


Arg 


1 1 e 


1 le 


Leu 


1 1 A 

1 1 e 






Z/b 










zoO 










zob 








Leu 


U 1 u 


u 1 y 


u 1 y 


Tyr 


A AM 

Asn 


1 Ai • 
Leu 


Thr 


Ser 


1 1 — 
1 le 


Ser 


Glu 


Ser 


Met 


Ala 


Ala 














one 

zyb 










oOO 










Cys 


1 nr 


Arg 


Ser 


1 All 
Leu 


1 Ai • 
Leu 


Gly 


Asp 


Pro 


Pro 


Pro 


Leu 


Leu 


TL. ^ 

Thr 


Leu 


Pro 












310 










31b 










320 


Arg 


Pro 


Pro 


Leu 


Ser 


Gly 


Ala 


Leu 


Ala 


Ser 


1 1 — 
1 1 e 


Thr 


G 1 u 


Thr 


1 le 


Gin 










32b 










330 










335 




Va 1 


LI I « 

H 1 S 


Arg 


Arg 


Tyr 


Trp 


A ^« 

Arg 


Ser 


Leu 


A ^ ^ 

Arg 


Va 1 


Al ^ J. 

Met 


Lys 


Val 


Glu 


Asp 








340 










345 










350 






Arg 


Glu 


G 1 y 


Pro 


Ser 


Ser 


Ser 


Lys 


Leu 


Va 1 


Thr 


Lys 


Lys 


A 1 . 

Ala 


Pro 


Gin 






one 

oob 










360 










365 








Pro 


A 1 A 

Ala 


Lys 


Pro 


Arg 


Leu 


A 1 

Ala 


Glu Arg 


Met 


Thr 


Tl_ 

Thr 


A 

Arg 


Glu 


Lys 


Lys 




o/O 










O "~7 C 

375 










380 










Va 1 


Leu 


Glu 


Ala 


Gly 


Met 


Gly 


Lys 


Val 


Thr 


Ser 


Ala 


Ser 


Phe 


Gly Glu 


oob 










390 










395 










400 


Glu 


Ser 


Thr 


Pro 


G 1 y 


G 1 n 


Thr 


Asn 


Ser 


Glu 


Thr 


Ala 


Val 


Va 1 


Ala 


Leu 










40b 










410 










415 




Thr 


G 1 n 


Asp 


G 1 n 


Pro 


Ser 


Glu 


Ala 


Ala 


Thr 


Gly 


Gly 


Ala 


Thr 


Leu 


Ala 








420 










425 










430 






G 1 n 


Thr 


1 1 e 


f* ^ — 
Ser 


G 1 u 


A 1 ^ 

Ala 


Ala 


1 le Gly 


Gly 


Ala 


Met 


Leu 


Gly 


Gin 


Thr 






435 










440 










A A^ 

445 








Thr 


Ser 


G 1 u 


G 1 u 


Ala 


Va 1 


Gly 


Gly Ala 


Thr 


Pro 


Asp 


/\ 1 
Gin 


Thr 


Thr 


Ser 




450 










455 










460 










G 1 u 


G lu 


Thr 


Va 1 


Gly 


Gly 


A 1 

Ala 


1 le 


Leu 


Asp 


Gin 


Thr 


Thr 


Ser 


Glu 


Asp 


4oo 










4/0 










475 










480 


A 1 « 

Ala 


Va 1 


Gly 


G 1 y 


A 1 A 

Ala 


Thr 


1 A. . 
Leu 


Gly Gin 


Thr 


Thr 


Ser 


Glu 


Glu 


Ala 


Val 










4ob 










A AO 

490 










495 




u 1 y 


u ly 


A 1 A 

Ala 


Thr 


1 A. . 
Leu 


A 1 A 

Ala 


G 1 n 


Thr 


Thr 


Ser 


G 1 u 


A 1 — 

Ala 


A 1 

Ala 


Met 


Glu 


Gly 








bOO 










505 










510 






A 1 A 

Ala 


1 nr 


1 A. ■ 
Leu 


Ann 

Asp 


u 1 n 


Thr 


Thr 


Ser 


Glu 


Glu 


A 1 — . 

Ala 


Pro 


Gly 


Gly 


Thr 


Glu 






bib 










520 










c oc 

b2b 








Leu 


1 le 


G 1 n 


Thr 


Pro 


Leu 


Ala 


Ser 


Ser 


Thr 


Asp 


His 


Gin 


Thr 


Pro 


Pro 




530 










535 










540 










Thr 


Ser 


Pro 


Val 


Gin 


Gly 


Thr 


Thr 


Pro 


Gin 


1 le 


Ser 


Pro 


Ser 


Thr 


Leu 


545 










550 










555 










560 


1 le 


Gly 


Ser 


Leu 


Arg 


Thr 


Leu 


Glu 


Leu 


Gly 


Ser 


Glu 


Ser 


Gin 


Gly Ala 










565 










570 










575 




Ser 


Glu 


Ser 


Gin 


Ala 


Pro 


Gly 


Glu 


Glu 


Asn 


Leu 


Leu 


Gly 


Glu 


Ala 


Ala 








580 










585 










590 






Gly 


Gly 


Gin 


Asp 


Met 


Ala 


Asp 


Ser 


Met 


Leu 


Met 


Gin 


Gly 


Ser 


Arg Gly 






595 










600 










605 
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1 Okl 1 

l_6U 


1 nr Asp 


a 1 n 

u 1 n 


A \ o 

A 1 a 


1 1 A 
1 1 e 


rne 


Tyr A 1 a 


va 1 


Thr 


Pro Leu 


Pro Trp Cys 












0 1 o 








620 




rro 


H i s Leu 


va 1 


A 1 o 

A 1 a 


\/o 1 

va 1 


oys 


rro I 1 e 


Pro 


Ala Ala Gly 


Leu Asp Val 










OoU 








635 




640 


1 nr 


u I n rro 


uys 


la 1 y 


Asp 


Cys 


u 1 y 1 nr 


1 1 A 

1 1 e 


Gin 


Glu Asn 


Trp Val Cys 








040 








DOO 






655 


Leu 


Ser Cys 


Tyr 


Gin 


Val 


Tyr 


Cys Gly 


Arg 


Tyr 


1 1 e Asn 


Gly His Met 






660 








665 








670 


Leu 


Gin His 


His 


Gly 


Asn 


Ser 


Gly His 


Pro 


Leu 


Val Leu 


Ser Tyr lie 




675 










680 






685 




Asp 


Leu Ser 


Ala 


Trp 


Cys 


Tyr 


Tyr Cys 


Gin 


Ala 


Tyr Val 


His His Gin 




690 








695 








700 




Ala 


Leu Leu 


Asp 


Val 


Lys 


Asn 


1 le Ala 


His 


Gin 


Asn Lys 


Phe Gly Glu 


705 








710 








715 




720 


Asp 


Met Pro 


His 


Pro 


His 















725 



<210> 11865 

<211> 4220 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (89) . . (3646) 

<400> 11865 

acgttgcccg ggatgcggac aggttccgcc goctccagog ccccatcotg agccgattat 60 
ctgcaattat gaaatgaagt aactcaagat gagcaagtta aaagtgatac cagaaaaaag 120 
ccttaooaat aattctagga tcgtaggact cctggctcaa ctggagaaga tcaatgctga 180 
goottcagaa tcagacactg cccgatatgt tacatcaaaa attcttcatc tggctcagag 240 
tcaagaaaaa acaaggagag aaatgacagc caaaggttct acaggaatgg aaattctgot 300 
gtcaacatta gagaacacaa aagatcttca aactaoactt aatatcttaa gcattcttgt 360 
tgagctggtg tcagctggtg gaggtcgaag agtgagttto ttagtcacca aaggtggttc 420 
acaaatattg ttgoagttao ttatgaatgc cagcaaagaa tctcccocac atgaggactt 480 
aatggtacag attcattcta ttcttgcaaa gattggacca aaagataaaa aatttggagt 540 
aaaggctaga attaatgggg ctctgaatat aaccctgaat ttggtcaagc agaatttgca 600 
gaatcatcgc ttggttctac cttgccttca gcttttacga gtatattotg ccaactctgt 660 
gaattcagta tccttaggga aaaatggagt tgtggaactg atgtttaaaa tcattggaco 720 
atttagtaag aagaattcoa gtottataaa ggttgcttta gacactcttg ctgcattgct 780 
aaaatoaaaa acaaatgcca ggagagctgt agacagagga tatgtccaag tgcttttaac 840 
aatttatgta gattggcacc gccatgataa ccggcataga aacatgctoa ttoggaaagg 900 
aattttacgg agtttaaaaa gtgttacaaa catcaagttg ggaagaaaag catttattga 960 
tgccaatggg atgaaaattc tgtataatac ttcgcaattg cctgttattc ctgtgactgg 1020 
tcctgtggct cagctotaca gcttacctoo tgaagtggat gacgtagtag atgaaagtga 1080 
tgacaacgat gatattgatg tagaagctga aaacgaaact gagaatgaag atgacctaga 1140 
toaaaatttt aagaatgatg atattgaaac agatattaac aaactaaaac cccagcaaga 1200 
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accgggacga acaatagaag atctaaaaat 
tgattttcag gactatgatt taatctccaa 
agtacgtggt cctattgttg ttcctacggc 
tttaagaaaa gttgtaatga aggagaacat 
gtctaccttt atggatctag caaaagaaga 
gcagccaggt gatcaaaata gaactatttc 
aaaggccttg gaccgaatta cattgcagaa 
tgcagaaatg aagaaggact gcagtcttcc 
tccacacatg gctacttgtg gaaatgttct 
gctttgctgc actggagttg gaactgaaga 
agaacaagca tcggttgaag tacctgatgg 
tgagattgtg aaaaatacga agtctgtccc 
ttttggtcac attccgcctc cattcaaaga 
aaggacaaaa attgctcaag atattgaaag 
tgtggtatat gacttggata acccaaatta 
atttaactcc aaatttgagt ctgggaatct 
atatgatctt attctgaact cagacataaa 
tgaagtcagt ggaatgcgac caggtgttgc 
gtccaacagt cagtttaatt atggtatgca 
aaatgccaga ccatggtgga ttcgtatggg 
ctcaagaagt tcagttgctg caggtgggca 
tactgtcaat tttccacata aagatgatgt 
gtattcaact ttacagatgc atcttcaaaa 
ctattttcgg aaagatgtgt tatgtgaaac 
tataacagca atgccagagt ctaattatta 
ttacgttttc ttgtctgctc gggtacatcc 
aggaacgttg gaatatctca tgagcaataa 
tatttttaaa attgtcccta tgttaaatcc 
ttctttaagt ggagaggatt tgaataggca 
tacaatttac catgctaagg ggctgttgca 
ggtttattgt gattatcatg gccattcccg 
catcaaagag acagtgtggc ataccaatga 
tacgggatac aggacattgc ctaagatact 
cagctgtagc ttcgtagtgg aaaaatctaa 
ggaaatagga gtacaaagaa gttataccat 
aaaatacaag ggtttacaga ttggtacccg 
tgttggtctt ttacgtttga aaagactgac 
cctgcttgac tttgaaaatg atttaattga 
ttatgtcttg gatgaagatg aacctcgatt 
taatgatgag ttagatattg agttggctga 
agaagaagta ctttctgact ctgaattatc 
tctcttgtta actgcaaaga ataaatgaaa 
agagaaatga gtttatacag agctgactca 
gtttcaagat aataaatgtg ttattaatta 
atattcaatg cactttatgt agcattgaat 
aaaaacctga gtatcattgc atgaattttt 
ggataatttt gaagtgtgtt cagaatataa 
gacttgttga aaactaatat atatgtacat 



gtatgaacac cttttccctg agcttgttga 1260 
agaaccaaag ccttttgtat ttgagggaaa 1320 
aggcgaggga acatctggga attctggcaa 1380 
atcttctaaa ggagatgaag gtgaaaagaa 1440 
tattaaagat aatgatagaa cattacaaca 1500 
atcagtccat ggtttaaaca atgatattgt 1560 
tattccttct caaacagccc caggttttac 1620 
tcttactgtc cttacctgtg ctaaagcatg 1680 
gtttgaggga agaacagttc agctagggaa 1740 
tgatgaagat actgagtcaa attcatcggt 1800 
accaacactc catgacccag acctctatat 1860 
agaatattca gaggtggctt atcccgatta 1920 
gcctatttta gaaaggcctt atggtgtaca 1980 
gctaatacat cagagtgata tcatagatcg 2040 
caccattcca gaagagggag atattttgaa 2100 
gcgcaaagta attcaaatta gaaaaaatga 2160 
cagcaatcat tatcatcagt ggttttactt 2220 
ttacaggttt aacatcatta actgtgaaaa 2280 
accactcatg tattcggttc aggaagcatt 2340 
gactgacatt tgttactata aaaatcattt 2400 
aaagggaaaa tcctactata caattacatt 2460 
ttgctacttt gcttatcact atccatatac 2520 
attggaatca gcacacaatc ctcagcaaat 2580 
cctgtctgga aacagctgcc ccttggtgac 2640 
tgaacatatc tgccatttca gaaatcgccc 2700 
tggagaaact aatgcaagtt gggttatgaa 2760 
ccccactgct cagagcttac gagaatctta 2820 
agatggtgtc atcaatggaa atcatcgctg 2880 
gtggcaaagt ccaagtccgg atttacatcc 2940 
atacttggct gcagtgaagc gtttaccctt 3000 
aaagaagaat gtatttatgt atggttgcag 3060 
taatgcaact tcatgtgatg ttgtggagga 3120 
gagccatatc gccccagcat tttgcatgag 3180 
agaatccaca gcacgtgttg tagtttggag 3240 
ggagagtact ttatgtggct gtgatcaggg 3300 
agaactggaa gagatgggag caaaattttg 3360 
ctctccattg gagtataatc tgccttccag 3420 
atcaagctgc aaagtaacta gccctaccac 3480 
ccttgaagaa gttgattaca gtgcagaaag 3540 
aaatgtagga gattatgaac cttctgctca 3600 
aagaacatac ctaccttgag cccgctgcca 3660 
tatcttggtt tttatttccc aggaagcttg 3720 
aaaagacaaa aagtaacttg ggccagtttg 3780 
atgataaaat tggcgcttgt tttattttcg 3840 
gatcaaatat tggatttacc tttaaaaaaa 3900 
atctccctat ggttatatcc tgcatcaagt 3960 
aattgaaatt ttagagttgt tgaaaatcct 4020 
ggatttctat agatgtgttt gtttagaagt 4080 
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gggtagatat tgcagataag actgttcttc agaatcatgt taactattgg gttgtgactg 4140 
aagtagtgca gggtttgcct tgaaaccatt acattctaca tttaccaaat taaacaaata 4200 
aaaactgtat taaatgttgc 4220 



<210> 11866 
<211> 1186 
<212> PRT 

<213> Homo sapiens 



<400> 11866 



Met 


Ser Lys 


Leu Lys 


Val 


1 le 


Pro 


Glu 


Lys 


Ser 


Leu 


Thr 


Asn Asn 


Ser 


1 




5 










10 








15 




Arg 


1 le Val 


Gly Leu 


Leu 


Ala 


Gin 


Leu 


Glu 


Lys 


1 le 


Asn 


Ala Glu 


Pro 






20 








25 










30 




Ser 


Glu Ser Asp Thr 


Ala 


Arg 


Tyr 


Val 


Thr 


Ser 


Lys 


1 le 


Leu His 


Leu 




35 








40 










45 






Ala 


Gin Ser 


Gin Glu 


Lys 


Thr 


Arg 


Arg 


Glu 


Met 


Thr 


Ala 


Lys Gly 


Ser 




50 






55 










60 








Thr 


Gly Met Glu Me 


Leu 


Leu 


Ser 


Thr 


Leu 


Glu 


Asn 


Thr 


Lys Asp 


Leu 


65 






70 










75 








80 


Gin 


Thr Thr 


Leu Asn 


1 le 


Leu 


Ser 


1 le 


Leu 


Val 


Glu 


Leu 


Val Ser 


Ala 






85 










90 








95 




Gly 


Gly Gly 


Arg Arg 


Val 


Ser 


Phe 


Leu 


Val 


Thr Lys 


Gly 


Gly Ser 


Gin 






100 








105 










110 




1 le 


Leu Leu 


Gin Leu 


Leu 


Met 


Asn 


Ala 


Ser 


Lys Glu 


Ser 


Pro Pro 


His 




115 








120 










125 






G lu 


Asp Leu 


Met Val 


Gin 


1 le 


His 


Ser 


1 le 


Leu 


Ala 


Lys 


Me Gly 


Pro 




130 






135 










140 








Lys 


Asp Lys 


Lys Phe 


Gly 


Val 


Lys 


Ala 


Arg 


1 le 


Asn 


Gly 


Ala Leu 


Asn 


145 






150 










155 








160 


1 le 


Thr Leu 


Asn Leu 


Val 


Lys 


Gin 


Asn 


Leu 


Gin 


Asn 


His 


Arg Leu 


Val 






165 










170 








175 




Leu 


Pro Cys 


Leu Gin 


Leu 


Leu 


Arg 


Val 


Tyr 


Ser 


Ala 


Asn 


Ser Val 


Asn 






180 








185 










190 




Ser 


Val Ser Leu Gly 


Lys 


Asn 


Gly 


Val 


Val 


Glu 


Leu 


Met 


Phe Lys 


1 le 




195 








200 










205 






1 le 


Gly Pro 


Phe Ser 


Lys 


Lys 


Asn 


Ser 


Ser 


Leu 


1 le 


Lys 


Val Ala 


Leu 




210 






215 










220 








Asp 


Thr Leu 


Ala Ala 


Leu 


Leu 


Lys 


Ser 


Lys 


Thr 


Asn 


Ala 


Arg Arg 


Ala 


225 






230 










235 








240 


Val 


Asp Arg Gly Tyr 


Val 


Gin 


Val 


Leu 


Leu 


Thr 


1 le 


Tyr 


Val Asp 


Trp 






245 










250 








255 




His 


Arg His 


Asp Asn 


Arg 


His 


Arg 


Asn 


Met 


Leu 


1 le 


Arg 


Lys Gly 


1 le 






260 








265 










270 




Leu 


Arg Ser 


Leu Lys 


Ser 


Val 


Thr 


Asn 


1 le 


Lys 


Leu 


Gly 


Arg Lys 


Ala 




275 








280 










285 






Phe 


1 le Asp Ala Asn 


Gly 


Met 


Lys 


1 le 


Leu 


Tyr Asn 


Thr 


Ser Gin 


Leu 
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290 










295 








300 








Pro 


Va 1 


1 le 


Pro 


Va 1 


Thr 


Gly 


Pro 


Val 


Ala 


Gin Leu 


Tyr 


Ser 


Leu Pro 


305 










310 










315 






320 


n 

Pro 


Glu 


Val 


Asp 


Asp 


Val 


Val 


Asp Glu 


Ser 


Asp Asp 


Asn 


Asp 


Asp 1 1 e 










325 










330 








335 


Asp 


Val 


Glu 


Ala 


Glu 


Asn 


Glu 


Thr 


Glu 


Asn 


Glu Asp 


Asp 


Leu 


Asp Gin 








340 










345 








350 




Asn 


Phe 


Lys 


Asn 


Asp 


Asp 


1 le 


Glu 


Thr 


Asp 


1 le Asn 


Lys 


Leu 


Lys Pro 






r\ f— f— 
355 










360 








365 






Gin 


Gin 


Glu 


Pro 


Gly 


Arg 


Thr 


1 le 


Glu 


Asp 


Leu Lys 


Met 


Tyr 


Glu His 




370 










375 








380 








Leu 


Phe 


Pro 


Glu 


Leu 


Val 


Asp 


Asp 


Phe 


Gin 


Asp Tyr 


Asp 


Leu 


1 le Ser 


385 










390 










395 






400 


Lys 


Glu 


Pro 


Lys 


Pro 


Phe 


Val 


Phe 


Glu 


Gly 


Lys Val 


Arg 


Gly 


Pro 1 1 e 










405 










410 








415 


Val 


Val 


Pro 


Thr 


Ala 


Gly 


Glu 


Gly 


Thr 


Ser 


Gly Asn 


Ser 


Gly 


Asn Leu 








420 










425 








430 




Arg 


Lys 


Val 


Val 


Met 


Lys 


Glu 


Asn 


1 le 


Ser 


Ser Lys 


Gly 


Asp 


Glu Gly 






435 










440 








445 






Glu 


Lys 


Lys 


Ser 


Thr 


Phe 


Met 


Asp 


Leu 


Ala 


Lys Glu 


Asp 


1 le 


Lys Asp 




450 










455 








460 








Asn 


Asp 


Arg 


Thr 


Leu 


Gin 


Gin 


Gin 


Pro 


Gly 


Asp Gin 


Asn 


Arg 


Thr Me 


465 










470 










475 






480 


Ser 


Ser 


Val 


His 


Gly 


Leu 


Asn 


Asn 


Asp 


1 le 


Val Lys 


Ala 


Leu 


Asp Arg 










485 










490 








495 


1 le 


Thr 


Leu 


Gin 


Asn 


1 le 


Pro 


Ser 


Gin 


Thr 


Ala Pro 


Gly 


Phe 


Thr Ala 








500 










505 








510 




Glu 


Met 


Lys 


Lys 


Asp 


Cys 


Ser 


Leu 


Pro 


Leu 


Thr Val 


Leu 


Thr 


Cys Ala 






515 










520 








525 






Lys 


Ala 


Cys 


Pro 


His 


Met 


Ala 


Thr Cys 


Gly 


Asn Val 


Leu 


Phe 


Glu Gly 




530 










535 








540 








Arg 


Thr 


Val 


Gin 


Leu 


Gly 


Lys 


Leu 


Cys 


Cys 


Thr Gly 


Val 


Gly 


Thr Glu 


545 










550 










555 






560 


Asp 


Asp 


Glu 


Asp 


Thr 


Glu 


Ser 


Asn 


Ser 


Ser 


Val Glu 


Gin 


Ala 


Ser Val 










565 










570 








575 


Glu 


Val 


Pro 


Asp 


Gly 


Pro 


Thr 


Leu 


His 


Asp 


Pro Asp 


Leu 


Tyr 


Me Glu 








580 










585 








590 




1 le 


Va 1 


Lys 


Asn 


Thr 


Lys 


Ser 


Val 


Pro 


Glu 


Tyr Ser 


Glu 


Val 


Ala Tyr 






595 










600 








605 






Pro 


Asp 


Tyr 


Phe 


Gly 


His 


1 le 


Pro 


Pro 


Pro 


Phe Lys 


Glu 


Pro 


1 1 e Leu 




610 










615 








620 








Glu 


Arg 


Pro 


Tyr 


Gly 


Val 


Gin 


Arg 


Thr 


Lys 


1 le Ala 


Gin 


Asp 


1 le Glu 


625 










630 










635 






640 


Arg 


Leu 


1 le 


His 


Gin 


Ser 


Asp 


1 le 


1 le 


Asp 


Arg Val 


Val 


Tyr 


Asp Leu 










645 










650 








655 


Asp 


Asn 


Pro 


Asn 


Tyr 


Thr 


1 le 


Pro 


Glu 


Glu 


Gly Asp 


1 le 


Leu 


Lys Phe 








660 










665 








670 




Asn 


Ser 


Lys 


Phe 


Glu 


Ser 


Gly 


Asn 


Leu 


Arg 


Lys Val 


1 le 


Gin 


1 1 e Arg 
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r» -J r— 

675 










680 


Lys 


Asn 


Glu 


Tyr 


Asp 


Leu 


1 le 


Leu 




690 










695 




Tyr 


His 


Gin 


Trp 


Phe 


Tyr 


Phe 


Glu 


705 










710 






Ala 


Tyr 


Arg 


Phe 


Asn 


1 le 


1 le 


Asn 










725 








Asn 


Tyr 


Gly 


Met 


Gin 


Pro 


Leu 


Met 








740 










Ala 


Arg 


Pro 


Trp 


Trp 


1 le 


Arg 


Met 






755 










760 


Asn 


His 


Phe 


Ser 


Arg 


Ser 


Ser 


Val 




770 










775 




Ser 


Tyr 


Tyr 


Thr 


1 le 


Thr 


Phe 


Thr 


785 










790 






Val 


Cys 


Tyr 


Phe 


Ala 


Tyr 


His 


Tyr 










805 








Met 


His 


Leu 


Gin 


Lys 


Leu 


Glu 


Ser 








820 










Phe 


Arg 


Lys 


Asp 


Val 


Leu 


Cys 


Glu 






835 










840 


Leu 


Val 


Thr 


1 le 


Thr 


Ala 


Met 


Pro 




850 










855 




Cys 


His 


Phe 


Arg 


Asn 


Arg 


Pro 


Tyr 


865 










870 






Pro 


Gly 


Glu 


Thr 


Asn 


Ala 


Ser 


Trp 










885 








Leu 


Met 


Ser 


Asn 


Asn 


Pro 


Thr 


Ala 








900 










Phe 


Lys 


1 le 


Val 


Pro 


Met 


Leu 


Asn 






915 










920 


His 


Arg 


Cys 


Ser 


Leu 


Ser 


Gly 


Glu 




930 










935 




Pro 


Ser 


Pro 


Asp 


Leu 


His 


Pro 


Thr 


945 










950 






Gin 


Tyr 


Leu 


Ala 


Ala 


Val 


Lys 


Arg 










965 








His 


Gly 


His 


Ser 


Arg 


Lys 


Lys 


Asn 








980 










Lys 


Glu 


Thr 


Val 


Trp 


His 


Thr 


Asn 






995 








1000 


Val 


Glu 


Asp 


Thr 


Gly 


Tyr 


Arg Thr 


1010 








1015 




Ala 


Pro 


Ala 


Phe 


Cys 


Met 


Ser 


Ser 


1025 






1030 






Lys 


Glu 


Ser 


Thr 


Ala Arg Val 


Val 








1045 








Arg Ser 


Tyr 


Thr 


Met 


Glu 


Ser 


Thr 



685 



Asn 


Ser 


Asp 1 1 e Asn 


Ser 


Asn His 






700 






Val 


Ser 


Gly Met Arg 


Pro 


Gly Val 






715 




720 


Cys 


Glu 


Lys Ser Asn 


Ser 


Glri Phe 




730 






735 


Tyr 


Ser 


Val Gin Glu 


Ala 


Leu Asn 


745 






750 




Gly 


Thr 


Asp 1 1 e Cys 


Tyr 


Tyr Lys 






765 






Ala 


Ala 


Gly Gly Gin 


Lys 


Gly Lys 






780 






Val 


Asn 


Phe Pro His 


Lys 


Asp Asp 






795 




800 


Pro 


Tyr 


Thr Tyr Ser 


Thr 


Leu Gin 




810 






815 


Ala 


His 


Asn Pro Gin 


Gin 


1 le Tyr 


825 






830 




Thr 


Leu 


Ser Gly Asn 


Ser 


Cys Pro 






845 






Glu 


Ser 


Asn Tyr Tyr 


Glu 


His Me 






860 






Val 


Phe 


Leu Ser Ala 


Arg 


Val His 






875 




880 


Val 


Met 


Lys Gly Thr 


Leu 


Glu Tyr 




890 






895 


Gin 


Ser 


Leu Arg Glu 


Ser 


Tyr Me 


905 






910 




Pro 


Asp 


G 1 y Va 1 Me 


Asn 


Gly Asn 






925 






Asp 


Leu 


Asn Arg Gin 


Trp 


Gin Ser 






940 






1 le 


Tyr 


His Ala Lys 


Gly 


Leu Leu 






955 




960 


Leu 


Pro 


Leu Val Tyr 


Cys 


Asp Tyr 




970 






975 


Val 


Phe 


Met Tyr Gly 


Cys 


Ser 1 1 e 


985 






990 




Asp 


Asn 


Ala Thr Ser 


Cys 


Asp Val 






1005 






Leu 


Pro 


Lys 1 1 e Leu 


Ser 


His 1 le 






1020 






Cys 


Ser 


Phe Val Val 


Glu 


Lys Ser 




1035 




1040 


Val 


Trp Arg Glu Me 


Gly 


Val Gin 


1 


050 




1055 


Leu Cys Gly Cys Asp 


Gin Gly Lys 
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1060 1065 1070 

Tyr Lys Gly Leu Gin Me Gly Thr Arg Glu Leu Glu Glu Met Gly Ala 

1075 1080 1085 

Lys Phe Cys Val Gly Leu Leu Arg Leu Lys Arg Leu Thr Ser Pro Leu 

1090 1095 1100 

G I u Tyr Asn Leu Pro Ser Ser Leu Leu Asp Phe G I u Asn Asp Leu Me 
1105 1110 1115 1120 

Glu Ser Ser Cys Lys Val Thr Ser Pro Thr Thr Tyr Val Leu Asp Glu 

1125 1130 1135 

Asp Glu Pro Arg Phe Leu Glu Glu Val Asp Tyr Ser Ala Glu Ser Asn 

1140 1145 1150 

Asp Glu Leu Asp Me Glu Leu Ala Glu Asn Val Gly Asp Tyr Glu Pro 

1155 1160 1165 

Ser Ala Gin Glu Glu Val Leu Ser Asp Ser Glu Leu Ser Arg Thr Tyr 

1170 1175 1180 

Leu Pro 
1185 

<210> 11867 
<211> 2506 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (710). . (2302) 
<400> 11867 

cgatgaagat gaagaggata atctttttgg gggtacagct gotaagaagc agacattgtc 60 
tctacaagct cagagagaag agaaagcaaa agcctcogag ctctccaaaa agaaagcatc 120 
tgccctgttg ttcagcagtg atgaggagga ccagtggaat attcctgott cacagaccca 180 
cttagcatct gacagcaggt ctaaaggaga acccagggat tctgggaccc tccagagcca 240 
ggaggccaag gctgtgaaaa agaccagtct ctttgaggaa gacaaagaag atgatctttt 300 
tgccattgcc aaggaoagcc aaaagaagac ccagagagtg tcactcctct ttgaagacga 360 
tgttgatagc ggaggctcto tgtttggctc tcctcccaca tctgttcctc ctgcaacaaa 420 
gaaaaaagag actgtctctg aggcaccacc tttgctgttc agogatgaag aagagaagga 480 
ggcaoaactt ggagtgaagt ctgtggataa gaaggttgag agtgccaagg agtcattaaa 540 
atttgggaga actgatgtgg ctgagtcaga aaaggaagga cttttgacta gatotgctca 600 
ggagacagtc aagcattctg atttattttc ttcatcatcc ocatgggaca aaggaaccaa 660 
gootagaacc aaaactgttc ttagcttgtt tgatgaggaa gaggataaaa tggaagatca 720 
aaacattatc caggctccac agaaagaagt aggaaagggc tgcgatoctg atgcccaccc 780 
caagagcaca ggtgtcttcc aggatgaaga gctgcttttc agccacaagc tccaaaagga 840 
caatgacoca gatgttgaoc tttttgctgg caccaaaaaa accaagctgt tagagccaag 900 
tgttgggagc ctgtttgggg atgatgaaga tgatgatctt ttcagctotg ccaagtccca 960 
gcctttggta caagagaaaa agagagtagt gaaaaaagac cactctgtta actctttcaa 1020 
aaaccagaaa catcctgaat ccattcaagg tagtaaagaa aaaggcatat ggaagccgga 1080 
aacacctcag gactcatcag gtctogctcc atttaaaacc aaagaaccat tcactcggat 1140 
cgggaagata caagcaaatt tagcgatcaa cccagcggcc ttgctgccca cagcggcttc 1200 
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ccagatctct gaagtaaagc ctgttttgcc agaattggct tttccttcat ctgaacacag 1260 
aaggagccac ggtctggaaa gtgtgcctgt ccttcccggg agtggggagg ccggtgtgag 1320 
ttttgatctt ccagctcagg cagacacctt acacagtgca aacaagagcc gtgtcaagat 1380 
gagagggaag cgtagaccgc agacccgtgc agctaggcgg ctggctgctc aggagtccag 1440 
cgaggctgag gacatgagcg tccccagagg acccattgca cagtgggctg atggcgccat 1500 
ttccccaaat ggccatcggc cacagctcag agcagccagt ggagaagaca gcactgagga 1560 
ggccctggca gctgccgctg caccttggga aggtggtcct gtgcctggag tggacacaag 1620 
cccctttgca aagtctctgg gtcattccag aggggaggct gacctttttg attctgggga 1680 
cattttttcc acgggcactg gatctcagtc cgtggagaga acaaaaccca aggcaaagat 1740 
agcagagaat cctgccaacc caccagtggg tggtaaagca aagagcccca tgtttcctgc 1800 
tctaggcgag gccagcagtg atgatgatct ctttcagtct gctaaaccaa aaccagcaaa 1860 
gaaaacaaat ccctttcctc tcctggaaga tgaggatgac ctctttacag atcagaaagt 1920 
caagaagaat gagacaaaat ccagtagtca gcaggatgtc atattaacaa cacaagatat 1980 
ttttgaggat gatatatttg ctacggaagc aattaaaccc tctcagaaaa ccagagagaa 2040 
ggagaaaaca ttggaatcta atttatttga tgataacatt gatatctttg ctgacttaac 2100 
tgtaaaacca aaagaaaagt ccaaaaagaa agtggaagcc aagtctatat ttgatgatga 2160 
tatggatgac atcttctcca ctggtatcca ggctaagaca accaaaccaa aaagccgatc 2220 
tgcacaggcc gcacctgaac caagatttga acacaaggtg tccaacatct ttgatgatcc 2280 
cctgaatgcc tttggaggcc agtagagcac acagggtatc cacatgttac cctgcagcta 2340 
cattgttgag ttagtgatga tattgtatat gctcatggtc ttaactggat tacaaaaagc 2400 
aaatactaga acagctagct catcttttac ccaatgtact tagtattttt ctgcactggt 2460 
ttaatcatgc ttaatactac aaaacaaaaa taaatatttc acagtg 2506 



<210> 11868 
<211> 531 
<212> PRT 

<213> Homo sapiens 



<400> 11868 



Met 


Glu Asp 


Gin 


Asn Me Me 


Gin 


Ala 


Pro 


Gin Lys 


Glu Val Gly Lys 


1 






5 






10 




15 


Gly 


Cys Asp 


Pro 


Asp Ala His 


Pro Lys 


Ser 


Thr Gly 


Val Phe Gin Asp 






20 






25 






30 


Glu 


Glu Leu 


Leu 


Phe Ser His 


Lys 


Leu 


Gin 


Lys Asp 


Asn Asp Pro Asp 




35 






40 








45 


Val 


Asp Leu 


Phe 


Ala Gly Thr 


Lys 


Lys 


Thr 


Lys Leu 


Leu Glu Pro Ser 




50 




55 








60 




Val 


Gly Ser 


Leu 


Phe Gly Asp 


Asp 


Glu 


Asp 


Asp Asp 


Leu Phe Ser Ser 


65 






70 








75 


80 


Ala 


Lys Ser 


Gin 


Pro Leu Val 


Gin 


Glu 


Lys 


Lys Arg 


Val Val Lys Lys 








85 






90 




95 


Asp 


His Ser 


Val 


Asn Ser Phe 


Lys 


Asn 


Gin 


Lys His 


Pro G 1 u Ser 1 1 e 






100 






105 






110 


Gin 


Gly Ser 


Lys 


Glu Lys Gly 


1 le 


Trp 


Lys 


Pro Glu 


Thr Pro Gin Asp 




115 






120 








125 


Ser 


Ser Gly 


Leu 


Ala Pro Phe 


Lys 


Thr 


Lys 


Glu Pro 


Phe Thr Arg Me 




130 




135 








140 
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G ly 


Lys 


1 1 e 


Gin 


Ala 


Asn 


Leu 


Ala 


1 le 


Asn 


Pro 


Ala 


Ala 


Leu 


Leu 


Pro 


l4b 










150 










155 










160 


1 hr 


A 1 

Ala 


Ala 


Ser 


G 1 n 


1 le 


Ser 


Glu 


Val 


Lys 


Pro 


Val 


Leu 


Pro 


Glu 


Leu 










165 










1 70 










175 




Ala 


Phe 


Pro 


Ser 


Ser 


Glu 


His 


Arg Arg 


Ser 


His 


Gly 


Leu 


Glu 


Ser 


Val 








180 










185 










190 






Pro 


Va 1 


Leu 


Pro 


Gly 


Ser 


Gly 


Glu 


Ala 


Gly 


Val 


Ser 


Phe 


Asp 


Leu 


Pro 






195 










200 










205 








Ala 


G 1 n 


Ala 


Asp 


Thr 


Leu 


His 


Ser 


Ala 


Asn 


Lys 


Ser 


Arg 


Val 


Lys 


Met 




210 










215 










220 










Arg 


Gly 


Lys 


Arg 


Arg 


Pro 


Gin 


Thr Arg 


Ala 


Ala 


Arg 


Arg 


Leu 


Ala 


Ala 


o o c 

225 










230 










235 










240 


Gin 


/\ 1 
Glu 


Ser 


Ser 


Glu 


Ala 


Glu 


Asp Met 


Ser 


Val 


Pro 


Arg 


Gly 


Pro 


1 le 










245 










250 










255 




Ala 


Gin 


Trp 


Ala 


Asp 


Gly 


Ala 


1 le 


Ser 


Pro 


Asn 


Gly 


His 


Arg 


Pro 


Gin 








260 










265 










270 






Leu 


Arg 


Ala 


Ala 


Ser 


Gly 


Glu 


Asp 


Ser 


Thr 


Glu 


Glu 


Ala 


Leu 


Ala 


Ala 






275 










280 










285 








Ala 


Ala 


Ala 


Pro 


Trp 


Glu 


Gly 


Gly Pro 


Val 


Pro 


Gly 


Val 


Asp 


Thr 


Ser 




290 










295 










300 










Pro 


Phe 


Ala 


Lys 


Ser 


Leu 


Gly 


His 


Ser 


Arg 


Gly 


Glu 


Ala 


Asp 


Leu 


Phe 


305 










310 










315 










320 


Asp 


Ser 


Gly 


Asp 


1 le 


Phe 


Ser 


Thr Gly 


Thr 


Gly 


Ser 


Gin 


Ser 


Val 


Glu 










325 










330 










335 




Arg 


Thr 


Lys 


Pro 


Lys 


Ala 


Lys 


1 le 


Ala 


Glu 


Asn 


Pro 


Ala 


Asn 


Pro 


Pro 








340 










345 










350 






Val 


Gly 


Gly 


Lys 


Ala 


Lys 


Ser 


Pro 


Met 


Phe 


Pro 


Ala 


Leu 


Gly 


Glu 


Ala 






355 










360 










365 








Ser 


Ser 


Asp 


Asp 


Asp 


Leu 


Phe 


Gin 


Ser 


Ala 


Lys 


Pro 


Lys 


Pro 


Ala 


Lys 




3/0 










375 










380 










Lys 


Thr 


Asn 


Pro 


Phe 


Pro 


Leu 


Leu 


Glu 


Asp 


Glu 


Asp 


Asp 


Leu 


Phe 


Thr 


385 










390 










395 










400 


Asp 


Gin 


Lys 


Val 


Lys 


Lys 


Asn 


Glu 


Thr 


Lys 


Ser 


Ser 


Ser 


Gin 


Gin 


Asp 










405 










410 










415 




Va 1 


1 le 


Leu 


Thr 


Thr 


Gin 


Asp 


1 le 


Phe 


Glu 


Asp 


Asp 


1 le 


Phe 


Ala 


Thr 








420 










425 










430 






Glu 


A 1 ^ 

Ala 


1 le 


Lys 


Pro 


Ser 


Gin 


Lys 


Thr 


Arg 


Glu 


Lys 


Glu 


Lys 


Thr 


Leu 






435 










440 










445 








Glu 


Ser 


Asn 


Leu 


Phe 


Asp 


Asp 


Asn 


1 le 


Asp 


1 le 


Phe 


Ala 


Asp 


Leu 


Thr 




450 










455 










460 










Val 


Lys 


Pro 


Lys 


Glu 


Lys 


Ser 


Lys 


Lys 


Lys 


Val 


Glu 


Ala 


Lys 


Ser 


1 le 


465 










470 










475 










480 


Phe 


Asp 


Asp 


Asp 


Met 


Asp 


Asp 


1 le 


Phe 


Ser 


Thr 


Gly 


1 le 


Gin 


Ala 


Lys 










485 










490 










495 




Thr 


Thr 


Lys 


Pro 


Lys 


Ser 


Arg 


Ser 


Ala 


Gin 


Ala 


Ala 


Pro 


Glu 


Pro 


Arg 








500 










505 










510 






Phe 


Glu 


His 


Lys 


Val 


Ser 


Asn 


1 le 


Phe 


Asp 


Asp 


Pro 


Leu 


Asn 


Ala 


Phe 






515 










520 










525 
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Gly Gly Gin 
530 



<210> 11869 
<211> 2528 
<212> DNA 

<213> Homo sapiens 
<400> 11869 

aggccatgta aaaattttcc gtggagaagt ttgattctaa agtagcttct ctaaagtagg 60 
ctttggtagg taatcaactt gacagcagto tagatgtcto acaggacagg agggagtgag 120 
ggaaaggggo catgattggc tgctttgtgg ttttattttg gttctttcca ttctccgcca 180 
ttcattggag gcttcgttcc agacctgcct gggaaaacag cttctgagcc attttgggga 240 
gcagttottc atctgaatgg atggacatct gggcttoctt oaagggccat tgaatgggaa 300 
ctagaaaacc actggaaact agaaatttga gctattgggc ccaccagtag cagcatgtga 360 
tactagatgg ttaaaatcat gaaagcagtc actatccaat tagaagcaga gtcacaacaa 420 
ctgttgggaa atgtgactct tggaggaagg tggggaggga gtggccttgc cagccctgtg 480 
ggacgtcccc tgaagtttgt aataagaccc cttttccaaa gggatgtgaa ttggagtgaa 540 
aaggaaatct ttcatcttag aaaacttctg gtccttaacg cagggtggta tttgggtatg 600 
tgcttggaaa ttgagatctc aagagtgttt gccttggagc cagctcccca ggaggccttt 660 
tooagggaca aggcaaaagt tgaaattotc catgggtagc tagaaagcca atacatctag 720 
occtgctaag tcagaaaaag attatgaaaa atgttgaaat ttacattcaa agcctcattt 780 
gcttatcttg ctggagccaa cccagtctaa tagcaaaata gctgtcattg atacagaaac 840 
atcctcattt ttaaatgtct gctttaccct gttactgagt ttgagatgao ttaaatcaot 900 
gtgttgaocc tcttctgaac caaatcttta gcattgatga aaatagttat tttattcttt 960 
acatccttca ccccaoacta tggtcagggc atgaaacacc ctgttgatcc cttcccaggc 1020 
tcggcactgt ctgctcactg gagccggact cccaggttgt aattctaatg ttgoctcatg 1080 
agaacagaat ggcagaaagt ttagtcctga cagattoccc catagggagt aatgaggaca 1140 
gcatgaaact tggataggtt ttacccttag tccctataag gtggatttta ctaaggtttt 1200 
ttaaatgata ctgtcatcct cttggggttt atcagccagg ttagaggagc ccagtgtcct 1260 
aacctctctc agatcatggc agagaaggag ctgoctccag cccctttctt gctgagttto 1320 
atttgagcag ttcoatgtgt agaoattcoa agtcactgct tggtagttgc tgtgggagcc 1380 
tgtcattggc tatggccagt tagttctcag ctgagottcc tagggccagt gcaacagggc 1440 
cagaggctgo tatagtgtaa attgaaataa gaatagatca ttgttttgta cacacacaca 1500 
ataaaatgta atgatggtgc taatttcacg gtataaataa gcactgccaa gggttgaggg 1560 
actggcagct caagaaaccc gggttcctgt ttgggaggag attttatgta gaaaagtttg 1620 
aggctttgtt aaaagtgggg agaaggaaga tcctcagtga agcctgcacc caaccctgga 1680 
gtggcccagt gcaatccaga ggtggaagag atcctatatc caggtgaagg tggccattga 1740 
gtttctcagg gctggggcca ccttgtccat agcctccgtc cacgctgcct ggagcaggtt 1800 
gttagagagc tctggttgtt gggtcttcct cagctccctt ctgcccctct ctacctcttc 1860 
cactcatgga agcccctcta ctgcttatga agattaaggg tagtattttc taaggaagtg 1920 
gaaagaatta aactagaaat ccacaacotc ggaagaagtg tttogagttt aacatgcgct 1980 
gtttotgctt atgtggttcc ttctctagag ctgctttccc atggctttca aaacatcagg 2040 
ttattgtggg gcttcaggtg taaggtcctg gaagttcagc aaagtttcgt ggacaagaca 2100 
tgggcacaga gagtagaagc agaaataaat ggttctatgt tttcaacttc cagggttggg 2160 
gcaggcoaga gcaaggcggt ctcatogagg tgggtgctac ctgtgtgtgt gtagatgagt 2220 
gtgctgaagg tggggagggc agcacacagc agctcatggc agagccgcct cctaggtctt 2280 
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ggcaaagagg caagctgacg atagacatct 
atcagccaag gtccatcatt gcttttttgc 
tcagctgtaa gtgaaactcc tagtgaaaaa 
aacatgtact gtaattcttt gtatatagaa 
ttactcat 



acctatattg ttaagaaagg ggtcgggggg 2340 
cgcgcccccc ccccccgccc ccatagattg 2400 
gaggggagcc ctgtgttagg agtccccata 2460 
aaaaaattta ctgtaaagta aagtttaact 2520 

2528 



<210> 11870 
<211> 2241 
<212> DNA 

<213> Homo sapiens 
<400> 11870 

aagcagaatg gcagacagaa cotcaggagc cccocatccc tgagtoootg gccgotgcag 60 
ccgctgocgc ccaacagctc caagtggcta ggaagcagga tactcggcag acggccaGct 120 
tcaggcagca gcccccacct atgaaggcct gcttgtcatg tcaccagcaa attcaccgga 180 
atgcacctat atgccctctt tgcaaggcca agagtcggtc ccggaacccc aaaaagccga 240 
aacggaagca ggatgaataa agaaagggag agcacatgaa gctttgctaa ttataacccc 300 
tcaccttgac cagagtcatt gatgtcctga tgtgaaacaa cccttgccca acccGacgaa 360 
gtctcctatt taatgtgatg gaagcacaac ccctctctca ctttgctcct atttctttct 420 
gctcttggga tttctggttt aggaagagat gtggttcagg tgctaaacag tgtgtctgat 480 
gatcocttct ctoooaotca catttcaacc cctgcccttg tttggagcta agggaagggo 540 
aaaaggotca gatatgattc tctatctctt gtgcctgagg cctggagcct aaggagctgt 600 
agggtctgag gggcagggga ggcccatatc ttgtttcagg taaaggaccc agtatttccc 660 
ctccttgtac ttttgcctta ggttctcaag ggacaatagt cttcatgttg gattotocaa 720 
oaggctgggt goatgtatoc ccctactcct accctoatct catccttaag gcccagaggt 780 
agcttggaca agccctcctt ttcataatca tttgggaggc atggctgtaa ttctttagct 840 
ttctccactt ctgtctccca catatactaa aattcttagg tactaggctg tgtgtcttgg 900 
gatcttaaga tcaatgaacc tttccccaat atctagtctt tgcaaattct agtagaagat 960 
ttccacagtg aaatoagtga gccagaccaa ctctacatct cctgcctaac ctactgccta 1020 
agtcattagg gctgagggot cggctgtagg ggcttcctta ggctgagagt gcccccaggc 1080 
tgacatctgt gttggctttt gttcagaacc attactctgg cacatgctca atggtatatt 1140 
gcagggagga gaggagtaga tttagatttg agtaaatgco aatcacttta cacatgaagg 1200 
tgggtgggac tttccttcoa ttcatccctt gotctcttgg atctgaactc ttctggagco 1260 
tcagctcagg atagctgotg gccactoctg tcctgtggat tgtgcaggtg gcctttcctc 1320 
ccaaaagaaa aggcatcagg ctccccaago cccacagctc tcctttccac caaagccagg 1380 
tttcctggta aggtcactcg aagataaggg atggggatgg gggctgactg acaaaaaatt 1440 
ttagccccag gtctcagtao ctggctgggg agggggatat ttttccttcc ttaagtagtt 1500 
ttacattgcc acagtgtgta tgtgttcact atataaaatg ttcctctgct ctttgaaagt 1560 
aagagtgttg tgtctgtaca aatcctttta acatgcattc attggagtaa attctgagta 1620 
tctactgtgt attggataat acaaaagatg taatgtcatt tacctttctg ggtagctctt 1680 
gtttgctctt attoattcca octtacaaat gagaaagcca ggcaccaagg acaataattt 1740 
acctaattat cacaataatt tccatttatt tagcacctac totgtgccag gtacctatgc 1800 
aagttgctta atataaatga ttgtatttga cttccaaaat accttacaag ctaagtattc 1860 
ttatcaccat tttaaaaaaa aagggatact gaacctccaa aaacttaaaa gctttttcag 1920 
agttaaacag ctagtaagag gaaattgcag gatttggagc cagctttgtc caactocaga 1980 
gctcattttt ttctacttct totccatgat catttttaag aaaacctttc tocctttcag 2040 
aatggcttga tgatgagagt ggttgaaata actttggaac tgaaatcaag aactgggtgt 2100 
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caaatgactg attcagggat ataaaggcca agggctctct aaataatatc ctgtacacta 2160 
atctgtctct gtgcttgtca gggaattcaa cagctaaata aaacctctct gtgcctcagt 2220 
gtcctcatct ggaaaatggg g 2241 



<210> 11871 
<211> 2463 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (19). . (1920) 

<400> 11871 

gtgcatacgg ctgccggcat ggcacattac 
gccaaggact toatagacct cacgttgtcg 
cataaacatt accaaataca tcgcattaga 
caacagaatt acoatgatag actttcacaa 
attcatccgt tctatgctga tttgatgaat 
gctctggggc aaataaatat tgccaaaaat 
cgactgatga agtatggcga ctctctctac 
ggacggatgt gcacagtgat oaagaggcag 
cgtcagcatt tatoGcgttt gccaacoatt 
gggtacccaa atgttgggaa gtccagcttc 
gtccagocct atgcgttcac aaccaagtct 
ctacgttggc aggttgtaga cactcctggg 
accatcgaga tgcaggccat oactgocctg 
atggatttgt ctgagcagtg tgggcatggg 
atoagacotc tcttcatcaa caagcctctc 
agaatagctg aactttctga agatgatcag 
ttcGctgtaa tagagaccag caccctgact 
gcttgcgata ggcttttggc tcatcgagtg 
gaggtgctga atagactgca cctggotatc 
cctttcatcc Gtgaaggagt ggtggctcgc 
aagaagaggg aaogagatct tgagctggaa 
aagtactggg atttaatgaa tttgtctgaa 
ggccataata tagctgatta tattgatcca 
aaagaagaag agctgagaac agctgctgga 
gaagagatgo tggaaatcog acagotggca 
attctggagt ocaaagaaaa gaatacacag 
gttcagagga cagttttgga gaaggagatg 
gacgatgccc attacgcagt ccaggcaaga 
cgggaagact ctgctccccc atcctctgtg 
cgtgacgttt ctggtcttag ggatgtcaag 
aatgctcaga agaagatgaa tcggttgggg 
gatatgaagc ccaagcactt gctgtctggg 
tagtatccgt ttggttggcg tggcttcgct 



aacttcaaga aaattacggt ggtgccgtcc 60 
aagaotcaac gaaagactcc aaccgttatt 120 
catttttaca tgagaaaagt caaatttact 180 
attctaacag atttccccaa attggatgat 240 
attctctacg acaaggatca ttacaagttg 300 
ttagtggaca atgttgctaa agattatgtg 360 
cgctgcaaac agctgaagcg tgcggccctg 420 
aagcagagtt tggagtattt ggagcaagtg 480 
gatccgaata ocaggaccct gcttttgtgt 540 
atcaacaagg tgacgagagc agacgtggat 600 
ctgtttgttg ggcaoatgga ttataagtat 660 
atootggacc accctctgga ggataggaac 720 
gccoacctcc gtgctgcggt cctgtatgtg 780 
ctgagggagc agctagaact cttccagaac 840 
atagttgtag ccaacaaatg tgatgtgaag 900 
aaaatattta cagatttgca gtctgaagga 960 
gaggaaggtg ttattaaagt taaaacagag 1020 
gaaaccaaaa tgaagggaaa taaagtgaat 1080 
ccaaccagga gggacgataa ggagaggccc 1140 
aggaagagga tggaaactga ggagtccagg 1200 
atgggagatg attatatttt ggatcttcag 1260 
aaacatgata agataccaga aatctgggaa 1320 
gccatcatga agaaattgga agaattagaa 1380 
gagtatgaca gtgtatctga gagtgaagac 1440 
aagcaaatto gagagaaaaa gaagttgaaa 1500 
ggacccagga tgccgcgaac tgctaagaag 1560 
catagtcttg gtgttgacat ggacgataaa 1620 
agatcccgga gcatcaotag gaaaagaaag 1680 
gcccggagtg ggagttgotc tcgaactcca 1740 
atggtgaaga aagccaagac tatgatgaag 1800 
aagaaagggg aggcggatag acacgtgttt 1860 
aagaggaaag ctggtaaaaa ggacaggaga 1920 
agagtgttgc tgtttatttc ctggtttggc 1980 
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acagtatggt ttcatgaaat tggagctctg 
cacttgttgc tttgctgaaa actatggtta 
ctgcataata ttacaaatat tttgagtaga 
tgcttcagat tttcagaact gggaagattt 
aaaaacctta ttttcttttg taagagctgg 
cccgtgctta aaatacgctc ttaaattatt 
agtctgtctt caactatttt atccaaaata 
ttagctcatg ttttggttta gttatagtcg 
aac 



tataaactga aaaagacaaa ataagtaaag 2040 
accctatata ggtgtgggaa atttttgtca 2100 
cagtgtttcc acatttaatg gagtatcagt 2160 
actggtgtaa ctgggttgtt tttgatggag 2220 
gagcaaacac gtttatgagt gtgtcggaat 2280 
ttctagtctt attttacaat gtctcattgt 2340 
aacctccaga agaaagtagt tttcatttac 2400 
ctatggattt ggccaaataa aaaggcaaac 2460 

2463 



<210> 11872 
<211> 634 
<212> PRT 

<213> Homo sapiens 



<400> 11872 



Met 


Ala 


His Tyr Asn Phe 


Lys 


Lys 


1 le 


Thr 


Val 


Val 


Pro 


Ser Ala 


Lys 


1 




5 








10 








15 




Asp 


Phe 


1 1 e Asp Leu Thr 


Leu 


Ser 


Lys 


Thr 


Gin 


Arg 


Lys 


Thr Pro 


Thr 






20 






25 










30 




va 1 


1 le 


His Lys His Tyr 


Gin 


1 le 


His 


Arg 


1 le 


Arg 


His 


Phe Tyr 


Met 






35 




40 










45 






Arg 


Lys 


Val Lys Phe Thr 


Gin 


Gin 


Asn 


Tyr 


His 


Asp 


Arg 


Leu Ser 


Gin 




50 




55 










60 








Me 


Leu Thr Asp Phe Pro 


Lys 


Leu 


Asp 


Asp 


1 le 


His 


Pro 


Phe Tyr 


Ala 


65 




70 










75 








80 


Asp 


Leu 


Met Asn 1 le Leu 


Tyr 


Asp 


Lys 


Asp 


His 


Tyr 


Lys 


Leu Ala 


Leu 






85 








90 








95 




Gly 


Gin 


1 1 e Asn Me Ala 


Lys 


Asn 


Leu 


Val 


Asp Asn 


Val 


Ala Lys 


Asp 






100 






105 










110 




Tyr 


Val 


Arg Leu Met Lys 


Tyr 


Gly 


Asp 


Ser 


Leu 


Tyr 


Arg 


Cys Lys 


Gin 






115 




120 










125 






Leu 


Lys 


Arg Ala Ala Leu 


Gly 


Arg 


Met 


Cys 


Thr 


Val 


1 le 


Lys Arg 


Gin 




130 




135 










140 








Lys 


Gin 


Ser Leu Glu Tyr 


Leu 


Glu 


Gin 


Val 


Arg Gin 


His 


Leu Ser 


Arg 


145 




150 










155 








160 


Leu 


Pro 


Thr 1 1 e Asp Pro 


Asn 


Thr 


Arg 


Thr 


Leu 


Leu 


Leu 


Cys Gly 


Tyr 






165 








170 








175 




Pro 


Asn 


Val Gly Lys Ser 


Ser 


Phe 


1 le 


Asn 


Lys 


Val 


Thr 


Arg Ala 


Asp 






180 






185 










190 




Val 


Asp Val Gin Pro Tyr 


Ala 


Phe 


Thr 


Thr 


Lys 


Ser 


Leu 


Phe Val 


Gly 






195 




200 










205 






His 


Met Asp Tyr Lys Tyr 


Leu 


Arg 


Trp 


Gin 


Val 


Val 


Asp 


Thr Pro 


Gly 




210 




215 










220 








1 le 


Leu Asp His Pro Leu 


Glu 


Asp 


Arg 


Asn 


Thr 


1 le 


Glu 


Met Gin 


Ala 


225 




230 










235 








240 


lie 


Thr 


Ala Leu Ala His 


Leu 


Arg 


Ala 


Ala 


Val 


Leu 


Tyr 


Val Met 


Asp 
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245 



Leu 


Ser 


Glu 


Gin 
260 


Cys 


Gly 


His 


Gly 


Gin 


Asn 


1 le 
275 


Arg 


Pro 


Leu 


Phe 


1 le 
280 


Asn 


Lys 
290 


Cys 


Asp 


Val 


Lys 


Arg 
295 


1 le 


Lys 


1 le 


Phe 


Thr 


Asp 


Leu 


Gin 


Ser 


305 










310 






Ser 


Thr 


Leu 


Thr 


Glu 
325 


Glu 


Gly 


Val 


Asp 


Arg 


Leu 


Leu 
340 


Ala 


His 


Arg 


Val 


Vai 


Asn 


Glu 
355 


Val 


Leu 


Asn 


Arg 


Leu 
360 


Asp 


Asp 
370 


Lys 


Glu 


Arg 


Pro 


Pro 

375 


Phe 


Arg 


Lys 


Arg 


Met 


Glu 


Thr 


Glu 


Glu 


385 










390 






Leu 


Glu 


Leu 


Glu 


Met 
405 


Gly 


Asp 


Asp 


Trp 


Asp 


Leu 


Met 
420 


Asn 


Leu 


Ser 


Glu 


Trp 


Glu 


Gly 
435 


His 


Asn 


1 le 


Ala 


Asp 
440 


Lys 


Leu 
450 


Glu 


Glu 


Leu 


Glu 


Lys 
455 


Glu 


Glu 


Tyr 


Asp 


Ser 


Val 


Ser 


Glu 


Ser 


465 










470 






Arg 


Gin 


Leu 


Ala 


Lys 
485 


Gin 


1 le 


Arg 


Glu 


Ser 


Lys 


Glu 
500 


Lys 


Asn 


Thr 


Gin 


Lys 


Lys 


Val 
515 


Gin 


Arg 


Thr 


Val 


Leu 
520 


Val 


Asp 
530 


Met 


Asp 


Asp 


Lys 


Asp 
535 


Asp 


Arg 


Ser 


Arg 


Ser 


1 le 


Thr 


Arg 


Lys 


545 










550 






Pro 


Ser 


Ser 


Val 


Ala 

565 


Arg 


Ser 


Gly 


Val 


Ser 


Gly 


Leu 
580 


Arg 


Asp 


Val 


Lys 


Met 


Lys 


Asn 
595 


Ala 


Gin 


Lys 


Lys 


Met 
600 


Ala 


Asp 
610 


Arg 


His 


Val 


Phe 


Asp 
615 


Met 


Lys 


Arg 


Lys 


Ala 


Gly 


Lys 


Lys 


Asp 





250 






255 


Leu 


Arg 


Glu 


Gin 


Leu Glu Leu Phe 


265 








270 


Asn 


Lyis 


Pro 


Leu 


1 le Val Val Ala 










285 


Ala 


Glu 


Leu 


Ser 


Glu Asp Asp Gin 








300 




Glu 


Gly 


Phe 


Pro 


Val 1 le Glu Thr 






315 




320 


1 le 


Lys 


Val 


Lys 


Thr Glu Ala Cys 




330 






335 


Glu 


Thr 


Lys 


Met 


Lys Gly Asn Lys 


345 








350 


His 


Leu 


Ala 


1 le 


Pro Thr Arg Arg 










365 


1 le 


Pro 


Glu 


Gly 


Val Val Ala Arg 








380 




Ser 


Arg 


Lys 


Lys 


Arg Glu Arg Asp 






395 




400 


Tyr 


1 le 


Leu 


Asp 


Leu Gin Lys Tyr 




410 






" 415 


Lys 


His 


Asp 


Lys 


1 1 e Pro G 1 u Me 


425 








430 


Tyr 


1 le 


Asp 


Pro 


Ala 1 le Met Lys 










445 


Glu 


Glu 


Leu 


Arg Thr Ala Ala Gly 








460 




Glu 


Asp 


Glu 


Glu 


Met Leu Glu Me 






475 




480 


Glu 


Lys 


Lys 


Lys 


Leu Lys 1 le Leu 




490 






495 


Gly 


Pro 


Arg 


Met 


Pro Arg Thr Ala 


505 








510 


Glu 


Lys 


Glu 


Met 


His Ser Leu Gly 










525 


Ala 


His 


Tyr 


Ala 


Val Gin Ala Arg 








540 




Arg 


Lys 


Arg 


Glu 


Asp Ser Ala Pro 






555 




560 


Ser 


Cys 


Ser 


Arg Thr Pro Arg Asp 




570 






575 


Met 


Val 


Lys 


Lys Ala Lys Thr Met 


585 








590 


Asn 


Arg 


Leu 


Gly Lys Lys Gly Glu 










605 


Lys 


Pro 


Lys 


His 


Leu Leu Ser Gly 








620 




Arg 


Arg 
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625 630 



<210> 11873 
<211> 2792 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (98) . . (700) 

<400> 11873 

attgcttctg ggaotaaaag ataaagaggg gtacacatct ttctggaatg actgcatatc 60 
atcaggcctg cgagggggca tcctgataga gctggccatg cggggtcgaa tctatctgga 120 
acccccgacc atgcgtaaga agcgactact agacagaaag gtactgctaa agtcagacag 180 
cccaacaggt gatgttttac tggatgaaac tctgaaacac atcaaagcaa ctgaacccac 240 
agaaactgto caaacatgga tagagctact cactggtgag acctggaacc ccttcaaatt 300 
acagtacoag ctgagaaatg tacgagagcg catcgcaaag aacctagtag agaaaggtat 360 
tctaaccact gagaagcaga atttcctgct atttgacatg actactcatc cagtgaocaa 420 
tacaacagag aaaoagcgac tagtgaaaaa acttcaagat agtgtactag agcggtgggt 480 
aaatgacoct cagcgtatgg acaagcgaac actagcactc ctggtgctag cccactoctc 540 
tgatgtgcta gagaatgtct tctcctctct gacagatgac aagtatgatg tggcaatgaa 600 
tcgagccaag gaottagtag aaotggaccc tgaagtggaa gggacaaagc ctagtgccac 660 
agaaatgatc tgggctgtgc tggcagcctt caataaatct taaagccggc aggtggattt 720 
ctccttttcc cctgctggct ggtgactgtc agagacccca tcactgagtt ttgtgcgatg 780 
agatgttttc atcatttttg tttccttttc ttgaatcaga cttgtgattt ggggagagca 840 
acttcagggc ttotcoatag accttgaoca ttataagcag accttatttc tccctacact 900 
tccaotccat aggtaaataa actgggtgaa cccacacaca cccaatgaac attttctccc 960 
atttggtggt ttagtttcac ccagtgtgct tttggataag cagaaatatc taaatgggat 1020 
tttgagttct ccagctatag aatgtgaatg agataaaaag tgaactatct attatatttt 1080 
tctgagtttg ttttctatca taaatacatg ttttcacagc ctttgtctct cagactctgc 1140 
taaataatgt agcttattga aataactgtc gctgaataag gagcaatgag aaacaaaact 1200 
aatttttgga gcagatggtc tctggaattg catatcctgc tagtgatttt ctcatctttc 1260 
cttttctaac ctaatgagaa tgtcccagat tcaattacct ggatgtcaaa gtcctagagc 1320 
oagaaatata ttctctcatc cctcttagca ttctcttgct ccctcattca ctagggcaaa 1380 
tgtctaaatg aagaaaagtc tctctcaaca cctcgttcat gcaatcagca ttagaatttg 1440 
taaggaagga aggggggtgg catgaaaatt tocattcttg gggtatatga ctgtcctgtt 1500 
tcccccaggc cacttttttt ttttttcttt tgagacaggg tcttgctott gcccaggcag 1560 
gagtacagta gtgcaatcac agctgactgc agccttgacc tccagggctc aaggatcctc 1620 
ctgcctcagt ctcccaacta agtgggacta caggcacgtg ocaccatact cagctttttt 1680 
ttgtttgttt tagacaagag tctcgctttg ttgcccaggc tggtcttgaa ttcctgggct 1740 
oaagcaactc ttccacctca goctcccaaa gtgctgagat tactggcttg agccactgca 1800 
cccacccctc cagactactt taaatgtctc tgctctgact gagttgaagg aattgtaagt 1860 
ttcagttgct gaatatatca gtatatctga aotccggatc tttttatttc ctatttttgg 1920 
cttcctacat aaattaataa agtctgtcta tatttaaggt ttctgggagt agttttgtct 1980 
atatttaatc catagatgtg ctcctagtca tcagtcttat ttcagtaaaa ccatctttct 2040 
ggccaaatct ctaacacgtt ttttacttca gtagtgaggg caatgagaag ctttattaag 2100 
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aaagatccta tttaaagggc taatttggta 
ttgaggatat aaagaggatg tgcactgagc 
aatgggatag tgcttcttga ccattataga 
gacccagacc tgacattaaa tcctcttgat 
ttctctcctc tgccaaatct acttagcccc 
tttgtttttc actttaggta tctcttaggc 
gtctctaaat gtgaggctga atacagcttc 
tccatgtgtt gtctctcact gatttagctt 
tgaaaccagg ttttcctgtg gaaagttata 
ttctttcttg caactcttag tgtttatttt 
tttgaatctg cataatgttc actgccaaac 
atttctgtat aataaagatc aattatcagc 



ttgaaagcat gctgatataa agtccagtat 2160 
tgtgctgatg ttcagcattt attatacttt 2220 
acaacaaact gtcaaagggt taatacagat 2280 
tagaaataat taaatgaatt atttattcat 2340 
acaaaaatgc cccagctcag ttaacatttt 2400 
aaatagagat ataaattgta ataggaaaca 2460 
agtctggctc tctaatagga caaaagccag 2520 
tttcttttct ttgaacaatt cggcatgaat 2580 
gcttgattgg gagatagaag ttgaattgag 2640 
tatatctcag taagacgagg ataccttcag 2700 
tccttctcat ttaatgctta tggccttcac 2760 
tc 2792 



<210> 11874 
m <211> 201 

m <212> PRT 

^ <213> Homo sapiens 



01 


<400> 11874 






























Met 


Arg Gly 


Arg 


1 le 


Tyr 


Leu 


Glu 


Pro 


Pro 


Thr 


Met 


Arg 


Lys 


Lys 


Arg 




1 








5 










10 










15 




a 


Leu 


Leu Asp 


Arg 


Lys 


Val 


Leu 


Leu 


Lys 


Ser 


Asp 


Ser 


Pro 


Thr 


Gly 


Asp 










20 










25 










30 






fU 


Val 


Leu 


Leu 


Asp 


Glu 


Thr 


Leu 


Lys 


His 


1 le 


Lys 


Ala 


Thr 


Glu 


Pro 


Thr 








35 










40 










45 










Glu 


Thr 


Val 


Gin 


Thr 


Trp 


1 le 


Glu 


Leu 


Leu 


Thr 


Gly 


Glu 


Thr 


Trp 


Asn 






50 










55 










60 












Pro 


Phe 


Lys 


Leu 


Gin 


Tyr 


Gin 


Leu 


Arg 


Asn 


Val 


Arg 


Glu 


Arg 


lie 


Ala 




65 










70 










75 










80 




Lys 


Asn 


Leu 


Val 


Glu 
85 


Lys 


Gly 


1 le 


Leu 


Thr 
90 


Thr 


Glu 


Lys 


Gin 


Asn 
95 


Phe 




Leu 


Leu 


Phe 


Asp 
100 


Met 


Thr 


Thr 


His 


Pro 
105 


Val 


Thr 


Asn 


Thr 


Thr 
110 


Glu 


Lys 




Gin 


Arg 


Leu 
115 


Val 


Lys 


Lys 


Leu 


Gin 
120 


Asp 


Ser 


Val 


Leu 


Glu 
125 


Arg 


Trp 


Val 




Asn 


Asp 
130 


Pro 


Gin 


Arg 


Met 


Asp 
135 


Lys 


Arg 


Thr 


Leu 


Ala 
140 


Leu 


Leu 


Val 


Leu 




Ala 


His 


Ser 


Ser 


Asp 


Val 


Leu 


Glu 


Asn 


Val 


Phe 


Ser 


Ser 


Leu 


Thr 


Asp 




145 










150 










155 










160 




Asp 


Lys 


Tyr 


Asp 


Val 
165 


Ala 


Met 


Asn 


Arg 


Ala 
170 


Lys 


Asp 


Leu 


Val 


Glu 
175 


Leu 




Asp 


Pro 


Glu 


Val 
180 


Glu 


Gly 


Thr 


Lys 


Pro 
185 


Ser 


Ala 


Thr 


Glu 


Met 
190 


1 le 


Trp 




Ala 


Val 


Leu 
195 


Ala 


Ala 


Phe 


Asn 


Lys 
200 


Ser 
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<210> 11875 
<211> 2554 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 

<222> (251). . (2377) 
<400> 11875 

atctaaacaa gaaagtagtg agagtttgcc 
agaggatatt tcgggtgaaa aagatgagtc 
tccagcagaa gtagaaagta atgaaaagga 
acatgaagat gatgaaagac cttctgagaa 
atcagaagac atggacaatg tacagtctaa 
ggcagaattt caagtaaaga ttacagccaa 
tataoagtgg ttgctggaag aaaaattgtg 
tttggcagaa ttgaaaacac gagtggaaaa 
tctcactgaa ctacaggcca agatagccag 
agatcttaag aaaagacatg aacatccacc 
aaatgatgtc aacagcaata ataacatgtc 
gctggagtcc aaaagaaatg taagcgagag 
tacagtatct tcaaccaatc ttgtcactco 
gcagactcca gtgacttcgg gttccotcac 
agctactgta gttgotacta ctcaggtgcc 
acagoctttg ccagtgattt tgoatgtacc 
acagagocat ccagggactt tggtgactaa 
tgtgcaaagc ccacctacag tgagtggtct 
gccaaatccc actaaaccaa acaacgttcc 
ccctactgcc agtgctgcac cattgggaac 
acaotctatt gtacaagcca caaggacttc 
tagtocatca actaatcgag gtcctataca 
ttcgtctgct gcagaacaga acagcaatac 
aaoaatagat gottctgtca gtaagaaagc 
cactggcagt gattcaagtg gtgtcattga 
ttcacaagac ccoaaaaaac taaatcacac 
tgtgtcacga ccattgcaac ccatacaacc 
aacaagtgga ccatctcaga ccaccataca 
tgtaacacat cgtccagtaa ctcaggtgac 
aaaccaccag gtggtttata caactcttcc 
aaotgttatg caggotcctg ctgttcggca 
agtgcctcaa acaaccacat atgttgtaaa 
tcagctcaca gtgcatcacc gaccaccaca 
cccagcaccc ttaccagaag ctccacaacc 
atctotgcct cagaagocac acttgaagtt 
actgtcatgg ggtgtcctgg aggtggatcg 
ctatgcttac oatgaggaao ocagtgccac 
agtcaaggca cttcocttgc ccatggcatg 



aaaagaagcc tttctggtcc tctctgatga 60 
tgaagttata tcgcaaaatg aaacgtgctc 120 
caacagacct gaggaagaag agcaagtaat 180 
aaatgaattt tctagacgaa aacgttctaa 240 
acgtcgtcga tatatggaag aagaatatga 300 
aggagacatt aaccagaaac ttcaaaaggt 360 
tgcgctgcag tgtgctgtat ttgataagac 420 
gattgaatgt aacaagaggo ataaaacagt 480 
gttaaccaaa cgctttgaag cagccaaaga 540 
caacccacca gtatcaccag gaaaaactgt 600 
ttacagaaat gcaggcacag tgagacagat 660 
tgcaccacca tcctttcaaa ctcctgtgaa 720 
tccagcagtt gtcagtagtc aacctaaatt 780 
agcaaogtca gttcttcctg cacccaatac 840 
tagtggaaat ccccagocta caatctcttt 900 
tgttgcagta tcotoccagc ctcagottot 960 
tcaaccatct ggcaatgttg aattcatttc 1020 
taccaaaaat ocagtatcot tgcoatcott 1080 
ttctgtgccc agtcotagta ttcaaaggaa 1140 
aacacttgct gtgcaggctg ttccaaoagc 1200 
tttacccaca gtgggcccat caggactcta 1260 
gatgaaaatt ccaatttctg catttagtac 1320 
caccocaaga attgaaaacc agaoaaacaa 1380 
agctgatago acatcacagt gtggaaaagc 1440 
tctcacaatg gatgatgaag agagtggagc 1500 
tcctgtatca accatgagtt cttctcagcc 1560 
agoaccgcot cttcaaccat ctggggtgcc 1620 
cttactacct acagctccaa ctaccgtgaa 1680 
cacaagactc cctgtaccaa gagctcctgc 1740 
tgcaocaoca gctcaggctc ccttgcgagg 1800 
ggtcaatccc caaaatagtg ttaoagttcg 1860 
caatggacta acootgggat caacaggacc 1920 
agtgcatact gagcccccac gccccgtgca 1980 
acagcgtctg cccccagaag ctgooagcac 2040 
agcacgcgtt cagagtcaaa atggcatagt 2100 
aagctgtgcc actgttgata gctaccatct 2160 
tgtgocctca oaatggaaaa agattgggga 2220 
tactctcacG cagtttgtat ctggtagoaa 2280 
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atactacttt gcagtacgag ccaaggatat 
tcagtcaaca gatgtgatct cttctaccca 
tcctctttta aaatttccac cttttggtct 
taaaatccac cttgtgcaag atttcttgga 
aaccagaagc aaaataaact cagcccacaa 



ttatggacgt tttgggcctt tctgtgatcc 2340 
gagcagttaa accttggagc ctttatattt 2400 
tgtttttaat cttgtgcatg ataccccatg 2460 
cagatgtgtg tatacactac atttgtttat 2520 
agct 2554 



<210> 11876 
<211> 709 
<212> PRT 

<213> Homo sapiens 



<400> 11876 



Met 


Asp Asn 


va 1 


u 1 n 


oer 


Lys 


Arg 


A 

Arg 


Arg Tyr Met Glu Glu Glu Tyr 


1 








c 
O 










10 






15 


U 1 U 


Ala 


Glu 


rhe 


u 1 n 


Va 1 


Lys 


1 1 A 
1 le 


\ nr 


Ala 


Lys Gly Asp 


1 le Asn Gin 








20 










ZO 








30 


Lys 


Leu 


Gin 


Lys 


Va 1 


1 1 e 


b 1 n 


Trp 


1 Ai 1 

Leu 


Leu 


Glu 


Glu Lys 


Leu Cys Ala 






35 










40 








45 




Leu 


Gin Cys 


A 1 a 


Va 1 


rhe 


Ann 

Asp 


Lys 


1 nr 


Leu 


Ala 


Glu Leu 


Lys Thr Arg 




50 










oo 










60 




va 1 


Glu 


Lys 


\ 1 e 


u 1 u 


Cys 


Asn 


Lys 


Arg 


His 


Lys 


Thr Val 


Leu Thr Glu 


bo 




















75 




80 


Leu 


Gin 


Ala 


Lys 


1 1 e 


A 1 a 


Arg 


Leu 


1 nr 


Lys Arg Phe Glu 


Ala Ala Lys 










oo 










90 






95 


1 1 1 
u 1 u 


Asp 


Leu 


Lys 


Lys 


Arg 


n 1 s 


u 1 u 


n 1 s 


Pro 


Pro 


Asn Pro 


Pro Val Ser 








100 










105 








110 


Pro 


Gly Lys 


Thr 


Val 


Asn 


Asp 


Val 


Asn 


Ser 


Asn 


Asn Asn 


Met Ser Tyr 






115 










120 








125 




Arg 


Asn 


Ala 


Gly 


Thr 


Val 


Arg 


Gin 


Met 


Leu 


Glu 


Ser Lys 


Arg Asn Val 




130 










135 










140 




Ser 


Glu 


Ser 


Ala 


Pro 


Pro 


Ser 


Phe 


Gin 


Thr 


Pro 


Val Asn 


Thr Val Ser 


145 










150 










155 




160 


Ser 


Thr 


Asn 


Leu 


Val 


Thr 


Pro 


Pro 


Ata 


Val 


Val 


Ser Ser Gin Pro Lys 










165 










170 






175 


Leu 


Gin 


Thr 


Pro 


Val 


Thr 


Ser 


Gly 


Ser 


Leu 


Thr 


Ala Thr 


Ser Val Leu 








180 










185 








190 


Pro 


Ala 


Pro 


Asn 


Thr 


Ala 


Thr 


Val 


Val 


Ala 


Thr 


Thr Gin 


Val Pro Ser 






195 










200 








205 




Gly 


Asn 


Pro 


Gin 


Pro 


Thr 


1 le 


Ser 


Leu 


Gin 


Pro 


Leu Pro 


Val 1 le Leu 




210 










215 










220 




His 


Val 


Pro 


Val 


Ala 


Val 


Ser 


Ser 


Gin 


Pro 


Gin 


Leu Leu 


Gin Ser His 


225 










230 










235 




240 


Pro 


Gly Thr 


Leu 


Val 


Thr 


Asn 


Gin 


Pro 


Ser Gly Asn Val 


Glu Phe 1 le 










245 










250 






255 


Ser 


Val 


Gin 


Ser 


Pro 


Pro 


Thr 


Val 


Ser 


Gly Leu Thr Lys Asn Pro Val 








260 










265 








270 


Ser 


Leu 


Pro 


Ser 


Leu 


Pro 


Asn 


Pro 


Thr 


Lys 


Pro 


Asn Asn 


Val Pro Ser 
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280 








285 








V a 1 


Pro 
r 1 LI 




Prn 




1 1 p 
1 1 c 


Gin 

U 1 1 1 


Arc 
ni s 


A^n 
noi 1 


Prn 

r 1 vl 


Thr 
1 1 II 


Ala Rf^r 
n 1 a oci 


Ala 


Ala 

r\ 1 a 


Prn 
rro 














2QS 










300 








1 Al 1 


ti 1 V 

vj 1 y 


Thr 
■ III 


Thr 
■ III 


1 PI 1 

i_CSLI 


rV 1 CI 


V;) 1 

W Cl 1 


Gin 

vl 1 1 1 


Ala 

n 1 a 


Va 1 

T a 1 


Prn 


Thr Ala 

1 1 1 1 #» 1 a 


Hi <i 

1 1 1 o 


OC 1 


1 lp 

1 1 c 












310 










315 








320 


V a 1 


U 1 1 1 


A 1 p 


Thr 
1 1 11 




Thr 
1 1 II 




1 PI 1 
1— 


Prn 


Thr 
1 1 II 


Va 1 

V a 1 


ft 1 V Prn 

vl 1 y 1 1 LI 


Spr 

OC 1 


Gly 


Leu 




















330 








335 




1 yr 


OCT 


Pro 

rr u 




Thr 
1 1 ir 


Acn 

Aol 1 


Aror 
Ar g 


ft 1 V 

u 1 y 


Prn 
r r LI 


1 lp 

1 1 c 


Gin 

VI 1 1 1 


ific L 1— y o 


1 1 p 

1 1 c 


Pro 


1 le 








0*TVl 


















350 








A 1 ^ 

M 1 a 


Php 
r 1 ic 


OCT 


Thr 
1 1 II 


^pr 
ocr 


^pr 
ocr 


A 1 Pi 

A 1 d 


Ala 

A 1 d 


ft 1 11 

vl 1 U 


ft 1 n 

U 1 1 1 


Acn ^pr 
noi 1 oci 


Acn 

Aol 1 


Thr 


Thr 
























3fi5 

Oviw 








Pro 

r r O 


A r OP 


1 1 p 




Aon 
Aol 1 


vl 1 1 1 


Thr 
1 iir 


Aon 

Ao 1 1 


Lyb 


Thr 
1 1 ir 


1 1 p 

1 1 c 


Aon A 1 a 
Aop A 1 d 


<^pr 
ocr 


Val 


Ser 




%j i\J 










o / o 










OOvl 








1 \/ o 

Lys 


1 \/o 

Lys 


A 1 ft 

A 1 d 


A 1 fi 

A 1 d 


Aon 
AoP 


^pr 
ocr 


Thr 
1 1 ir 


<^pr 
ocr 


ft 1 n 

VJ 1 1 1 


v»y o 


ft 1 V 

u 1 y 


1 \/c A 1 a 
i_y o A 1 d 


Thr 
1 1 ir 


Gly Ser 


OOO 




















Ol70 








400 


Aon 




^Ar 
ocr 


u 1 y 


1 

Vd 1 


1 1 P 


Aon 
Aop 


1 Ol 1 
l_CU 


Thr 
1 1 ir 


Mpt 


Aon 
Ao|J 


Aon ft 1 1 1 
Ao|J U 1 U 


ft 1 II 

VI 1 U 


Ser 


Gly 




















41ft 
t 1 vl 








415 




A 1 £t 
A 1 a 




n 1 n 


Aon 
ASp 


Prn 

rro 


1 \/o 

Lys 


1 \/o 

Lys 


1 PI i 


Acn 

Aol 1 


n 1 o 


Thr 
1 r ir 


Prn Va 1 
rr u Vd 1 


<^pr 
ocr 


Thr 


Met 


























HOW 






ocr 


Qor 


oer 


1 n 


Prn 
rro 


Met 1 

Vd 1 


^pr 
ocr 


A r or 
Ai s 


Prn 
rr u 


1 PI 1 


ft 1 n 

U 1 1 1 


Prn 1 1 P 
rr u lie 


ft 1 n 

U 1 1 1 


Pro 


Ala 
















AACi 
















rr o 


rr o 


Leu 


u 1 n 


Prn 

rro 


Qpr 

oer 


ft 1 u 

u 1 y 


Vsa 1 
Vd 1 


Prn 

rro 


Thr 

1 nr 


^pr 
Ocr 


ft 1 M Prn 
u 1 y rro 


^pr 
Ocr 


Gin 


Thr 
































1 nr 


1 J e 


l-l 1 o 

n 1 s 


L6U 


L6U 


Prn 

rro 


Thr 

I nr 


A 1 ck 
A 1 a 


Prn 

rro 


Thr 
1 nr 


Thr 
1 nr 


Vo 1 Aon 
Vd 1 AoTI 


Va 1 
Vd 1 


Thr 


His 












*f /u 










Al^ 








480 


Arg 


Prn 

rro 


\/o 1 


Thr 

1 nr 


1 n 

u 1 n 


Vd 1 


Thr 

1 nr 


Thr 

1 nr 


Arg 


LcU 


Prn 
rro 


Va 1 Prn 
Vd 1 rro 


A r or 

Arg 


Ala 


Pro 
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495 




A 1 a 
n 1 a 


Aon 


M 1 o 

n 1 s 


i n 

u 1 n 


Vd 1 


Vo 1 
Vd 1 


lyr 


Thr 
1 nr 


Thr 
1 nr 


1 AI 1 

L6U 


Prn 

rro 


A 1 a Prn 
A 1 d rro 


Prn 

rro 


Ala 


Gin 








ouu 










ouo 








51 n 

O 1 \J 






A 1 ct 


rro 


1 Al 1 


Arg 


u 1 y 


Thr 

1 nr 


Vst 1 
Val 


Mp-h 

mcT. 


ft 1 n 
u 1 1 1 


A 1 a 

A 1 d 


Prn 
rr o 


A 1 a Va 1 

Aid V d 1 


Arg 


Gin 


Val 






O 1 Q 










vlZ.Vl 








595 








Aon 


Prrt 

rro 


u 1 n 


Aon 


oer 


Vsi 1 
Vd 1 


Thr 
1 nr 


Va 1 
V d 1 


A r or 

Arg 


Va 1 
Vd 1 


Prn 
rr o 


ft 1 n Thr 
u 1 1 1 1 1 ir 


Thr 
1 1 ir 


Thr Tyr 














ooo 










54.0 








Va 1 


Ma 1 

Va 1 


Aon 
Aon 


Aon 
Aon 


ft 1 V 

u 1 y 


1 Ol 1 

LcU 


Thr 
1 nr 


LcU 


ft 1 \y 

vl 1 y 


<:pr 
ocr 


Thr 
1 1 ir 


ft 1 M Prn 
vl 1 y rr o 


ft 1 n 

U 1 1 1 


Leu 


Thr 






















555 








560 


V a 1 


H i Q 


H i Q 


Ar or 


Prn 
rr o 


Prn 
rr o 


ft 1 n 

U 1 1 1 


Va 1 

Vd 1 


Hi c 
n 1 o 


Thr 
1 1 1 r 


ft hi 

U 1 u 


Prn Prn 
r 1 LI r r LI 


Aror 
ni s 


Pro 


Val 










vivo 










570 
\j / yj 








575 




H i Q 
n 1 o 


Prn 
rr LI 


Ala 

A 1 a 


Prn 

rr \j 


1 PI 1 


Prn 
rr \j 


ft 1 11 

u 1 U 


A 1 a 

A 1 d 


Prn 

rr \j 


ft 1 n 

U 1 1 1 


Prn 
r r LI 


ft 1 n Arcr 
vl 1 1 1 ni g 


1 PI 1 
1— cu 


Pro 


Pro 








580 










585 








590 






Glu 


Ala 


Ala 


Ser 


Thr 


Ser 


Leu 


Pro 


Gin 


Lys 


Pro 


His Leu 


Lys 


Leu 


Ala 






595 










600 








605 








Arg 


Val 


Gin 


Ser 


Gin 


Asn 


Gly 


1 le 


Val 


Leu 


Ser 


Trp Gly 


Val 


Leu 


Glu 




610 










615 










620 








Val 


Asp 


Arg 


Ser 


Cys 


Ala 


Thr 


Val 


Asp 


Ser 


Tyr 


His Leu 


Tyr 


Ala 


Tyr 


625 










630 










635 








640 


His 


Glu 


Glu 


Pro 


Ser 


Ala 


Thr 


Val 


Pro 


Ser 


Gin 


Trp Lys 


Lys 


1 le Gly 










645 










650 








655 




Glu 


Val 


Lys 


Ala 


Leu 


Pro 


Leu 


Pro 


Met 


Ala 


Cys 


Thr Leu 


Thr 


Gin 


Phe 
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660 665 670 

Val Ser 61 y Ser Lys Tyr Tyr Phe Ala Val Arg Ala Lys Asp Me Tyr 

675 680 685 

Gly Arg Phe Gly Pro Phe Cys Asp Pro Gin Ser Thr Asp Val Me Ser 

690 695 700 

Ser Thr Gin Ser Ser 
705 



<210> 11877 
<211> 2431 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (346). , (1086) 
<400> 11877 

tccgggttcg gcaataacot ggagcoggcg 
gaagctccao ottogctccc gtctttctgg 
caggtacctc ccggctgctg cgggtgccct 
acccttccct ggtggaggct cagagttccg 
aggcagggaa gccggtaccc gggtcctggc 
tctctcttcg cggttgcggc gtcgcagacg 
ccgaacggcc cccaaggggc gggcgctgtg 
gcaatgtggc tttctcgctt gttcacagtt 
cttgggttgc atgaagcagc aagcttttac 
agtgctctga ggctgcatca aagattacca 
caggctttgt tagaggacag ctgccactac 
tatccagtta caatgagtat cttcccagtc 
tatacgaaaa aggtccttga cgcaaggggb 
ttggacaaat taagtgctaa tcaacaaaat 
ttcctgatgc ctgcgacagt ttttatgctt 
tttatatact atagatttct tacccttcga 
accttattta atgaaotgag gattgttgtt 
otgtttgtga gaagactttg tctccagagc 
gttccatagt ttaacatcta gttaagctac 
tacttctgct aggggttgta aattccaggt 
tttacataaa tgcatotcgg tggaaaaata 
aaaaagtttt gagaaaattt tactgtgctg 
agtgataaat ataccagttt ttttagaaag 
taatttctoa tgtaaaaaaa atagctctaa 
tttatatctg gcatgaattc attatggtga 
acagtattct accattcagt aattttggtt 
tttcaaattg tttttttaat tggttttatg 
gtaccattat aagaagaatt ctatgtatct 
gtaagtactt ctgtggcctt gagtattttt 



gcgtaggttg gctctttagg gcttcacccc 60 
aaacaccgct ttgatctogg cggtgoggga 120 
ggatccagtc ggctgcacca ggcgagcgag 180 
gcagggtgca tccggcctgt gtgtggcgcg 240 
ocoagcgctg acgttttctc tcccctttct 300 
ctagtgtgag cccccatggc agatacgacc 360 
caattcatga tgaccaataa actggacacg 420 
tactgctctg ctctgtttgt tctgcctctt 480 
caacgtgctt tgctggcaaa tgctcttacc 540 
cacttccagt taagcagagc attcctggcc 600 
ctgttgtatt cactcatctt tgtaaattcc 660 
ttgttattct ctttgcttca tgctgccaca 720 
tcaaatagtt tacctctgct gagatctgtc 780 
attctgaaat tcattgcttg caatgaaata 840 
tttagtggto aaggaagttt gotccaacot 900 
tattcgtctc gaagaaacco atattgtcgg 960 
gaacacataa taatgaaacc tgcttgccca 1020 
attgccttta taagoagatt ggcaccaaca 1080 
aaatatagta taagcattat tagcagctgg 1140 
gttacgctga cctcaatcca atttacataa 1200 
atcattttct tggcatgtta aatcaagctt 1260 
tgttgctaat ggttaaagaa gtctgtatct 1320 
atgctgttgt gcctatatca tgaagtaoat 1380 
aatttgtttc aacctaattg gtaacctgag 1440 
tacacatatg tgaattcagt acattttgag 1500 
aatgatttta acacttctca gtgtatttaa 1560 
ctgctttgtt aggacagatg tgttttgaat 1620 
taaactatga tcttctaaaa ttttatttcc 1680 
taaaaggctc aactgtaagc ctcttagcca 1740 
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gttggataaa tatttggggt cacctagcca ttgaaagcag aaagcagtag tgacacagct 1800 
ttcccttcaa agagccattg agaaacattt ctcaaacagg aaatccttct tttactaatg 1860 
tggacatata gattattcgt attatagttt gtagaactac ctagttcaga atcttgactg 1920 
ccagttttct tggtttctta ggcttgaatt ttcatagaca attgcaacag tttagatgcc 1980 
ttttgaaagg aatgtaatga agattcagca tctgactata tgtgtgtcta tcctgaaata 2040 
ataatggaga gtatactgta gattacatgt ttacccatca aatctgactt aaaaggttaa 2100 
atggaaggtt ttataggtaa ggtaattgat tgggaatggg gtagggggag gagttgtggg 2160 
ggaataatgt gcatttcagt ctcaacgcat agataaattt aggggaattg gatgtattat 2220 
tcaactttga tttgggttgt aaaatgtgtt aaatcctgtt cattgaactc ccatcaactc 2280 
ttataaaatt catgctgatc ttcattaccg ttgcatgatt ggaaatgttt aaaacattgt 2340 
acagttttag tatagagaaa tgtaatggtt tttgtgacca gtttctgtct gcatgtaatt 2400 
tggatttctc aaatacattc attagtaatt t 2431 



<210> 11878 
<211> 247 
<212> PRT 

<213> Homo sapiens 



<400> 11878 



Met 


Ala Asp 


Thr 


Thr 


Pro 


Asn 


Gly 


Pro Gin Gly Ala Gly Ala Val 


Gin 


1 






5 








10 15 




Phe 


Met Met 


Thr 


Asn 


Lys 


Leu 


Asp 


Thr Ala Met Trp Leu Ser Arg 


Leu 






20 










25 30 




Phe 


Thr Val 


Tyr 


Cys 


Ser 


Ala 


Leu 


Phe Val Leu Pro Leu Leu Gly 


Leu 




35 










40 


45 




His 


Glu Ala 


Ala 


Ser 


Phe 


Tyr 


Gin 


Arg Ala Leu Leu Ala Asn Ala 


Leu 




50 








55 




60 




Thr 


Ser Ala 


Leu 


Arg 


Leu 


His 


Gin 


Arg Leu Pro His Phe Gin Leu 


Ser 


65 








70 






75 


80 


Arg 


Ala Phe 


Leu 


Ala 


Gin 


Ala 


Leu 


Leu Glu Asp Ser Cys His Tyr Leu 








85 








90 95 




Leu 


Tyr Ser 


Leu 


1 le 


Phe 


Val 


Asn 


Ser Tyr Pro Val Thr Met Ser 


1 le 






100 










105 110 




Phe 


Pro Val 


Leu 


Leu 


Phe 


Ser 


Leu 


Leu His Ala Ala Thr Tyr Thr 


Lys 




115 










120 


125 




Lys 


Val Leu 


Asp 


Ala 


Arg 


Gly 


Ser 


Asn Ser Leu Pro Leu LeU Arg Ser 




130 








135 




140 




Val 


Leu Asp 


Lys 


Leu 


Ser 


Ala 


Asn 


Gin Gin Asn 1 le Leu Lys Phe 


1 le 


145 








150 






155 


160 


Ala 


Cys Asn 


Glu 


1 le 


Phe 


Leu 


Met 


Pro Ala Thr Val Phe Met Leu 


Phe 








165 








170 175 




Ser 


Gly Gin 


Gly 


Ser 


Leu 


Leu 


Gin 


Pro Phe 1 1 e Tyr Tyr Arg Phe 


Leu 






180 










185 190 




Thr 


Leu Arg 


Tyr 


Ser 


Ser 


Arg 


Arg 


Asn Pro Tyr Cys Arg Thr Leu 


Phe 




195 










200 


205 




Asn 


Glu Leu 


Arg 


1 le 


Val 


Val 


Glu 


His He lie Met Lys Pro Ala Cys 




210 








215 




220 
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Pro Leu Phe Val Arg Arg Leu Cys Leu Gin Ser Me Ala Phe I le Ser 
225 230 235 240 

Arg Leu Ala Pro Thr Val Pro 
245 



<210> 11879 
<211> 2503 
<212> DNA 
<213> Homo sapiens 

<400> 11879 

agctgatttt ctgacagccc cttctcctct cctcactgga tatccagttt ccagggtctg 60 

tgtgtggtgg gaagcaaact ggcctgaggt tcoatccact ggtagaaatg accccaaaga 120 

cttcccatgc agggagggca aagaagaaag tgotttggaa tggagatacc ccttttcctc 180 

ctcctgaatg tatcagagtt agttatcaat gotgactgag tgtgcactot cctagacaco 240 

atggggagag gcagaagagg aaacoagata tggtccttct tcttgggact ctcctgacct 300 

aggaaaagag acagatgaat gcagataact gagtctatat acagggactg ccacaagctc 360 

acactttact gaatgttcag aoctagtcat acatcctaag ggcattgttg gaagcttctg 420 

gaactaagtc tctggggatt tgaatcaact cagaagactg aotcattcac ttggotgtgg 480 

aggctgttcc agatattagg agctatgtat gtggagcccc ggatttgggc caaaagatgc 540 

atttgactgg agagaaggga ttgagatttg agcagttgtt ggacaacaca gaaatgaaac 600 

agccatagca aaottgcctg cogtgatttc tctgctgaga taatgggact tttcagactc 660 

cctgtaactg agatctagat aaaaagagac gtotggaaaa aaactggtoc caattgtcgc 720 

ttggctttgc tttcataact atctgagtgt ggcatatgtc agactttgaa atgctgggtc 780 

tcttggaaat acaaatacca tctgggtctg gataattccc agaaacctag gctactcagt 840 

aggaaatgag gagctggaaa cataataccg agacoagggg cttgtccttg ggccaocctg 900 

tctcgtgtcc tggacacagt cacatgactc gtacagaaaa tgtcactggg aagacaccat 960 

aaggotoatc ttttcacgac acagtgacct ctgttatgga catcttgatt tctctttgag 1020 

aagccatccc toccccagtg tgtatagtct agcagccaag tccgccttgc ctctggccaa 1080 

gggcagcctg aaactcaaac agggccoatc cottatccot ggatggaaat cttgagcaga 1140 

gtgcctgacg ggactgaaga tggctgaaat tocagcaagc agacagtggt tctctgaaga 1200 

ggctcccctc cgcccacacc catgagtgtc tgctccccag atgctccaat cctacttcto 1260 

cagctttacc ttctgttcca taagctgctt cattttctgt ctccaaatcc ctcttttgct 1320 

ggttggacaa agattgtttc tgttgcctgc aatcaaataa cocaaaagga tgaaoaggtg 1380 

aaatcataaa oatactttta agtgcotgga atatgcctgo ttctgtccat ctttcaaccc 1440 

acttgcatca gaagccccct tggaggatga gagcctgtcc tgtgaaccat ggtggttcag 1500 

agtggaacac agcagagtgt ggaacaccag gaatttagag caatcagtga aatatgatgt 1560 

aggcctctat gtcagaaaaa ttactaataa gcagttgatt attagtaatc aataatagcc 1620 

ttcccatttt atatcgagca cagcagtcag catgttaaaa acaaggactg ctggacacca 1680 

gctgcgatga aatgctttat cagaggacgg ccottgatgt ctatgtocat ttgcaagtgo 1740 

ggcattaatt acaaggctgg tttaagtata atcagtaagt ttatatgctg gatgctcaag 1800 

atgatttctg gctaaacatg gaatttctat ttctattttc cttatgttaa aagccggaac 1860 

agcaaaatgt attcctaatg tcactattat gacatttaca tcccgaaaag ttgcagtaac 1920 

tgatcaatac aatagtggaa tgcotggaaa GOtgttcott ttttgctaaa aaaaggaggg 1980 

oactttttat gtctttgatg tgaagttcat gttotttgac agtgattgat ggaatatgot 2040 

acagaaaagg ctgattacat tttactagag aagtaaaaaa gaaatgcagg agaatcccac 2100 

agctctggga ttgaatggaa agcaaaggag gagctcctct agggggctat gggatgcctc 2160 
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tgtgtagcta ttgaatctct ggggccatgg 
ttcaagagta tgggctggat gcagagtaaa 
acttctgtct tcaaaatcct gaacaagctc 
gcagattagg aagagaaaga gaagtggatt 
taacgggatg attcagaaga atgcaaccct 
atttattgtc caaataaagc aaaatcatgc 



atgagaattt gcttggtcag taggtcagca 2220 
cgacctgctg agagtaatgg ccactgcttt 2280 
ctcttttggc caactctaac ctggaaccat 2340 
gtgagaaaga ttttagcttg gtcaagttga 2400 
tatcaactag gtatatctct tttttcctac 2460 
tttcacctgc ctg 2503 



<210> 11880 
<211> 2442 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (74). . (1975) 



<400> 11880 

aaggaagtcc caoctgcgcc cgacggcgga 
tacggctgcc ggcatggcac attacaactt 
ggacttcata gacctcacgt tgtcgaagac 
acattaccaa atacatcgca ttagacattt 
gaattaccat gatagacttt cacaaattct 
tccgttctat gctgatttga tgaatattct 
ggggcaaata aatattgcca aaaatttagt 
gatgaagtat ggcgactctc tctaccgctg 
gatgtgcaca gtgatcaaga ggcagaagca 
gcatttatcc cgtttgccaa ccattgatcc 
cccaaatgtt gggaagtcca gcttcatcaa 
gccctatgcg ttcacaacca agtctctgtt 
ttggcaggtt gtagacactc ctgggatcct 
cgagatgcag gccatcactg ccctggccca 
tttgtotgag cagtgtgggc atgggctgag 
acctctcttc atoaacaagc otctcatagt 
agctgaactt tctgaagatg atcagaaaat 
tgtaatagag accagcaccc tgactgagga 
cgataggctt ttggctcatc gagtggaaac 
gctgaataga ctgoacctgg ctatcccaac 
catocctgaa ggagtggtgg ctcgcaggaa 
gagggaacga gatcttgagc tggaaatggg 
ctgggattta atgaatttgt ctgaaaaaca 
taatatagct gattatattg atccagccat 
agaagagctg agaacagctg ctggagagta 
gatgctggaa atccgacagc tggcaaagca 
ggagtccaag gaaaagaata caoagggacc 
gaggacagtt ttggagaagg agatgcatag 
tgcccattac gcagtccagg caagaagatc 
agactctgct cccccatcct ctgtggcccg 



agttccggga gtgccaagta cccgogtgca 60 
caagaaaatt acggtggtgc cgtccgcoaa 120 
tcaacgaaag actccaaccg ttattcataa 180 
ttacatgaga aaagtcaaat ttactcaaca 240 
aacagatttc cccaaattgg atgatattca 300 
ctaogacaag gatcattaca agttggctct 360 
ggacaatgtt gctaaagatt atgtgcgact 420 
caaacagctg aagcgtgcgg ccctgggacg 480 
gagtttggag tatttggagc aagtgogtca 540 
gaataccagg accctgcttt tgtgtgggta 600 
caaggtgacg agagcagacg tggatgtcca 660 
tgttgggoao atggattata agtatctacg 720 
ggaccaccct ctggaggata ggaacacoat 780 
Gctccgtgct gcggtcctgt atgtgatgga 840 
ggagcagcta gaactcttcc agaacatcag 900 
tgtagcoaac aaatgtgatg tgaagagaat 960 
atttacagat ttgcagtctg aaggattooc 1020 
aggtgttatt aaagttaaaa cagaggcttg 1080 
caaaatgaag ggaaataaag tgaatgaggt 1140 
caggagggac gataaggaga ggcccccttt 1200 
gaggatggaa actgaggagt ccaggaagaa 1260 
agatgattat attttggatc ttcagaagta 1320 
tgataagata ccagaaatct gggaaggoca 1380 
catgaagaaa ttggaagaat tagaaaaaga 1440 
tgacagtgta tctgagagtg aagacgaaga 1500 
aattcgagag aaaaagaagt tgaaaattct 1560 
caggatgcog cgaactgcta agaaggttca 1620 
tcttggtgtt gacatggacg ataaagacga 1680 
ccggagcatc actaggaaaa gaaagcggga 1740 
gagtgggagt tgctctcgaa ctccacgtga 1800 
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cgtttctggt cttagggatg tcaagatggt 
tcagaagaag atgaatcggt tggggaagaa 
gaagcccaag cacttgctgt ctgggaagag 
tccgtttggt tggcgtggct tcgctagagt 
atggtttcat gaaattggag ctctgtataa 
gttgctttgc tgaaaactat ggttaaccct 
taatattaca aatattttga gtagacagtg 
cagattttca gaactgggaa gatttactgg 
ccttattttc ttttgtaaga gctgggagca 
gcttaaaata cgctcttaaa ttattttcta 
gtcttcaact attttatcca aaataaacct 



gaagaaagcc aagactatga tgaagaatgc 1860 
aggggaggcg gatagacacg tgtttgatat 1920 
gaaagctggt aaaaaggaca ggagatagta 1980 
gttgctgttt atttcctggt ttggcacagt 2040 
actgaaaaag acaaaataag taaagcactt 2100 
atataggtgt gggaaatttt tgtcactgca 2160 
tttccacatt taatggagta tcagttgctt 2220 
tgtaactggg ttgtttttga tggagaaaaa 2280 
aacacgttta tgagtgtgtc ggaatcccgt 2340 
gtcttatttt acaatgtctc attgtagtct 2400 
ccagaagaaa gt 2442 



<210> 11881 
<211> 634 
<212> PRT 

<213> Homo sapiens 



<400> 11881 



wie L 


Ala 


n 1 s 


Tyr 


Asn 


rne 


Lys 


Lys 


1 t ty 

\ 1 e 


1 nr 


va 1 


Val 


Pro Ser Ala Lys 


1 








5 










10 






15 


Asp 


Phe 


1 le 


Asp 


Leu 


Thr 


Leu 


Ser 


Lys 


Thr 


Gin 


Arg Lys Thr Pro Thr 








20 










25 








30 


Val 


1 le 


His 


Lys 


His 


Tyr 


Gin 


1 le 


His 


Arg 


1 le 


Arg His Phe Tyr Met 






35 










40 










45 


Arg 


Lys 


Val 


Lys 


Phe 


Thr 


Gin 


Gin 


Asn 


Tyr 


His 


Asp Arg Leu Ser Gin 




50 










55 










60 




1 le 


Leu 


Thr 


Asp 


Phe 


Pro 


Lys 


Leu 


Asp 


Asp 


1 le 


His 


Pro Phe Tyr Ala 


65 










70 










75 




80 


Asp 


Leu 


Met 


Asn 


1 le 


Leu 


Tyr 


Asp 


Lys 


Asp 


His 


Tyr 


Lys Leu Ala Leu 










85 










90 






95 


Gly 


Gin 


1 le 


Asn 


i le 


Ala 


Lys 


Asn 


Leu 


Val 


Asp 


Asn 


Val Ala Lys Asp 








100 










105 








110 


Tyr 


Val 


Arg 


Leu 


Met 


Lys 


Tyr 


Gly 


Asp 


Ser 


Leu 


Tyr Arg Cys Lys Gin 






115 










120 










125 


Leu 


Lys 


Arg 


Ala 


Ala 


Leu 


Gly 


Arg 


Met 


Cys 


Thr 


Val 


1 1 e Lys Arg G 1 n 




130 










135 










140 




Lys 


Gin 


Ser 


Leu 


Glu 


Tyr 


Leu 


Glu 


Gin 


Val 


Arg 


Gin 


His Leu Ser Arg 


145 










150 










155 




160 


Leu 


Pro 


Thr 


1 le 


Asp 


Pro 


Asn 


Thr 


Arg 


Thr 


Leu 


Leu 


Leu Cys Gly Tyr 










165 










170 






175 


Pro 


Asn 


Val 


Gly 


Lys 


Ser 


Ser 


Phe 


1 le 


Asn 


Lys 


Val 


Thr Arg Ala Asp 








180 










185 








190 


Val 


Asp 


Val 


Gin 


Pro 


Tyr 


Ala 


Phe 


Thr 


Thr 


Lys 


Ser 


Leu Phe Val Gly 






195 










200 










205 


His 


Met 


Asp 


Tyr 


Lys 


Tyr 


Leu 


Arg 


Trp 


Gin 


Val 


Val 


Asp Thr Pro Gly 




210 










215 










220 




1 le 


Leu 


Asp 


His 


Pro 


Leu 


Glu 


Asp 


Arg 


Asn 


Thr 


1 le 


Glu Met Gin Ala 
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1 le 


Thr 


Ala 


Leu 


Leu 


oer 


u 1 U 


a, 1 •-I 
u 1 n 








zbU 


u 1 n 


Asn 


1 1 e 


Arg 










Asn 


Lys 


oys 


Asp 




zyu 






Lys 


1 1 e 


rne 


1 nr 


oOb 








Ser 


Thr 


Leu 


Thr 


Asp 


Arg 


Leu 


Leu 








340 


va 1 


A AM 

Asn 


u 1 U 


Va 1 






355 




Asp 


A AM 

Asp 


1 . # A 

Lys 


u 1 u 




370 






Arg 


Lys 


Arg 


Klex 


385 








Leu 


Glu 


Leu 


Glu 


Trp 


Asp 


1 A. ■ 

Leu 


Met 








420 


Trp 


U 1 U 


u 1 y 


LI ! A 

H 1 S 






Jl O IT 

435 




1 KM 
Lys 


1 Al 1 

Leu 


u 1 U 


oil! 

u 1 U 




450 






b 1 U 


Tyr 


A A.-* 

Asp 


Oa>^ 

ber 


465 








Arg 


Gin 


Leu 


Ala 


b 1 U 


Ser 


1 « . A 

Lys 


b 1 U 








bOO 


Lys 


Lys 


\/a I 

Va 1 


u 1 n 






bib 




va 1 


Asp 


ffiex 


Asp 




530 






Arg 


Ser 


Arg 


Ser 


545 








Pro 


Ser 


Ser 


Val 


Val 


Ser 


Gly 


Leu 








580 


Met 


Lys 


Asn 


Ala 






595 




Ala 


Asp 


Arg 


His 





ZOU 






A 1 a 


kl i o 

n 1 S 


Leu 


Arg 










oys 


u 1 y 


n 1 s 


u 1 y 


Pro 


Leu 


Phe 


1 le 








ZoU 


va 1 


Lys 


Arg 


1 1 e 










A A»-k 

Asp 


Leu 


b 1 n 


O A Hi" 

ber 




ol U 






U 1 U 


u 1 U 


b 1 y 


\/a I 

va 1 


oZt> 








A 1 A 

Ala 


u ; A 
H 1 S 


Arg 


Wa 1 

va 1 


Leu 


Asn 


Arg 


Leu 








OCA 

obO 


Arg 


Pro 


Pro 


rhe 






0~7CZ 

o/o 




u 1 u 


Ihr 


b lU 


b 1 u 




390 






met 


(a 1 y 


A AM 

Asp 


A AM 

Asp 


4Uo 








A AM 

Asn 


1 Al 1 

Leu 


O A>^ 

oer 


Pill 

b 1 U 


Asn 


1 le 


Ala 


Asp 








440 


1 Al ■ 

Leu 


b 1 U 


1 A 

Lys 


1 1 1 
b 1 U 










\/a I 

Va 1 


5>er 


b 1 U 


oer 




4/U 






1 .>A 

Lys 


b 1 n 


1 1 A 

1 1 e 


A b>- A- 

Arg 


A QC 








Lys 


Asn 


1 nr 


b 1 n 


Arg 


Thr 


Val 


Leu 








ozu 


Asp 


1 *#A 

Lys 


A AM 

Asp 


A AM 

Asp 






Doo 




1 le 


Thr 


Arg 


Lys 




550 






Ala 


Arg 


Ser 


Gly 


565 








Arg 


Asp 


Val 


Lys 


Gin 


Lys 


Lys 


Met 








600 


Val 


Phe 


Asp 


Met 







Zoo 




A 1 o 
A 1 a 


A 1 o 
A 1 a 


va 1 


Leu 










Leu 


Arg 


^ 1 1 1 
U 1 u 


n 1 n 

u 1 n 


ZDO 








Asn 


Lys 


Pr-n 

rro 


1 Al 1 

Leu 


Ala 


Glu 


Leu 


Ser 








oUU 


b 1 U 


b 1 y 


rne 


rro 






o 1 O 




1 1 £k 

1 1 e 


Lys 


va 1 


Lys 










b 1 U 


\ nr 


Lys 


ifie L 


o*fO 








n 1 S 


Leu 


A 1 o 

A 1 a 


1 t A 
1 1 e 


1 le 


Pro 


Glu 


Gly 








ooU 


oer 


Arg 


Lys 


Lys 






O^O 




Tyr 


1 1 A 

1 1 e 


Leu 


Asp 




4 1 u 






1 »#A 

Lys 


u : A 
H 1 S 


Asp 


Lys 


4Zo 








Tyr 


1 1 A 

1 1 e 


Asp 


rro 


Glu 


Glu 


Leu 


Arg 








4DU 


Pill 
b 1 U 


Asp 


Pill 

b 1 U 


b 1 U 










nil! 

b 1 U 


Lys 


Lys 


Lys 




4yu 






u 1 y 


rro 


Arg 


iiie L 


ouo 








u 1 u 


Lys 


U 1 u 


ifiex 


Ala 


His 


Tyr 


Ala 








0*fU 


Arg 


Lys 


Arg 


Glu 






555 




Ser 


Cys 


Ser 


Arg 




570 






Met 


Val 


Lys 


Lys 


585 








Asn 


Arg 


Leu 


Gly 


Lys 


Pro 


Lys 


His 



1 yr 


Vo 1 
Va 1 


Mo+ Aon 

mCT. Mop 






ZOO 


1 Ol 1 


1 1 1 


1 pii Php 
i_cu r 1 ic 




Old 
z /u 




1 1 

1 1 e 


Va 1 
Va 1 


1 A 1 » 
Va 1 Ala 


ZoO 






Glu 


Asp 


Asp Gin 


\/a 1 
Va 1 


1 1 0 

1 1 e 


u 1 u 1 nr 






ozu 


1 nr 


n 1 1 1 

V3 1 u 


A 1 a UyS 






ooD 


Lys 


fx 1 \/ 

u 1 y 


A ^ M 1 \M ^ 

Asn Lys 




oou 




rro 


1 nr 


Arg Arg 


ooo 






Val 


Val 


Ala Arg 


Arg 


b 1 U 


Arg ASp 






4UU 


Leu 


b 1 n 


Lys Tyr 






4 1 O 


1 1 e 


rro 


1 11 1 1 A 

b 1 u lie 




4oU 




A 1 

A 1 a 


1 1 A 

1 1 e 


ffiex Lys 


AACZ 
440 






Thr 


Ala 


Ala Gly 


ffie L 


Leu 


^ 1 1 1 1 1 A 

b 1 u lie 






4oU 


Leu 


Lys 


1 1 e Leu 






4yo 


rro 


Arg 


Thr- A 1 o 

1 nr A 1 a 




O 1 u 




l-l i c 

n 1 o 


oer 


i-cu u 1 y 


ozo 






Mck 1 
Va 1 


u 1 n 


A I o A i^or 
A 1 a Arg 


Asp 


Ser 


Ala Pro 






560 


Thr 


Pro 


Arg Asp 






575 


Ala 


Lys 


Thr Met 




590 




Lys 


Lys 


Gly Glu 


605 






Leu 


Leu 


Ser Gly 
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610 615 620 

Lys Arg Lys Ala Gly Lys Lys Asp Arg Arg 
625 630 



<210> 11882 
<211> 2642 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (141). . (821) 

<400> 11882 

acttccggga acgocgggga accgcagtag ccgcctgcta gtggcgotgo tagccggccg 60 
gcgcaggctg ccgagcgggt gagcgcgcag gccaggooaa agccctggta cccgcgcggt 120 
gcgggcctca gtctgcggcc atgggggcgt ccgcgcggct gctgcgagcg gtgatcatgg 180 
gggccocggg otogggcaag ggcaccgtgt cgtcgcgcat cactacacac ttcgagctga 240 
agcacctctc oagoggggac ctgctccggg acaacatgct gcggggcaca gaaattggcg 300 
tgttagccaa ggctttcatt gaccaaggga aactcatccc agatgatgtc atgactcggc 360 
tggcccttca tgagctgaaa aatctcaccc agtatagctg gctgttggat ggttttccaa 420 
ggacacttcc acaggcagaa gooctagata gagcttatca gatcgacaca gtgattaacc 480 
tgaatgtgcc ctttgaggtc attaaaoaac gccttactgc tcgctggatt catcccgcca 540 
gtggccgagt otataacatt gaattcaacc ctcccaaaac tgtgggcatt gatgacctga 600 
ctggggagcc tctcattcag cgtgaggatg ataaaccaga gacggttatc aagagactaa 660 
aggottatga agaccaaaca aagccagtcc tggaatatta ccagaaaaaa ggggtgctgg 720 
aaacattctc cggaacagaa accaacaaga tttggcccta tgtatatgot ttcctacaaa 780 
ctaaagttcc acaaagaagc cagaaagctt cagttaotcc atgaggagaa atgtgtgtaa 840 
ctattaatag taagatgggc aaacctccta gtccttgcat ttagaagctg cttttcctaa 900 
gacttctagt atgtatgaat totttgaaaa ttatattact tttatttcta ctgattttat 960 
tttggatact aaggatgtgc caaatgattc ggatactaag atgcatcgtt tgaaatcatc 1020 
tagtgtgttg tatgcagtta tcotcaaaaa catcagogat gtctgaacct ttaaaacatc 1080 
tgttagagca aaattaaaag agcatttggt agtaatctaa ctttttgttc agttaataag 1140 
tggttgataa agtttccata tttttctgga aaagttaaaa aaagttacat gtcatttgga 1200 
gaaaataogt aatcagaaat ttgtgcatag attgatgcca aaaaagacat ttccagoatt 1260 
gtggaacatg gtgagacact atataaaatt ccagaaagaa agoaactgga tttacagatt 1320 
tattgtgaga cacaaattca ctgctgcctt tacactaaga aatgtatatg ttaaccatat 1380 
atgctgtatt tattttgtcg ttaagoatac tttcagttta ctcagaattt tcaatttgct 1440 
ataaagatgt atcaattagc atatagaaaa atattacttt aagatgactt gtttcctttg 1500 
aaaatacctg tgtactgagg gttatgattt gtgtcaaaaa ttgacataag tgcttttaca 1560 
agcaccaaag ttgaatgaat tttcaacaaa atgtaattaa agtctatgtt ttcagttatg 1620 
actcaggtta agaaatgtgt tttaggatot acttgctggt ttttcttttt gatccaaatg 1680 
tgtgatctgc cotgataaat aacaagttat agtaccatot cccccgccaa taaaaaagag 1740 
aagaaaaaag agaaacccgt ggcactatgt aaataaagta agcatacttt gttgttagta 1800 
aatagatgag gcatgcctgg gaaatgctcc cttggcataa atagcaatca attataatta 1860 
gtaaaoaggt gtaccaataa aaagaattta catgataggt taacaaggac caggaaagtg 1920 
agtttcctga aggagttott tgttoctgat caaagaaatt gatacctgtt agcattcact 1980 
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gccaccatat tttaaggaga aagaactcta 
tggaatctaa aggatggttg ctgatgtact 
gagatggagg aaaaacttga ttatgtcttc 
gccaaatcaa atgaaacaag ccgtcttaca 
tttttttccc aggtacttaa aatacaagtg 
gaaaatttta tttccctttt cttctgatat 
ccaaggtttt ttaaaagaaa tataggaaac 
ccttatttga atgttaatct tatgtgcttt 
ggattatcac taggttatca agcatatatt 
aactgtggct attactttgt tcttggtcct 
tctgctgcct gatgtctcaa tggcttctga 
gt 



ttggtgtcgt ctgagcagcc atttaaaaat 2040 
gtgtggtctg gtagaagtgg ggaaatatga 2100 
catggcatat ttactcttac tttacttcgt 2160 
agtcgttatt gcctttaaaa atctgttccg 2220 
ccagtaagtg gttcttatgt gttttggggg 2280 
ttaaaaaatt catcgatctt tcaagatgaa 2340 
acttcattct ttataaaact ttctataatg 2400 
ctaaaaaatg ttgtgaaata ccaaacttat 2460 
agtctttatc agaataaaat gaaatttcat 2520 
tcacagggcc tgctccatcc caccttcctt 2580 
atgactgttc taataaatga tcttaaaaca 2640 

2642 



<210> 11883 
<211> 227 
<212> PRT 

<213> Homo sapiens 



<400> 11883 




Met 


Gly Ala 


Ser 


1 

Gly 


Ser Gly 


Lys 








20 


Leu 


Lys 


His 


Leu 






35 




Gly 


Thr 


Glu 


1 le 




50 






Leu 


1 le 


Pro 


Asp 


65 








Asn 


Leu 


Thr 


Gin 


Pro 


Gin 


Ala 


Glu 








100 


Asn 


Leu 


Asn 


Val 






115 




Trp 


1 le 


His 


Pro 




130 






Pro 


Lys 


Thr 


Val 


145 








Arg 


Glu Asp 


Asp 


Glu 


Asp Gin 


Thr 








180 


Leu 


Glu 


Thr 


Phe 






195 




Tyr 


Ala 


Phe 


Leu 




210 







Ala 


Arg 


Leu 


Leu 


5 








Gly 


Thr 


Val 


Ser 


Ser 


Ser 


Gly 


Asp 








40 


Gly 


Val 


Leu 


Ala 






55 




Asp 


Val 


Met 


Thr 




70 






Tyr 


Ser 


Trp 


Leu 


85 








Ala 


Leu 


Asp 


Arg 


Pro 


Phe 


Glu 


Val 








120 


Ala 


Ser 


Gly 


Arg 






135 




Gly 


1 le 


Asp 


Asp 




150 






Lys 


Pro 


Glu 


Thr 


165 








Lys 


Pro 


Val 


Leu 


Ser 


Gly 


Thr 


Glu 








200 


Gin 


Thr 


Lys 


Val 



215 



Arg 


Ala 


Val Me 




10 




Ser 


Arg 


lie Thr 


25 






Leu 


Leu 


Arg Asp 


Lys 


Ala 


Phe Me 






60 


Arg 


Leu 


Ala Leu 






75 


Leu 


Asp 


Gly Phe 




90 




Ala 


Tyr 


Gin 1 le 


105 






1 le 


Lys 


Gin Arg 


Val 


Tyr 


Asn 1 1 e 






140 


Leu 


Thr 


Gly Glu 






155 


Val 


1 le 


Lys Arg 




170 




Glu 


Tyr 


Tyr Gin 


185 






Thr 


Asn 


Lys 1 1 e 


Pro 


Gin 


Arg Ser 






220 



Met 


Gly Ala 


Pro 




15 




Thr 


His Phe 


Glu 




30 




Asn 


Met Leu 


Arg 


45 






Asp 


Gin Gly 


Lys 


His 


Glu Leu 


Lys 






80 


Pro 


Arg Thr 


Leu 




95 




Asp 


Thr Val 


1 le 




110 




Leu 


Thr Ala 


Arg 


125 






Glu 


Phe Asn 


Pro 


Pro 


Leu 1 1 e 


Gin 






160 


Leu 


Lys Ala 


Tyr 




175 




Lys 


Lys Gly 


Val 




190 




Trp 


Pro Tyr 


Val 


205 






Gin 


Lys Ala 


Ser 
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Val Thr Pro 

225 



<210> 11884 
<211> 2920 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (112). . (2814) 



<400> 11884 

ggcgacactt tgctacggag tgcatcggac gtcgaagcct agagtctctg cgtctttccc 60 
tcttccgctg cctcattcct ttccttccta gccttggtcg tcgoogocac catgaacaag 120 
aagaagaaac cgttoctagg gatgcccgcg cccctcggct acgtgccggg gctgggccgg 180 
ggcgccactg gcttcacoac goggtoagao attgggcccg cccgtgatgc aaatgaccct 240 
gtggatgatc gccatgcacc cccaggcaag agaaccgttg gggaocagat gaagaaaaat 300 
caggctgctg acgatgacga cgaggatcta aatgacacca attacgatga gtttaatggc 360 
tatgctggga gcctcttoto aagtggaccc tacgagaaag atgatgagga agcagatgot 420 
atctatgcag ccctggataa aaggatggat gaaagaagaa aagaaagacg ggagcaaagg 480 
gagaaagaag aaatagagaa atatcgtatg gaacgcccca aaatccaaca gcagttctca 540 
gacctcaaga ggaagttggc agaagtcaoa gaagaagagt ggctgagcat ccccgaggtt 600 
ggcgatgcca gaaataaacg tcagcggaac ccacgctatg agaagctgao ccctgttcct 660 
gacagtttct ttgccaaaca tttacagacc ggagagaacc ataoctcagt ggatcoccga 720 
caaactoaat ttggaggtct taacacaccc tatccaggtg gactaaacac tccataccca 780 
ggtggaatga cgccaggact gatgacacct ggcacaggtg agctggacat gaggaagatt 840 
ggccaagcga ggaacactct gatggacatg aggctgagoc aggtgtctga ctccgtgagt 900 
ggacagaccg tcgttgaccc caaaggctac ctgacggatt taaattccat gatcccgaca 960 
cgcggaggag acatcaatga tatcaagaag gcgcgactgc tcctcaagtc tgttcgggag 1020 
acgaacccto atcacccgcc agcctggatt gcatcagccc gcctggaaga agtcaotggg 1080 
aagctacaag tagctcggaa ccttatcatg aaggggacgg agatgtgccc caagagtgaa 1140 
gatgtctggc tggaagcagc caggttgcag cctggggaca cagccaaggc cgtggtagcc 1200 
caagctgtcc gtoatotocc acagtctgto aggatttaca tcagagccgc agagctggaa 1260 
acggacattc gtgcaaagaa gcgggttctt cggaaagccc tcgagoatgt tccaaactcg 1320 
gttcgcttgt ggaaagcagc cgttgagctg gaagaacctg aagatgctag aatcatgctg 1380 
agccgagctg tggagtgctg ccocaccagc gtggagctot ggcttgctct ggcaaggctg 1440 
gagacctatg aaaatgcccg caaggtcttg aacaaggcgc gggagaacat tcotacagac 1500 
cgacatatct ggatcacggc tgctaagctg gaggaagcca atgggaacac gcagatggtg 1560 
gagaagatoa tcgaccgagc catoaootcg ctgcgggcca acggtgtgga gatcaaccgt 1620 
gagcagtgga tccaggatgc cgaggaatgt gacagggotg ggagtgtggc cacctgocag 1680 
gccgtcatgc gtgccgtgat tgggattggg attgaggagg aagatcggaa gcatacctgg 1740 
atggaggatg ctgacagttg tgtagccoac aatgccctgg agtgtgcacg agccatctac 1800 
gcctacgccc tgcaggtgtt ccocagcaag aagagtgtgt ggotgogcgc cgcgtacttc 1860 
gagaagaacc atggcactcg ggagtccctg gaagcactcc tgcagagggc tgtggcccac 1920 
tgoccoaaag cagaggtgct gtggctcatg ggcgccaagt ccaagtggct ggcaggggat 1980 
gtgcctgcag caaggagcat cctggccctg gocttccagg tgttcatgaa gtotgtgaag 2040 
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ctggagtggg tgcaagacaa catcagggca 
cactatgagg acttccccaa gctgtggatg 
atgatggaga aggcgcggga agcctataac 
cccctgtggc ttttgctctc tcggctggag 
gccattttgg aaaagtctcg tctgaagaac 
gtgcggctgg agtaccgtgc ggggctgaag 
ctgcaggagt gccccaactc cggtatcctg 
ccccagagga ggaccaagag cgtggatgcc 
ctcctggccg tggccaagct gttttggagt 
ttccaccgca ctgtgaagat tgactcggac 
tttgagctgc agcatggcac tgaggagcag 
gcagagcctc ggcatgggga gctgtggtgc 
aagaagatcg gggacatcct taggctggtg 
agcggttgcc atggccggtc tccgtggggc 
gctgtgtcct ccttcattaa aagtttttat 



gcccaagatc tgtgcgagga ggccctgcgg 2100 
atgaaggggc agatcgagga gcagaaggag 2160 
caggggttga agaagtgtcc ccactccaca^ 2220 
gagaagattg ggcagcttac tcgagcacgg 2280 
ccaaagaacc ctgggctgtg gttggagtcc 2340 
aacatcgcaa atacactcat ggccaaggcg 2400 
tggtctgagg ccatcttcct cgaggcaagg 2460 
ctgaagaagt gtgagcatga cccccatgtg 2520 
cagcggaaga tcaccaaggc cagggagtgg 2580 
ctgggggatg cctgggcctt cttctacaag 2640 
caggaggagg tgaggaagcg ctgtgagagt 2700 
gccgtgtcca aggacatcgc caactggcag 2760 
gccggccgca tcaagaacac cttctgattg 2820 
agggttgggc cgcatgtgga agggctctga 2880 
gtctcgtgtc 2920 



<210> 11885 
<211> 901 
<212> PRT 

<213> Homo sapiens 



<400> 11885 




























Met 


Asn Lys 


Lys 


Lys 


Lys 


Pro 


Phe 


Leu 


Gly 


Met 


Pro 


Ala 


Pro 


Leu 


Gly 


1 






5 










10 














Tyr 


Val Pro 


Gly 


Leu 


Gly 


Arg 


Gly 


Ala 


Thr 


Gly 


Phe 


Thr 


Thr 


Arg 


Ser 






20 










25 










30 






Asp 


1 le Gly 


Pro 


Ala 


Arg 


Asp 


Ala 


Asn 


Asp 


Pro 


Val 


Asp 


Asp 


Arg 


His 




35 










40 










45 








Ala 


Pro Pro 


Gly 


Lys 


Arg 


Thr 


Val 


Gly 


Asp 


Gin 


Met 


Lys 


Lys 


Asn 


Gin 




50 








55 










60 










Ala 


Ala Asp 


Asp 


Asp 


Asp 


Glu 


Asp 


Leu 


Asn 


Asp 


Thr 


Asn 


Tyr 


Asp 


Glu 


65 








70 










75 










80 


Phe 


Asn Gly 


Tyr 


Ala 


Gly 


Ser 


Leu 


Phe 


Ser 


Ser 


Gly 


Pro 


Tyr 


Glu 


Lys 








85 










90 










95 




Asp 


Asp Glu 


Glu 


Ala 


Asp 


Ala 


1 le 


Tyr 


Ala 


Ala 


Leu 


Asp 


Lys 


Arg 


Met 






100 










105 










110 






Asp 


Glu Arg 


Arg 


Lys 


Glu 


Arg 


Arg 


Glu 


Gin 


Arg 


Glu 


Lys 


Glu 


Glu 


1 le 




115 










120 










125 








Glu 


Lys Tyr 


Arg 


Met 


Glu 


Arg 


Pro 


Lys 


1 le 


Gin 


Gin 


Gin 


Phe 


Ser 


Asp 




130 








135 










140 










Leu 


Lys Arg 


Lys 


Leu 


Ala 


Glu 


Val 


Thr 


Glu 


Glu 


Glu 


Trp 


Leu 


Ser 


1 le 


145 








150 










155 










160 


Pro 


Glu Val 


Gly 


Asp 


Ala 


Arg 


Asn 


Lys 


Arg 


Gin 


Arg 


Asn 


Pro 


Arg 


Tyr 








165 










170 










175 




Glu 


Lys Leu 


Thr 


Pro 


Val 


Pro 


Asp 


Ser 


Phe 


Phe 


Ala 


Lys 


His 


Leu 


Gin 






180 










185 










190 






Thr 


Gly Glu 


Asn 


His 


Thr 


Ser 


Val 


Asp 


Pro 


Arg 


Gin 


Thr 


Gin 


Phe 


Gly 
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1 




u 1 y 


Leu 


Asn 


1 nr 




Z 1 u 






u 1 y 


iviet 


1 nr 


Pro 










Arg 


Lys 


1 1 e 


u 1 y 


Gin 


Val 


Ser 


Asp 








OCA 

260 


Tyr 


Leu 


1 nr 


A ^n 

Asp 






z /o 




Asn 


A An 

Asp 


1 1 A 

1 1 e 


Lys 




z90 






Asn 


Pro 


Hi s 


H 1 s 


one 








va 1 


1 hr 


uly 


Lys 


Glu 


Met 


Cys 


Pro 








o40 


G 1 n 


Pro 


Gly 


Asp 






355 




Leu 


Pro 


t n. 
6 1 n 


Ser 




3/0 






Asp 


1 1 ^ 

\ le 


A ^» 

Arg 


A 1 A 

Ala 


oob 








Pro 


Asn 


Ser 


Va 1 


Glu 


Asp 


Ala 


Arg 








A OA 

420 


Ser 


val 


Glu 


Leu 






4ob 




Ala 


Arg 


Lys 


Va 1 










H 1 S 


1 1 A 

1 1 e 


Trp 


1 1 A 
1 le 


4bo 








G 1 n 


Met 


Va 1 


A 1 . . 

b 1 U 


Asn 


Gly 


Val 


Glu 










Cys 


Asp 


Arg 


Ala 






515 




Val 


1 le 


Gly 


1 le 




530 






Glu 


Asp 


Ala 


Asp 


545 








Ala 


1 le 


Tyr 


Ala 


Trp 


Leu 


Arg 


Ala 



200 



rro 


Tyr 


rro 


u 1 y 






O 1 c 

zl o 




A 1 

(a 1 y 


Leu 


Me L 


1 nr 




OOA 

zoO 






A 1 n 

u 1 n 


A 1 A 

A 1 a 


Arg 


A A 

Asn 


24o 








Ser 


Val 


Ser 


Gly 


1 All 
Leu 


Asn 


ber 


Met 








OOA 

zoO 


Lys 


A 1 a 


Arg 


Leu 






one 
29b 




Pro 


Pro 


A 1 A 

A 1 a 


Trp 




O 1 A 

310 






1 Ai I 

Leu 


A 1 

u 1 n 


va 1 


A 1 A 

A 1 a 


325 








Lys 


Ser 


Glu 


Asp 


Tnr 


Ala 


Lys 


A 1 

Ala 








360 


Va 1 


A 

Arg 


1 le 


Tyr 






o ~7 tr 

375 




Lys 


Lys 


A u» 

Arg 


Va 1 




390 






Arg 


Leu 


Trp 


Lys 


405 








1 ie 


Met 


Leu 


Ser 


Trp 


Leu 


A 1 — 

Ala 


Leu 








440 


1 Ai • 
Leu 


Asn 


Lys 


A 1 A 

A 1 a 






455 




1 nr 


A 1 A 

Ala 


A 1 A 

A 1 a 


Lys 




^ T A 

4/0 






Lys 


1 le 


1 1 A 
1 le 


A An 

Asp 


4ob 








1 1 e 


Asn 


Arg 


Alii 

b 1 U 


Gly 


Ser 


Val 


Ala 








520 


Gly 


1 le 


Glu 


Glu 






535 




Ser 


Cys 


Val 


Ala 




550 






Tyr 


Ala 


Leu 


Gin 


565 








Ala 


Tyr 


Phe 


Glu 



u 1 y 


Leu 


Asn 


1 nr 








OOA 

zzU 


rro 


u 1 y 


1 nr 


u 1 y 






ooc 
z3b 




1 nr 


Leu 


wieL 


Asp 




OCA 

zbO 






A 1 ^ 

b 1 n 


1 nr 


Va 1 


Va 1 


26b 








1 le 


Pro 


Thr 


Arg 


Leu 


Leu 


Lys 


Ser 








O AA 

300 


1 1 A 

1 1 e 


A 1 ^ 

A 1 a 


Oa v 

ber 


A 1 A 

Ala 






O i C 

3 lb 




A ^» 

Arg 


A ^ » 

Asn 


1 — . . 
Leu 


1 1 A 

1 1 e 




OOA 

330 






Va 1 


Trp 


1 Al ■ 

Leu 


All! 

u 1 u 


345 








Val 


Val 


Ala 


Gin 


1 1 A 

1 le 


Arg 


A 1 A 

Ala 


A 1 A 

Ala 








OOA 

380 


Leu 


A »^ 

Arg 


Lys 


A 1 . 

Ala 






O AIT 

395 




A 1 A 

Ala 


A 1 

A 1 a 


\/a I 

Va 1 


A 1 . . 

Glu 




il -1 A 

410 








A 1 A 

Ala 


\#A 1 

Va 1 


A 1 . . 

Glu 


425 








Ala 


Arg 


Leu 


Glu 


Arg 


A 1 1 1 

u 1 U 


A An 

Asn 


1 1 A 

1 1 e 








460 


Leu 


A 1 . • 

Glu 


A 1 . . 

G 1 u 


A 1 A 

Ala 






4/b 




Arg 


A 1 A 

Ala 


1 1 A 

1 le 


Ihr 




A A A 

490 






u 1 n 


1 rp 


1 1 e 


\j \ n 


505 








Thr 


Cys 


Gin 


Ala 


Glu 


Asp 


Arg 


Lys 








540 


His 


Asn 


Ala 


Leu 






555 




Val 


Phe 


Pro 


Ser 




570 






Lys 


Asn 


His 


Gly 



205 



Pro 


Tyr 


Pro 


Gly 


u 1 u 


Leu 


Asp 


ivie L 








O VI A 

z40 


wiex 


Arg 


Leu 


O A 

oer 






occ 
zbb 




A An 

Asp 


Pro 


1 « * A 

Lys 


A 1 

G 1 y 




0"7A 
2/0 






A 1 xt 

u 1 y 


u 1 y 


A An 

Asp 


1 1 A 

1 1 e 


ooc 

zob 








Val 


Arg 


Glu 


Thr 


A ^ 

Arg 


Leu 


A 1 . . 

Glu 


A 1 . . 

G 1 u 








OOA 

320 


Met 


Lys 


All. 

Gly 


Thr 






ooc 

335 




A 1 A 

A 1 a 


A 1 A 

A 1 a 


A A- 

Arg 


1 Ai ■ 

Leu 




OCA 

350 






A 1 ^ 

Ala 


Val 


A ^« 

Arg 


His 


o^c 

365 








Glu 


Leu 


Glu 


Thr 


1 Al • 

Leu 


All! 

Glu 


Hi s 


Va 1 








400 


Leu 


A 1 . . 

G 1 u 


A 1 . . 

Glu 


Pro 






415 




Cys 


Cys 


Pro 


Thr 




il O A 

430 






Ihr 


Tyr 


All! 

U 1 U 


A An 

Asn 


A AC 

44b 








Pro 


Thr 


Asp 


Arg 


A An 

Asn 


A 1 Kt 

u 1 y 


A An 

Asn 


1 hr 








A OA 

480 


oer 


1 Al * 

Leu 


A fc- A- 

Arg 


A 1 A 

A 1 a 






A AC 

49b 




A An 

Asp 


A 1 A 

A 1 a 


A 1 1 1 
U 1 U 


A 1 » • 

u 1 U 




510 






Val 


Met 


Arg 


Ala 


525 








His 


Thr 


Trp 


Met 


Glu 


Cys 


Ala 


Arg 








560 


Lys 


Lys 


Ser 


Val 






575 




Thr 


Arg 


Glu 


Ser 
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580 



Leu 


^ 1 1 1 

U 1 U 


A 1 o 
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<211> 2728 
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<220> 
<221> CDS 
<222> (1). . (618) 

<400> 11886- 

atggacgagg acgtgctaac caccctgaag atcctcatca tcggcgagag tggggtgggc 60 
aagtccagcc tgctcttgag gttcacagat gatacgtttg atccagaact tgcagcaaca 120 
ataggtgttg actttaaggt gaaaacaatt tcagtggatg gaaataaggc taaacttgca 180 
atatgggata ctgctggtca agagaggttt agaacattaa ctcccagcta ttatagaggt 240 
gcacagggtg ttatattagt ttatgatgtc acaagaagag atacatttgt taaactggat 300 
aattggttaa atgaattgga aacatactgt acaagaaatg acatagtaaa catgctagtt 360 
ggaaataaaa tcgataagga aaatcgtgaa gtcgatagaa atgaaggcct gaaatttgca 420 
cgaaagcatt ccatgttatt tatagaggca agtgcaaaaa cctgtgatgg tgtacaatgt 480 
gcctttgaag aacttgttga aaagatcatt cagacccctg gactgtggga aagtgagaac 540 
cagaataaag gagtcaaact gtcacacagg gaagaaggcc aaggaggagg agcctgtggt 600 
ggttattgct ctgtgttata aactctggga aattccatct cttgcatatt tgatcagata 660 
gtgacatctt tctgtatata aactctttaa ctgctatttt agggaccttg cagtttgcac 720 
ataattgttt tatatcatag cagtaaatat ttgcaagaaa tcccactcat cgaccccggg 780 
taaaatgtta tggtaagcat gcacagtttg cagtctacag tttttttatg tagcacaaaa 840 
taggtgtacc tttataagta cattcaattt tatgatttac atttatcatg taatttttaa 900 
aaaaatccat ctatctagga tatgttgata caaagtctgc ttttgctatt ctttttgctt 960 
aaatactcct atcattttct gaattacttg gtatttagaa ctcctagcac cacggggaag 1020 
aatagaggta tcatcaaacg tggcaaattt tctttcagga ataataaaga gcatgattcc 1080 
acagctcttc tgggatgttt gagattcttt tttagtacta agcaaaattc tcatcacaga 1140 
atgtagccca ggccaattta taactaaatc tctatttgtt cggatgatgc ttctaaaaca 1200 
gcattgatag gttaaagaag cttggtattt ttaatttact tcaatgatta gctcagttgc 1260 
ttaactggag ttttaatcct gtgatatgta cattggattc atgactgtgc agcattttta 1320 
gttatgtggt gtttggcaga atgacaataa ggttttcccc cattttggtt tcaggaggac 1380 
atgaatagtg tgtttattgt aactcctcat acacttttaa aaccaacatc ttttttcata 1440 
aatgttggta gtgtttgtcc aggtacctta actgtagctt gtgtaatgtt gatgaatatc 1500 
tgtatcttac ggcttccata atggctagtt gatattcaaa aacctatttc tgtgttttga 1560 
ggggtgggga aaaaaaacac taagtgataa tttgaaaaag gcatattgct tccagattct 1620 
gatgtgtgag ggaaaatact gtcacaatga aaatcttgac aatttactta acaagtaacc 1680 
agtagttcat caaaaccaac ttgtacagac taataaatct ttttcacagt attcagtttt 1740 
ctcacctctt gctattgtat attgtagatt tttttcattc atgtgttatt taatttacac 1800 
tgatctctgc tattttaacc ccccaaataa gttatttgtc ctttaaggtt ggttactata 1860 
atacccctca gtaagattcc agtattaatt tctgggcagt ttgttctctg tatacaattg 1920 
caaatgataa gcatttttgt gagtgaccac ctttgcaata tgtttgttaa tttacttcat 1980 
gttgggttct ttctgaaatg tacatcttta catataaaaa cctcacattc tacttgattt 2040 
acacttccta gtctacatta catgtggttg aaggttttat acattctata tgcttttact 2100 
aaatatacaa gatttactac tagaaatttg gagaaagaac actaacacat gtacttgtga 2160 
tttgttcatg ttatattaaa acttgagatt tgtgtattta tgtagagtct gtattgacaa 2220 
gactgttgtt ttttgctcct tgagctatat aataatctgt gtattggatt gttgtcttga 2280 
tttggtctaa atttgaatat atatgagtta cttgaatata acaaaaatga attttgtttg 2340 
atagatttat attgtaacct ttttctagtt cttgaataaa tatagcctgc tttccctaga 2400 
tgcatttgtg taggaagtat atacatttcc ctattactct catcagctga agaatatgta 2460 
ctattgtgtt actcaaatta tgtggctttc attttgttgt tttgttgcaa gcttagtgtt 2520 
ttgtagtgga ggttttgtaa atgaaacagt tgtaatatct aaggtcaggc acctagtaac 2580 
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agggttttgt taattctttt cagaatcatt gaagcagtct taaagggtct tttgcagatg 2640 
gtacaaatta gaacaattag aatatagtat tttgagttct agtagtactg agattgaccc 2700 
aaacaaataa aaaactattc aatttctg 2728 
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<210> 11888 
<211> 2864 
<212> DNA 
<213> Homo sapiens 

<220> 
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<222> (286). . (2514) 
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<400> 11888 

ctaattttcc ttactctttt tgtttgtttg tttcttagtg tggtttattg acaatcattt 60 

acaatgccga agagtgctgt agtgagccag cacagtgggt aacacagcaa cggagaacag 120 

atgcaggttt gaggaattta acttgctaaa accttgaact gaagtcttag agattggaac 180 

atacgggttt gtataaatag gcttttaagc cctgtttgca atgggttact gataggagaa 240 

acttgcttgt ggaatgtcag ctgcgtgagc tcactgtcag acaagatgga agaagaaggg 300 

ctggagtgtc caaactcttc ctctgaaaaa cgctattttc ctgaatccct ggattccagc 360 

ggtggggatg aggaagaggt tttggcctgt gaggatttgg aacttaaccc ctttgatgga 420 

ttgccatatt catcacgtta ttataaactt ctgaaagaaa gagaagatct tcctatatgg 480 

aaagaaaaat actcctttat ggagaacctg cttcaaaatc aaatcgtgat tgtttcagga 540 

gatgctaaat gtggtaagag cgctcaggtt cctcagtggt gtgctgaata ttgtctttcc 600 

atccactacc agcacggggg cgtgatatgc acacaggtcc acaagcagac tgtggtccag 660 

ctcgccctgc gggtggcgga tgaaatggat gttaacattg gtcatgaggt tggctacgtg 720 

atccctttcg agaactgctg taccaacgaa acaatcctga ggtattgtac tgatgatatg 780 

ctgcaaagag aaatggtgtc caatcctttt ttgggtagct atggggtcat catcttagat 840 

gatattcatg aaagaagcat tgcaactgat gtgttacttg gacttcttaa agatgtttta 900 

ctagcaagac cagaactgaa gctcataatt aactcctcac ctcacctgat cagcaaactc 960 

aattcttatt atggaaacgt gcctgtcata gaagtgaaaa ataaacaccc tgtggaggtt 1020 

gtgtacctta gtgaggctca aaaggattct tttgagtcta ttttacgcct tatctttgaa 1080 

attcaccact cgggtgagaa aggtgacatt gtagtctttc tggcctgtga acaagatatt 1140 

gagaaagtct gtgaaactgt ctatcaagga tctaacctaa acccagatct tggagaactg 1200 

gtggttgttc ctttgtatcc aaaagagaaa tgttcattgt tcaagccact cgatgaaaca 1260 

gaaaaaagat gccaagttta tcaaagaaga gtggtgttaa ctactagctc tggagagttt 1320 

ttgatctgga gcaactcagt cagatttgtt atcgatgtgg gtgtggaaag aagaaaggtg 1380 

tacaacccga gaataagagc aaactcgctc gtcatgcagc ccatcagcca gagccaggca 1440 

gagatacgca agcagattct tggctcatct tcttcaggaa aatttttctg cctgtacact 1500 

gaagaatttg cctccaaaga catgacgcca ctgaagccag cagaaatgca ggaagccaac 1560 

ctaacaagca tggtgctttt tatgaagagg atagacattg cgggcctagg ccactgtgac 1620 

ttcatgaaca gaccagcacc agaaagtttg atgcaggcat tggaagactt agattatctg 1680 

gcagcactgg ataatgatgg aaatctttct gaatttggaa tcatcatgtc agagtttcct 1740 

cttgatccac aactctcgaa gtctatctta gcgtcctgtg aatttgactg tgtagatgaa 1800 

gtgctaacaa tcgcggccat ggtaacagct ccaaattgct tttcacatgt gccacatgga 1860 

gctgaagagg ctgccttgac ttgttggaag acatttttac atcccgaagg agatcacttt 1920 

accctcatca gcatttacaa ggcttaccaa gacacaactc tgaattctag cagtgagtac 1980 

tgtgtggaaa agtggtgtcg tgattacttc ctcaactgtt cagcactcag aatggcagat 2040 

gttattcgag ctgaactctt agaaattatc aagcgaatcg agcttcccta tgcagaacct 2100 

gcttttggct ccaaggaaaa cactctaaac ataaagaaag ctcttctgtc cggttacttt 2160 

atgcagattg ctcgggatgt tgatggatca ggtaactact taatgctgac acataagcag 2220 

gttgctcagc tgcatcccct gtctggttac tcaatcacca agaagatgcc agagtgggtc 2280 

ctcttccata aattcagcat ttctgagaac aactacatca ggattacctc agaaatctct 2340 

cctgaactat ttatgcagct ggtaccacaa tactatttca gtaatctgcc tcctagtgaa 2400 

agtaaggaca ttctacagca agtagtggat cacctatccc ctgtgtcaac aatgaataag 2460 

gaacagcaaa tgtgtgagac gtgccctgaa actgaacaga gatgcactct ccagtgactc 2520 

cccagcaaac acaaggtgca gcagggtccc aaaggtagct ggatggctga actgctggat 2580 

atgggagata catgacgcga agacggattt cacatccaca ggacggtctt gaagaaaata 2640 

acactgtgta tattatttta aaataaaaaa tagaagtttt tattgagttc tttaaattac 2700 

gactccatgc ttttcttctt cttggaaaag tttttaaatc aaccactcat aatttgacca 2760 

aaattttaaa aaactggtat tttgtaaatg tgtcagagac acatgggaca gaaccctact 2820 
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ttttgtagag gaacttaatc tgaataaagt ctgagttttt cagt 
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Leu 


1 nr 


1 nr 


oer 


oer 


u 1 y 


Glu 


Phe 


Leu 


1 1 e 


1 rp 


O A»^ 

oer 


Asn 


oer 


va 1 








o4U 










345 










OOU 






Arg 


rne 


I 

va 1 


1 1 e 


Asp 


va 1 


u 1 y 


Val 


Glu 


Arg 


Arg 


Lys 


\/o 1 

va 1 


Tyr 


Asn 


Q A 

rro 






OOO 










360 










OOO 








Arg 


1 1 e 


Arg 


A 1 A 

A 1 a 


A Ar\ 

Asn 


Ser 


Leu 


Val 


Met 


u 1 n 


rro 


1 1 A 

1 1 e 


O A 

oer 


u 1 n 


oer 


u 1 n 




o /y) 










o/o 










ooU 










A 1 a 


fill 
u 1 U 


1 1 e 


Arg 


Lys 


u 1 n 


1 1 e 


Leu Gly 


oer 


Q A»- 

oer 


O A ,^ 

oer 


O A k*" 

oer 


u 1 y 


Lys 


rhe 


OOO 










'5QA 

oyu 










IOC 

oyo 










4UU 


rne 


Cys 


1 At ■ 
Leu 


Tyr 


1 nr 


r* 1 i 1 
U 1 U 


u 1 U 


Phe 


Ala 


oer 


1 l.*A 

Lys 


A A A 

Asp 


Ma4- 

Met 


1 hr 


rro 


Leu 










4uo 










y| 1 A 
41U 










Al c 
4 1 O 




Lys 


Pro 


A 1 A 

A 1 a 


b 1 U 


Ma4- 

Met 


u 1 n 


A 1 1 1 
ll 1 U 


Ala 


Asn 


1 Al ■ 

Leu 


1 hr 


oer 


Ma^ 

met 


\#A 1 

Va 1 


Leu 


rhe 








A on 
4zU 










425 










A OA 

4oU 






Wlet 


Lys 


Arg 


1 1 A 

1 1 e 


A A A 

Asp 


1 I A 

1 te 


A 1 A 

Ala 


Gly 


Leu 


A 1 %t 

u 1 y 


u : A 
H 1 S 


Cys 


A A A 

Asp 


rhe 


ivie L 


Asn 






4oo 










440 










A Ad 

44b 








A 

Arg 


Pro 


A 1 A 

A 1 a 


Pro 


u 1 U 


ber 


1 Al ■ 

Leu 


Met 


Gin 


A 1 A 

A 1 a 


1 Al 1 

Leu 


A 1 . 1 
U 1 U 


A A A 

Asp 


1 Al 1 

Leu 


A A^ 

Asp 


Tyr 














>ICC 

4oo 










A an 
4bU 










Leu 


A 1 « 

Ala 


A 1 « 

Ala 


1 A. . 

Leu 


A An 

Asp 


A A A 

Asn 


A A A 

Asp 


Gly 


Asn 


1 A. • 

Leu 


O A^ 

oer 


A 1 . . 
Cl 1 U 


rhe 


A 1 

Gly 


1 1 A 

1 1 e 


1 1 A 

1 le 












A "7 A 
4/0 










4/b 










4oU 


Met 


Ser 


u 1 u 


DU A 

rne 


Pro 


1 Al ■ 

Leu 


A A A 

Asp 


Pro 


Gin 


1 A. ■ 

Leu 


O A»- 

oer 


1 K A 

Lys 


O A»- 

oer 


1 1 A 

1 1 e 


1 Al I 

Leu 


A 1 A 

A 1 a 










AQC 

4oo 










A OA 

4yu 










>l AC 

4yb 




oer 


Cys 


u 1 u 


rne 


A A A 

Asp 


Cys 


\/a I 

Va 1 


Asp Glu 


I/a I 

Va 1 


1 Al t 

Leu 


1 nr 


1 1 A ' 

1 le 


A 1 A 

Ala 


A 1 A 

A 1 a 


Ma-I- 

Met 








bOO 










505 










C 1 A 

blO 






Va 1 


1 nr 


A 1 A 

A 1 a 


Pro 


A ^ A 

Asn 


Cys 


DU A 

Phe 


Ser 


His 


\/a I 

Va 1 


Pro 


u ; A 
H 1 S 


A 1 

G 1 y 


A 1 A 

A 1 a 


A 1 1 1 

G 1 U 


Alii 

G 1 U 






o lo 










520 










coc 

bzb 








A 1 St. 

A 1 a 


A 1 A 

Al a 


1 Al • 

Leu 


1 nr 


Cys 


Trp 


1 « * A 

Lys 


Thr 


Phe 


1 Al • 

Leu 


Ll : A 

Hi S 


Pro 


A 1 1 1 

G 1 U 


A 1 

Gly 


Asp 


His 




cor* 










coc 
boo 










C >l A 

b4U 










rne 


1 nr 


1 Al • 
Leu 


I 1 A 

I I e 


Ser 


1 1 A 

1 1 e 


Tyr 


Lys Ala 


Tyr 


A 1 A 

G 1 n 


A A A 

Asp 


1 hr 


1 hr 


Leu 


Asn 


o4o 










CCA 

ooU 










ccc 
bbb 










560 


ber 


oer 


O A 1^ 

oer 


r* 1 i • 

u 1 U 


Tyr 


Cys 


va 1 


Glu 


Lys 


Trp 


Cys 


Arg 


A A A 

Asp 


Tyr 


Phe 


Leu 










OOO 










C"7A 

b /U 










575 




Asn 


Cys 


O A^ 

oer 


A 1 A 

Al a 


1 Al 1 

Leu 


Arg 


Met 


Ala 


Asp 


va 1 


1 1 A 

1 1 e 


Arg 


A 1 A 

Ala 


A 1 I 1 

G 1 U 


Leu 


Leu 








ooU 










585 










CAA 

byu 






u 1 U 


1 1 A 
1 1 e 


1 1 e 


Lys 


Arg 


1 1 A 

1 1 e 


13 1 U 


Leu 


Pro 


Tyr 


A 1 A 

A 1 a 


A 1 • 1 
U 1 U 


Dl>* A 

rro 


A 1 A 

A 1 a 


Phe 


Gly 






oyo 










600 










CAC 

oUb 








oer 


Lys 


b 1 U 


Asn 


1 nr 


Leu 


Asn 


1 le 


Lys 


Lys 


A 1 A 

A 1 a 


Leu 


Leu 


Ser 


Gly Tyr 




D 1 u 










O 1 o 










DZU 










Phe 


Met 


Gin 


1 le 


Ala 


Arg 


Asp 


Val 


Asp 


Gly 


Ser 


Gly 


Asn 


Tyr 


Leu 


Met 


625 










630 










635 










640 


Leu 


Thr 


His 


Lys 


Gin 


Val 


Ala 


Gin 


Leu 


His 


Pro 


Leu 


Ser 


Gly 


Tyr Ser 










645 










650 










655 




1 le 


Thr 


Lys 


Lys 


Met 


Pro 


Glu 


Trp Val 


Leu 


Phe 


His 


Lys 


Phe 


Ser 


1 le 








660 










665 










670 






Ser 


Glu 


Asn 


Asn 


Tyr 


1 le 


Arg 


1 le 


Thr 


Ser 


Glu 


1 le 


Ser 


Pro 


Glu 


Leu 






675 










680 










685 








Phe 


Met 


Gin 


Leu 


Val 


Pro 


Gin 


Tyr Tyr 


Phe 


Ser 


Asn 


Leu 


Pro 


Pro 


Ser 
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690 








695 




700 








Glu 


Ser Lys 


Asp 


1 le 


Leu 


Gin Gin Val Val 


Asp 


His Leu 


Ser 


Pro 


Val 


705 








710 




715 








720 


Ser 


Thr Met 


Asn 


Lys 
725 


Glu 


Gin Gin Met Cys 
730 


Glu 


Thr Cys 


Pro 


Glu 
735 


Thr 


Glu 


Gin Arg 


Cys 
740 


Thr 


Leu 


Gin 













<210> 11890 
<211> 2366 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (149). . (1276) 
<400> 11890 

aacgctggtc ccggggactg agtaaggtgt ctggatcgga gggaggttcg ggtgggcatc 60 
gggcggctgg aagagctcga ctcgtcccgc tgggaaagcg cgagtctgag tggaaccctg 120 
gacgacttgc agagoggctg gcgcagtcat ggcggaotao tggaagtcac agccaaagaa 180 
attctgtgat tactgcaagt gctggatagc agacaatagg cctagtgttg aatttoatga 240 
aagaggaaag aatcataagg aagatgtggc aaaaaggatc agtgagatta aacagaaaag 300 
ootggataag gcaaaggaag aagaaaaggc atcaaaggag tttgctgcaa tggaggcagc 360 
tgccctgaaa gcataccaag aggatttgaa aagacttggc ttagagtcag aaattttgga 420 
gccaagcata acaccagtaa ccagcactat cccaoctacc tcgacatcaa atcaacagaa 480 
agaaaagaaa gaaaagaaga aaagaaaaaa agatccttca aagggcagat gggtagaagg 540 
cataacctct gagggttaco attaotatta tgatcttatc tcaggagcat ctcagtggga 600 
gaaacctgaa ggatttcaag gagacttaaa aaagacagca gtgaagaccg tttgggtaga 660 
aggtttaagt gaagatggtt ttacctatta ctataatcca gaaacaggag aatccagatg 720 
ggagaaacct gatgatttca ttccacacac tagtgatctg cottctagta aggtcaatga 780 
aaattcactt ggcaccctag atgaatccaa atcatcagat tcgcatagtg attctgatgg 840 
ggaacaggaa gcagaagaag gaggggtctc tacagagaca gaaaagccaa aaataaagtt 900 
taaggaaaaa aataaaaata gtgatggagg aagtgaccca gaaacacaga aagaaaaaag 960 
tattcagaaa cagaattcat taggttcaaa tgaagaaaaa tcgaaaactc ttaagaaatc 1020 
aaacccatat ggagaatggc aagaaattaa acaagaggtt gagtctcatg aggaggtaga 1080 
tttggaaott ccaagoaotg aaaatgagta tgtatcaact tcagaagctg atggtggcgg 1140 
agaacccaaa gtggtattta aagaaaaaac agtoacttct cttggagtta tggcagatgg 1200 
agtggcccca gtcttcaaaa agagaagaac tgaaaatgga aaatctagaa atttaaggca 1260 
acgaggtgat gatcaatagt tgcaggagag ctttttgtac atgcttttag gacagaatgg 1320 
agacttatao acccaaagtt tatctgtgtt tgtttgtaag tattatgatg ctaaaaattt 1380 
agatttattc taaacgtatt tgatgtgaac taaaataaat attttttcat gtgaaattta 1440 
ttttggttcc taaaatggaa gcctaccaca ttgcattgta atacagtgta ttatgttcag 1500 
tgtctaaaaa ctgctaatta agtcataatt taagatgcta tgtatctgtt atttaaaaca 1560 
tggagaaaca gggcotttat tccattcata ttoataagag catatttatc ctgcattgaa 1620 
aatgcattac ttttgcacat tgatattaac tgttgtccaa caaataagta tcggagtacg 1680 
tgagaatatt cccagcccag tgatgatttg gttctgaggc tgatgtgaga aagctgatgt 1740 
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aaaaaatgta tgcatattgg cttaccttac 
agcagctcag gtacttcaga tgtgcttaat 
gatgtatttg ccccagttca cttcaaagca 
ccaggcattg tgttaggaat ccagggataa 
gagttcacat tctagcatat gccttttttc 
atatgtacta gaaaagattt tttaaagttt 
taaaatagta taaggtctcc agcttcagta 
tttctcactt tctgtctggt taaaatgtct 
ttagtagtta cctccctttt acttttcaaa 
tagtatttaa cttataatag ttaatatttg 
aaagcttatt aaaaacttga tcaaag 



tcaatttaaa gtcaaaagcc aacagccagg 1800 
atggagtgaa aactggacca gaggtggaaa 1860 
gcaaacgttg tttaagcatt ttagtttgaa 1920 
agatgaatga aatgtatttc tgttcttcag 1980 
ccccagtcat gcactctttt tagcagtctt 2040 
atttaaagct gtgtagatga aggtttgatc 2100 
aaagttttta gtgtttactt aaattagtaa 2160 
taaaaagtag aattttcttc tttaatccgt 2220 
ttcacaaaat tacatttctc ataaattgta 2280 
tctttttaag atgactgtac atgtaagaaa 2340 

2366 



<210> 11891 
<211> 376 
<212> PRT 

<213> Homo sapiens 



<400> 11891 



Met 


Ala 


Asp 


Tyr 


Trp 


Lys 


Ser 


u 1 n 


Pro 


Lys 


Lys Phe 


Cys 


Asp 


Tyr 


Cys 


1 








5 










10 








15 




Lys 


Cys 


Trp 


1 le 


Ala 


Asp 


Asn 


Arg 


Pro 


Ser 


Val Glu 


Phe 


His 


Glu 


Arg 








20 










25 








30 






6ly 


Lys 


Asn 


His 


Lys 


Glu 


Asp 


Val 


Ala 


Lys 


Arg 1 1 e 


Ser 


Glu 


1 le 


Lys 






35 










40 








45 








Gin 


Lys 


Ser 


Leu 


Asp 


Lys 


Ala 


Lys 


Glu 


Glu 


Glu Lys 


Ala 


Ser 


Lys 


Glu 




50 










55 








60 










Phe 


Ala 


Ala 


Met 


Glu 


Ala 


Ala 


Ala 


Leu 


Lys 


Ala Tyr 


Gin 


Glu 


Asp 


Leu 


65 










70 










75 








80 


Lys 


Arg Leu 


Gly 


Leu 


Glu 


Ser 


Glu 


1 le 


Leu 


Glu Pro 


Ser 


1 le 


Thr 


Pro 










85 










90 








95 




Val 


Thr 


Ser 


Thr 


Me 


Pro 


Pro 


Thr 


Ser 


Thr 


Ser Asn 


Gin 


Gin 


Lys 


Glu 








100 










105 








110 






Lys 


Lys 


Glu 


Lys 


Lys 


Lys 


Arg 


Lys 


Lys 


Asp 


Pro Ser 


Lys 


Gly 


Arg 


Trp 






115 










120 








125 








Val 


Glu 


Gly 


1 le 


Thr 


Ser 


Glu 


Gly 


Tyr 


His 


Tyr Tyr 


Tyr 


Asp 


Leu 


1 ie 




130 










135 








140 










Ser 


Gly 


Ala 


Ser 


Gin 


Trp 


Glu 


Lys 


Pro 


Glu 


Gly Phe 


Gin 


Gly 


Asp 


Leu 


145 










150 










155 








160 


Lys 


Lys 


Thr 


Ala 


Val 


Lys 


Thr 


Val 


Trp 


Val 


Glu Gly 


Leu 


Ser 


Glu 


Asp 










165 










170 








175 




Gly 


Phe 


Thr 


Tyr 


Tyr 


Tyr 


Asn 


Pro 


Glu 


Thr 


Gly Glu 


Ser 


Arg 


Trp 


Glu 








180 










185 








190 






Lys 


Pro Asp 


Asp 


Phe 


Me 


Pro 


His 


Thr 


Ser 


Asp Leu 


Pro 


Ser 


Ser 


Lys 






195 










200 








205 








Val 


Asn 


Glu 


Asn 


Ser 


Leu 


Gly 


Thr 


Leu 


Asp 


Glu Ser 


Lys 


Ser 


Ser 


Asp 




210 










215 








220 










Ser 


His 


Ser 


Asp 


Ser 


Asp 


Gly 


Glu 


Gin 


Glu 


Ala Glu 


Glu 


Gly 


Gly 


Val 
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ZoU 




ber 


i nr 


u 1 Li 


1 nr 


u 1 U 

245 


Lys Pro 


Lys 


Asn 


ber 


Asp 


u 1 y 
260 


u 1 y 


Ser Asp 


rro 


u 1 n 


Lys 


(] 1 n 
275 


Asn 


oer 


Leu Gly 


oer 
280 


Lys 


Lys 
290 


bar 


Asn 


Pro 


Tyr Gly 
295 


u 1 u 


Glu 


Ser 


His 


Glu 


Glu 


Va 1 Asp 


Leu 


305 










310 




Tyr 


Val 


Ser 


Thr 


Ser 
325 


Glu Ala 


Asp 


Phe 


Lys 


Glu 


Lys 
340 


Thr 


Val Thr 


Ser 


Ala 


Pro 


Val 

355 


Phe 


Lys 


Lys Arg 


Arg 
360 


Leu 


Arg 
370 


Gin 


Arg 


Gly 


Asp Asp 
375 


Gin 



ZOO 










Z4U 


1 1 e Lys rne 


Lys Glu 


Lys Asn 


Lys 


ZOU 








255 




u 1 u 1 nr u 1 n 


Lys 


U 1 U 


Lys 


Ser 


1 1 e 


zoo 






270 






Asn uiu ulu 


Lys 


Ser 
285 


Lys 


Thr 


Leu 


Trp Gin Glu 


1 le 
300 


Lys 


Gin 


Glu 


Val 


Glu Leu Pro 


Ser 


Thr 


Glu 


Asn 


Glu 


315 










320 


Gly Gly Gly 


Glu 


Pro 


Lys 


Val 


Val 


330 








335 




Leu Gly Val 


Met 


Ala 


Asp Gly Val 


345 






350 






Thr Glu Asn 


Gly 


Lys 


Ser 


Arg Asn 






365 









<210> 11892 
<211> 2182 
<212> DNA 
<213> Homo sapiens 

<400> 11892 

actcagtgca gagggaaatt gacacagcca 
tactgtagga gtttctgtgg ctaaatatgc 
tgtgtatgca gtctttgaag otggagaggc 
cagttcoctg accttggaac ccctagagca 
gagogtctgc tctctcctgg agctcacacg 
ttgttggaga accagaggct gttgcaatta 
gaattgaaoa taagctgaag ggctagacat 
atctaccaca taagaattgo agcaaaccct 
ggccaattgg gagaccacat agagaccgag 
ggccccagca gtttgaatct cccagcaatg 
gaagattcaa gtgccagctg catgggttga 
cttgggtgat tcccctaatc atagtggaaa 
aacttggcca agacttatgg cttgatacgg 
cactacccaa ttattgcttc acacttcatc 
gctgccataa tttgaagtca ttagaaoaat 
cggatgcgat gggcattccc tcaagctgca 
gttaaactat aagctgaott gagatgtagt 
tatgtgcagc attttcaaag caaaattaca 
tggtgatgtc atcaaagtaa taactgctaa 
gocacactga caggaagagc agatotgott 
oatcctgaaa gttatgaaaa cataatgtga 



tgatgaggcc tggotoacaa gagocatagt 60 
ttagctattg aggcaaggac atgtgctgga 120 
ctgtgttgga aactgtgctc tgtcccatgc 180 
atcaacagac agacagagcc ctgcttcatg 240 
ctgaaacaga caggatgcaa cacctcaggg 300 
ggatggcgaa tggtgaaaaa cagtgtggtt 360 
catggcttca atccttgtgg aggagccttc 420 
gcagctatcc tgaagctgcc atgctgaaaa 480 
agagacttcc aaggactcca gccaatcctg 540 
ccaccataca ggagagggag caaatactca 600 
tacctacata aaaggcattg ggtatgtgct 660 
gatgggagct gagaotctaa gactgtaagt 720 
atcttctaao tcaaaatcgt gtgttcttct 780 
attttgcaga tgactgtgtg ttgatgagag 840 
gaaatagtat ctgcacatat gcacagtcct 900 
gtccagcagg aaattttcag tgctagaaga 960 
agttcaaaac ccttgccaat aactctttat 1020 
acatgttaga aagtgaatga ggcaaattac 1080 
tgaccctttt actcctgggo attgoctgag 1140 
tctgtgaato catttggatt atctagaagg 1200 
gaaaatgata gatcaaagtg tgaatacaat 1260 
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gcagggacaa cagaaaggaa aatgtactct 
ttgaagagct ttattaagga gtgacaacaa 
aaataaaata aacaaataaa tatgtagaat 
tggaataccc ttccaaactc tcctcattca 
agacactgaa ttttgaggtg acatcctgtt 
cttcagcagt tgatttatta tgtgacagtc 
cctcccacgg acagccgtat catacttgag 
atagcccctt tgttgtcatc tggttaagaa 
ctgacttcca cagagaaacc attctataaa 
aaaaccattc agaatcccac accttctccc 
ctaagagaat tcaaagcaac atgacatcat 
tcataccgac tacctactgc tttctataca 
ttggaattct cccatccacc atcatttctg 
tcaccaaata ttccttgaat gagtgccagg 
ttttgtgaag cttttcttgg aagctccctt 
ttaattatag tctgtattga ac 



ctgttgtgta atgggtattt tggccagtgt 1320 
acatatattt aaatgatgac atttcctcca 1380 
ttaaaacttt tttgtttcca tgaaagagtt 1440 
ttgagacgat ggatctcttg ttattaaccg 1500 
ctggaggcag aaacattgcc agcacttctc 1560 
ggtgatgagc ttatcctcat gaagatgctc 1620 
gcctccctgc cacttaccca ggccactgca 1680 
ctaaggttct tccttaacca gtccattccc 1740 
ctgctcatct gtcagctgtt caccagctca 1800 
actgtccaca gaatattgtc agtactcctt 1860 
cctatatttc tagccttacc taataaatat 1920 
gggaaacatt tcaaggcctc cgaggtctgc 1980 
ctgcctatta atattccacc tataatttat 2040 
tgtcagatac ctcagttcca aggtcctttc 2100 
tctgagctca cactctaatt gggacattat 2160 

2182 



<210> 11893 
<211> 3354 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (30). . (1865) 

<400> 11893 

taattttaaa gccagtccca gcagatcaaa 
cttcaacttc cactcttcag agccctgtgg 
agtctggcat aactgggaca gtcatatogg 
tgcocctaga tgaagacccc tocaaactgt 
atgaagtctt ccaggacgag acatcactgg 
gtggacaaaa gacttgcact atctgccaga 
cacaocagag aatccatcag cacaaatctc 
gcaggtcggt gcacttccag acccacgtca 
ttggttttcg atgtgtgcat tgcaatgttg 
acattcaagg ttctcactgt gaagtcttot 
agtctgcccc aagcacacat tcccacgcct 
aaccaaaaat aatatataag tgttccatgt 
tgtatcgcca ctttgaooaa cacattgaaa 
actgttctct tttatatgca cagaagcaac 
gaacattgaa aagtattgaa gggcctccaa 
agcctgcaac tcaaaattca goaaatcaga 
aagagaaatt ggaaaagaaa tctccatctc 
tggccagtcc tgggtggacg tgttgggagt 
acatatocoa ogtgaggaag gagcacggga 
gtgacaagtc tttcagctcg tcccacagcc 



tgatagtttc tccgtcaagc aatacttcca 60 
gagctggcac acacactgtc acaaaaattc 120 
ctccttcaag caotccoatc accccagcca 180 
gtagacatag totaaaatgt ttggagtgta 240 
ctacacattt ccagcaggct gcagatacga 300 
tgctgcttcc taaccagtgc agttatgcat 360 
cotacacctg ccctgagtgt ggggccatct 420 
ccaagaactg tctgcactac acgaggagag 480 
tgtactctga tgtggctgct ctgaagtctc 540 
acaagtgtcc tatttgtcca atggcgttta 600 
acacacagca tcctggcatc aagataggag 660 
gogacactgt gttcaccctg caaaccttgc 720 
accagaaggt gtctgttttc aagtgtccag 780 
ttatgatgga ccatatcaag tctatgcatg 840 
acttgggtat aaacttgcot ttgagcatta 900 
acaaagagga caccaaatcc atgaatggga 960 
ctgtgaaaaa atcaatggaa accaagaaag 1020 
gtgactgoct gttcatgcag agagatgtgt 1080 
agcaaatgaa gaaacacccc tgccgccagt 1140 
tgtgccggca caaccggatc aagcacaaag 1200 
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gcatcaggaa agtgtacgcc tgctcgcact gcccagactc cagacgtacc tttaccaaac 1260 
gtttgatgct ggagaagcac gtccagctga tgcatggcat caaggaccct gacctgaaag 1320 
aaatgacaga tgccaccaat gaggaggaaa cagaaataaa agaagacact aaggtcccca 1380 
gtcccaagcg gaagttggaa gaaccagttc tggagttcag gcctccccga ggagcaatca 1440 
ctcaaccact gaaaaagctg aaaatcaatg tttttaaggt tcacaagtgt gccgtgtgtg 1500 
gcttcaccac cgaaaacctg ctgcaattcc acgaacacat ccctcagcac aaatcggatg 1560 
gttcttccta ccagtgccgg gagtgtggcc tctgctacac gtctcacgtc tctctgtcca 1620 
ggcacctctt catcgtacac aagttaaagg aacctcagcc agtgtccaag caaaatgggg 1680 
ctggggaaga taaccaacag gagaacaaac ccagccacga ggatgaatcc cctgatggcg 1740 
ccgtgtcaga cagaaagtgc aaagtgtgcg caaaaacttt tgaaactgaa gctgccttaa 1800 
atactcacat gcggacacac ggcatggcct tcatcaaatc caaaaggatg agctcagccg 1860 
agaaatagcc acagatgctc catgaggaaa atccctgtcc acattggaat aaaaaagaca 1920 
tttttgttac aaagtttgca gtataataga gttaacagta ctgtctaggc tgttgcaata 1980 
tattctcttt caatgtacct tccttcacct cgtcgtatat atcctcgata agtattaaaa 2040 
cagtatttga gtttaaaaga gtttgtatat atttaaatga ataacttttt atactctttg 2100 
ttacatgttt gtatcagtat ttagtggaaa accatttgag ttgttttggg ttagaatttt 2160 
tctttttgta ctgtttcttt aaaacagagt tcttagtaac aggggcagtt cctgaattca 2220 
aataaaccat tttgtatgtt tggattttga atgggttaac taattacagg ctaaaataat 2280 
gcctttttta gtgtttttaa tttttagaat tcactacata aattgtaagt aattgtgggt 2340 
ctcaaaaaca ctaggaactt ttaagtgtct tagcacttcc tcgatgtgcc tgccctgagg 2400 
gagtgagttc acatttgaga caactgcact ccagtgtgga cgtgcctttg tcttcaggcc 2460 
atgccgaagg gtgtttaaag cagtcttgca ggtcgctcct ttcccagccg tggataaaaa 2520 
ctgaagctag gaatctaata aggaatgctg atttcctcag ttccattttg aggaatgggg 2580 
aaggctattc taaagaaaaa aatgggattt gttttctcgg cagatctgca aggctggctt 2640 
taagagcaca aggagggaaa gtaacgaaag ggctggacta ctataaaagt tacaaatacg 2700 
tagttagacc aatagattta tatagtcagg tttttgtcat gtaatttatt aactaactat 2760 
tacagaaaca cagctaagaa tatcaagtat ttctctggct cttgacagaa aaaaatcagt 2820 
tgacttaacc ctttgctgtc aaaagagttg gcgtttcctg ttctgggtgc tactgccaaa 2880 
cgttatggta cttagagtcg ggatgcacaa cttcaaccac cgacttatca atgcagccgc 2940 
ctgtgtattg caattggccg ttaccttaag cactgagcca cccgggttta gttcagccat 3000 
ttcaagaagt atatttaacg tcggtagttc tgctttatta aaatgcagca gaggtactct 3060 
tctgtccctt ccgtttatag ttctctgaga gagttctatt ttttggtttt gttttgtgtt 3120 
ttcttttgca ttttgtatct tgtatttatc cctgaacatg ttttgtacct tttttttttt 3180 
tttttttaag aaaaggaatt cttttgtgta tatatagata cttgcatgat atactgtagt 3240 
caatgttcgg ttcctcaaaa ggtcttgctg ctgtcaggtg ttatgcactc catccatcat 3300 
aactgtatga aacacatttc atatgtaaat aaacgtggga catttggccc ttgt 3354 



<210> 11894 
<211> 612 
<212> PRT 

<213> Homo sapiens 
<400> 11894 

Met Me Val Ser Pro Ser Ser Asn Thr Ser Thr Ser Thr Ser Thr Leu 

15 10 15 

Gin Ser Pro Val Gly Ala Gly Thr His Thr Val Thr Lys Me Gin Ser 

20 ^ 25 30 
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u 1 y 


1 le 


Thr 


Gly 






Jo 




Pro 


Ala 


Met 


Pro 




bO 






1 A. . 
Leu 


Lys 


Cys 


Leu 


o f— 

65 








Ala 


Thr 


His 


Phe 


Thr 


1 le 


Cys 


Gin 








100 


Gin 


Arg 


1 le 


His 






115 




Ala 


1 le 


Cys 


Arg 




130 






Leu 


His 


Tyr 


Thr 


145 








Val 


Tyr 


Ser 


Asp 


Cys 


Glu 


Val 


Phe 








180 


Ala 


Pro 


Ser 


Thr 






195 




1 le 


Gly 


Glu 


Pro 




210 






Phe 


Thr 


Leu 


Gin 


225 








Asn 


Gin 


Lys 


Va 1 


Ala 


Gin 


Lys 


Gin 








260 


Leu 


Lys 


Ser 


1 le 






275 




Ser 


1 le 


Lys 


Pro 




290 






Thr 


Lys 


Ser 


Met 


305 








Pro 


Va 1 


1 ... 
Lys 


Lys 


Thr 


Cys 


Trp 


Glu 








340 


Ser 


His 


Val 


Arg 






355 




Arg 


Gin 


Cys 


Asp 




370 






Asn 


Arg 


Me 


Lys 


385 








Cys 


Pro 


Asp 


Ser 



Thr Val I le Ser 
40 

Leu Asp Glu Asp 

55 

Glu Cys Asn Glu 
70 

Gin Gin Ala Ala 
85 

Met Leu Leu Pro 

Gin His Lys Ser 
120 

Ser Val His Phe 
135 

Arg Arg Val Gly 
150 

Val Ala Ala Leu 
165 

Tyr Lys Cys Pro 



His 


Ser 


His 


Ala 








200 


Lys 


1 le 


1 le 


Tyr 






215 




Thr 


Leu 


Leu 


Tyr 




230 






Ser 


Val 


Phe 


Lys 


245 








Leu 


Met 


Met 


Asp 


Glu 


Gly 


Pro 


Pro 








280 


Ala 


Thr 


Gin 


Asn 






295 




Asn 


Gly 


Lys 


Glu 




310 






Ser 


Met 


Glu 


Thr 


325 








Cys 


Asp 


Cys 


Leu 


Lys 


Glu 


His 


Gly 








360 


Lys 


Ser 


Phe 


Ser 






375 




His 


Lys 


Gly 


1 le 




390 






Arg 


Arg 


Thr 


Phe 



405 



Ala 


Pro 


Ser 


Ser 


Pro 


Ser 


Lys 


Leu 








60 


Va 1 


Phe 


Gin 


Asp 






/o 




A . 

Asp 


Thr 


Ser 


Gly 




90 






Asn 


Gin 


Cys 


Ser 


105 








Pro 


Tyr 


Thr 


Cys 


Gin 


Thr 


His 


Val 








-1 A /\ 

140 


Phe 


Arg 


Cys 


Val 






155 




Lys 


Ser 


His 


1 le 




170 






1 le 


Cys 


Pro 


Met 


185 








Tyr 


Thr 


Gin 


His 


Lys 


Cys 


Ser 


Met 








220 


Arg 


His 


Phe 


Asp 






235 




Cys 


Pro 


Asp 


Cys 




250 






His 


1 le 


Lys 


Ser 


265 








Asn 


Leu 


Gly 


1 le 


Ser 


Ala 


Asn 


Gin 








300 


Lys 


Leu 


Glu 


Lys 






315 




Lys 


Lys 


Va 1 


Ala 




330 






Phe 


Met 


Gin 


Arg 


345 








Lys 


Gin 


Met 


Lys 


Ser 


Ser 


His 


Ser 








380 


Arg 


Lys 


Val 


Tyr 






395 




Thr 


Lys 


Arg 


Leu 




410 







Thr 


Pro 


1 le Thr 


45 






Cys 


Arg 


His Ser 


Glu 


Thr 


Ser Leu 






80 


Gin 


Lys 


Tl_ O 

Thr Cys 






95 


Tyr 


Ala 


Ser His 




110 




Pro 


Glu 


Cys Gly 


125 






Thr 


Lys 


Asn Cys 


His 


Cys 


Asn Val 






160 


Gin 


Gly 


Ser His 






175 


Ala 


Phe 


Lys Ser 




190 




Pro 


Gly 


1 1 e Lys 


205 






Cys 


Asp 


Thr Val 


Gin 


His 


1 le Glu 






240 


Ser 


Leu 


Leu Tyr 






255 


Met 


His 


Gly Thr 




270 




Asn 


Leu 


Pro Leu 


285 






Asn 


Lys 


Glu Asp 


Lys 


Ser 


Pro Ser 






320 


Ser 


Pro 


Gly Trp 






335 


Asp 


Val 


Tyr 1 le 




350 




Lys 


His 


Pro Cys 


365 






Leu 


Cys 


Arg His 


Ala 


Cys 


Ser His 






400 


Met 


Leu 


Glu Lys 






415 
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1 1 ; _ 

His 


Va 1 


Gin 


Leu 
420 


Met 


Hi s Gly Me 


Thr 


Asp 


Ala 
435 


Thr 


Asn 


Glu Glu Glu 
440 


Val 


Pro 
450 


Ser 


Pro 


Lys 


Arg Lys Leu 
455 


Pro 


Pro 


Arg 


Gly 


Ala 


1 le Thr Gin 


465 










470 


Val 


Phe 


Lys 


Val 


His 
485 


Lys Cys Ala 


Leu 


Leu 


Gin 


Phe 
500 


His 


Glu His Me 


Ser 


Tyr 


Gin 
515 


Cys 


Arg 


Glu Cys Gly 
520 


Leu 


Ser 
530 


Arg 


His 


Leu 


Phe Me Va 1 
535 


Val 


Ser 


Lys 


Gin 


Asn 


Gly Ala Gly 


545 










550 


Pro 


Ser 


His 


Glu 


Asp 
565 


Glu Ser Pro 


Cys 


Lys 


Val 


Cys 
580 


Ala 


Lys Thr Phe 


His 


Met 


Arg 
595 


Thr 


His 


Gly Met Ala 
600 


Ser 


Ala 
610 


Glu 


Lys 







Lys 


Asp 


Pro 


Asp 


Leu 


Lys 


Glu 


Met 


425 










430 






Thr 


Glu 


1 le 


Lys 


Glu 
445 


Asp 


Thr 


Lys 


Glu 


Glu 


Pro 


Val 
460 


Leu 


Glu 


Phe 


Arg 


Pro 


Leu 


Lys 
475 


Lys 


Leu 


Lys 


1 le 


Asn 
480 


Val 


Cys 
490 


Gly 


Phe 


Thr 


Thr 


Glu 
495 


Asn 


Pro 


Gin 


His 


Lys 


Ser 


Asp 


Gly 


Ser 


505 










510 






Leu 


Cys 


Tyr 


Thr 


Ser 
525 


His 


Val 


Ser 


His 


Lys 


Leu 


Lys 
540 


Glu 


Pro 


Gin 


Pro 


Glu 


Asp 


Asn 

555 


Gin 


Gin 


Glu 


Asn 


Lys 
560 


Asp 


Gly 
570 


Ala 


Val 


Ser 


Asp 


Arg 

575 


Lys 


Glu 


Thr 


Glu 


Ala 


Ala 


Leu 


Asn 


Thr 


585 










590 






Phe 


i le 


Lys 


Ser 


Lys 
605 


Arg 


Met 


Ser 



<210> 11895 
<211> 2463 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (246) . . (734) 

<400> 11895 

ottctgggag caagcctgca gcccggctca cctggagaaa gggtgaccaa gaactccacg 60 
gagaaccaac ccgcatacag gaagatccca atggtaaaac cttcactgtc agcagctcgg 120 
tgaoattoca ggttacccgg gaggatgatg gggcgagcat cgtgtgctct gtgaaccatg 180 
aatctctaaa gggagctgac agatocacct ctcaacgcat tgaagtttta tacacacoaa 240 
ctgcgatgat taggccagac cctcccoatc ctcgtgaggg ocagaagctg ttgctacact 300 
gtgagggtcg cggcaatcca gtcccccagc agtacctatg ggagaaggag ggcagtgtgc 360 
cacccctgaa gatgacccag gagagtgcco tgatcttccc tttcctcaac aagagtgaca 420 
gtggcaccta cggotgcaca gocaccagca aoatgggcag ctacaaggcc tactacaccc 480 
tcaatgttaa tgaccccagt ccggtgccct cctcctccag cacctaccac gooatcatog 540 
gtgggatcgt ggctttcatt gtcttcctgc tgctcatcat gctcatcttc ctcggccact 600 
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acttgatccg gcacaaagga acctacctga 
cagacgcgga cacggccatc atcaatgcag 
aggaatattt catctagagg cgcctgccca 
actgctgggg ccgtcaccaa cccggacttg 
ctcttccata gcaatgggaa agtgatgagt 
acaacatgca gccatgcagg gacccaggac 
aggaagagta gatttggaga ggaaggatgg 
tgaacaaagc cgggcccttt ccataggaac 
cctccttgct ccagcagcag tgggagaggc 
cccccactga ggggcccctc actcttaccc 
cctcccatgg cattgctcag caactacttc 
tggtcccaac gccagccctt catccttcct 
aactactaaa aggagcttca ctgcagtgag 
tgaactgtgt gcatgtgtgt ggtgtgtatg 
tgtgtgtgag tgagtgagag gcagagcgag 
tcctgggcaa gtggacaggg ctgtgggaca 
ctagtcaggg ttcacacctc acctgggatg 
cccaatgccc atcggtcttg gagaaaggag 
ttctatctct cccttaaaca cagagcattc 
catggagtca gtgccacagc ctttgttatg 
ctggaaagac ctaccaccac ctattttttc 
gggtccccac Gcttcctttt gatttcctgt 
tggagatgag gttcctggtc ctccctgtcc 
tgcccttggc atcgctccca ccctccccca 
gcaaaaaggg gcagctgcaa tctagcaggc 
gttgtgaatc ttccagccgc tggttagggc 
gccggggcct actcctctta caacagcaag 
tcttgtctcc cagcacccgc ttttgggaaa 
tgtccatatt acacagaagc catatttgta 
gctgtgtgtg tctgtccagg ggtggggggg 
atctttataa tctttctaac tctcctgtgc 
tgg 



cacatgaggc aaaaggctcc gacgatgctc 660 
aaggcgggca gtcaggaggg gacgacaaga 720 
cttcctgcgc cccccagggg ccctgtgggg 780 
tacagggagg caggtgccac cttgacacct 840 
gcgggagtcc tgaggagatg tggcctgcag 900 
tgtaacctgg ggaggacgcg ggtccctgca 960 
aggtggactc tcaccccatt ccccccgaaa 1020 
tgcccttgga gatagcagag tgtggctgcc 1080 
actgctctgg ggcctgaact gcctctgctt 1140 
aagactctgg attgttgcac ggcaaccact 1200 
tcccttcccg gccaccctgt gcccccttcc 1260 
ccctcagcag ccaggcagac ataacaacaa 1320 
ctgtttcctg cccaaactaa gggaataatg 1380 
catgtgtgca tgtgtgtgtg tgtgtgtgca 1440 
gaactgagga ggagggctaa gagccagggg 1500 
tgttggggag gctttgggaa tggggtattc 1 560 
ttgttccatg ctggtatttc ctctgccacc 1620 
tccccgggtg tgtgtttgcc cagctgtcca 1680 
agcccttccc tggatttccc tcctctgagc 1740 
cacctctcag gcctctccct ggcgttgacc 1800 
ccatagtctg tacccagtga gttgaaggct 1860 
cttccttctc gtggccccag ctggttgctg 1920 
tggctggact gccccgcctc agatccagga 1980 
gcttttcctc cctggtctga caatgggcat 2040 
ctgcccaccc ccttcagttc aggtaataca 2100 
cttgggcacc acaggcagcc cctcacctaa 2160 
agagccctgg ggccccaggc ctgttgagct 2220 
atgacttttc ctcttcaagc tgaaccactc 2280 
cgggggggtg ggagggagag gggctgttgt 2340 
tgggggaagg gagcagggag gggaccgtgt 2400 
taatctcaga ggggtcaccc tcaatatatc 2460 

2463 



<210> 11896 
<211> 163 
<212> PRT 

<213> Homo sapiens 
<400> 11896 

Met lie Arg Pro Asp Pro Pro His Pro Arg Glu Gly Gin Lys Leu Leu 

15 10 15 

Leu His Cys Glu Gly Arg Gly Asn Pro Val Pro Gin Gin Tyr Leu Trp 

20 25 30 

Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser Ala 

35 40 45 

Leu I le Phe Pro Phe Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly Cys 
50 55 60 
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1 hr 


A 1 A 

Ala 


1 hr 


Ser 


A AM 

Asn 


Met 


Gly 


Ser 


00 










/O 






Va 1 


Asn 


A AM. 

Asp 


Pro 


Ser 


Pro 


Va 1 


Pro 










OO 








1 le 


1 le 


Gly 


Gly 


1 le 


Val 


Ala 


Phe 








100 










Leu 


1 le 


Phe 


Leu 


Gly 


His 


Tyr 


Leu 






115 










120 


Thr 


His 


Glu 


Ala 


Lys 


Gly 


Ser 


Asp 




130 










135 




1 le 


1 le 


Asn 


Ala 


Glu 


Gly 


Gly 


Gin 


145 










150 






Tyr 


Phe 


lie 













Tyr Lys Ala 


Tyr 


Tyr Thr Leu Asn 


/o 




oO 


Ser Ser Ser 


Ser 


Thr Tyr His Ala 


90 




95 


1 1 e Va 1 Phe 


Leu 


Leu Leu 1 1 e Met 


105 




110 


1 1 e Arg H i s 


Lys 


Gly Thr Tyr Leu 






125 


Asp Ala Pro 


Asp 


Ala Asp Thr Ala 




140 




Ser Gly Gly 


Asp 


Asp Lys Lys Glu 


155 




160 



<210> 11897 
<211> 2266 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (142). . (2265) 
<400> 11897 

gatgaagatg atgaatctga tgacagccaa tcagaatcag atagtaattc agaatcagat 60 
aoagaaggat oagaagaaga agatgatgat gataaagaco aagatgaato agatagtgat 120 
actgaaggag agaaaacttc aatgaaactg aataaaacaa cttcctctgt caaaagccct 180 
tccatgagtc tcacaggtca ctcaacacct cgtaacctcc acatagcaaa agccccaggc 240 
tctgctcctg ctgccttatg ttotgaatcc cagtcacctg cttttcttgg tacatottct 300 
tccacactta cttcaagccc acactctggc acttccaaaa gaagaagagt aacagatgaa 360 
cgtgaactgo gtattccatt ggaatatggc tggcagagag agacaagaat aagaaacttt 420 
ggagggcgcc ttcaaggaga agtagcatat tatgctccat gtggaaagaa acttaggcag 480 
taccctgaag taataaaggg aatgcagtgg tgtcttttga aagaagagga tgtcattcct 540 
cgtatoaggg caatggaagg togtagagga agaccacoaa atocagatag acaacgagoa 600 
agagaggaat ccaggatgag acgtcggaaa ggtcgacctc caaatgttgg caatgctgaa 660 
ttcctagata acgcagatgc aaagttgota agaaaactgc aagctcaaga aatagccagg 720 
caagcagcac aaataaagct tttgagaaaa ottcaaaago aggaacaggo tcgggttgot 780 
aaagaagcca aaaaaoaaca agcaataatg gctgctgagg agaagcggaa gcaaaaagaa 840 
cagataaaga ttatgaaaca gcaggaaaaa attaagagaa tacagcaaat cagaatggaa 900 
aaagaaotto gagotcagoa aattctagag gctaaaaaga aaaagaagga agaagcggaa 960 
aatgcoaaat tattggaggc cgagaaacga ataaaggaaa aagaaatgag aagacaacaa 1020 
gctgttcttc tgaaacatca ggaacgagag cgaaggcgac aacacatgat gcttatgaaa 1080 
gctatggaag ctcgtaaaaa agcagaagaa aaagagcggt tgaaacaaga aaaacgtgat 1140 
gagaaaagat taaataaaga gogtaaacta gagcagcgaa gattagaatt agaaatggca 1200 
aaggaactaa agaagcctaa tgaagacatg tgcttagcag accaaaagcc tttgccagag 1260 
ttgcctcgta ttccaggact tgttctctct ggaagtacat tttcagactg tctcatggtg 1320 
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gtgcagttct tacgaaactt tggtaaagtt 
aacctgagtg ttcttcaaga gggattgcta 
gacttgcttg tgaggctcct ctcagctgct 
aaggctaaaa cagctcttgg agaacatttg 
tccgagattt tacagatatt tatggaagcc 
ctgaagacca aagcttttca ggctcacact 
ctgatcaatg aactggcatg cagcaagagt 
tatatgtcaa acttgaggag agataaatgg 
atcattcatg ctaagaaaac aggcaaaaga 
gagcaacatc ccttgggcac acccactcca 
agtgattatg acgatgatga tgacgatgac 
gatgaagaag ataaagaaga caaaaaagga 
gaaggtgacc aagcagcaag tgttgaagag 
caacagagtc agtacagaag gaagctcttt 
tttggccaag atcgttacag acgccggtac 
gtagaaggca tggagagtgg tgaaggacta 



ttgggctttg atgtgaatat tgatgttcca 1380 
aatatagggg acagcatggg tgaagtacaa 1440 
gtatgtgatc caggtctaat aacaggatac 1500 
ctgaatgttg gtgtgaatcg agacaatgtt 1560 
cactgtggac aaactgagct tactgaaagt 1620 
ccagcacaga aagcttcagt cctggctttc 1680 
gtggtcagtg aaatcgacaa gaacattgat 1740 
gtggtagaag gtaaactccg caagctcaga 1800 
gacacttcag gtggcattga tctgggagaa 1860 
ggacgcaagc gaagaaggaa gggaggagac 1920 
agtgatgacc aaggggatga agatgatgag 1980 
aaaaagactg atatctgtga agatgaggat 2040 
ctggaaaaac agattgaaaa actgagtaaa 2100 
gatgcgtctc actcattgcg ttcagtgatg 2160 
tggattcttc cccaatgtgg ggggattttt 2220 
gaagaaattg caaaag 2266 



<210> 11898 
<211> 708 
<212> PRT 

<213> Homo sapiens 



<400> 11898 
Met Lys Leu Asn 
1 

Leu Thr Gly His 
20 

Gly Ser Ala Pro 

35 

Leu Gly Thr Ser 
50 

Ser Lys Arg Arg 
65 

Glu Tyr Gly Trp 

Leu Gin Gly Glu 
100 

Gin Tyr Pro Glu 
115 

G I u Asp Va I Me 
130 

Pro Pro Asn Pro 
145 

Arg Arg Lys Gly 

Asn Ala Asp Ala 
180 



Lys 


Thr 


Thr 


Ser 


5 








Ser 


Thr 


Pro 


Arg 


Ala 


Ala 


Leu 


Cys 








40 


Ser 


Ser 


Thr 


Leu 






55 




Arg 


Val 


Thr 


Asp 




70 






Gin 


Arg 


Glu 


Thr 


85 








Val 


Ala 


Tyr 


Tyr 


Val 


1 le 


Lys 


Gly 








120 


Pro 


Arg 


1 le 


Arg 






135 




Asp 


Arg 


Gin 


Arg 




150 






Arg 


Pro 


Pro 


Asn 


165 








Lys 


Leu 


Leu 


Arg 



Ser 


Val 


Lys 


Ser 




10 






Asn 


Leu 


His 


1 le 


25 








Ser 


Glu 


Ser 


Gin 


Thr 


Ser 


Ser 


Pro 








60 


Glu 


Arg 


Glu 


Leu 






75 




Arg 


1 le 


Arg Asn 




90 






Ala 


Pro 


Cys Gly 


105 








Met 


Gin 


Trp Cys 


Ala 


Met 


Glu 


Gly 








140 


Ala 


Arg 


Glu 


Glu 






155 




Val 


Gly 


Asn 


Ala 




170 






Lys 


Leu 


Gin 


Ala 


185 









Pro Ser Met Ser 
15 

Ala Lys Ala Pro 
30 

Ser Pro Ala Phe 
45 

His Ser Gly Thr 

Arg I le Pro Leu 
80 

Phe Gly Gly Arg 
95 

Lys Lys Leu Arg 
110 

Leu Leu Lys Glu 
125 

Arg Arg Gly Arg 

Ser Arg Met Arg 
160 

Glu Phe Leu Asp 
175 

Gin Glu I le Ala 
190 
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Arg 


Gin 


Ala 


Ala 






195 




Gin 


Ala 


Arg 


Val 




210 






Ala 


Glu 


Glu 


Lys 


225 








Gin 


Glu 


Lys 


1 le 


Arg 


Ala 


Gin 


Gin 








260 


Ala 


Asn 


Ala 


Lys 






275 




Met 


Arg 


Arg 


Gin 




290 






Arg 


Arg 


Gin 


His 


305 








Ala 


Glu 


Glu 


Lys 


Leu 


Asn 


Lys 


Glu 








340 


Ala 


Lys 


Glu 


Leu 






355 




Lys 


Pro 


Leu 


Pro 




370 






Ser 


Thr 


Phe 


Ser 


385 








Gly 


Lys 


Val 


Leu 


Val 


Leu 


Gin 


Glu 








420 


Gin 


Asp 


Leu 


Leu 






435 




Leu 


1 le 


Thr 


Gly 




450 






Asn 


Val 


Gly 


Val 


465 








Met 


Glu 


Ala 


His 


Lys 


Ala 


Phe 


Gin 








500 


Phe 


Leu 


1 le 


Asn 






515 




Asp 


Lys 


Asn 


1 le 




530 






Val 


Glu 


Gly 


Lys 


545 








Gly 


Lys 


Arg 


Asp 



Gin 


1 le 


Lys 


Leu 








200 


Ala 


Lys 


Glu 


Ala 






215 




Arg 


Lys 


Gin 


Lys 




230 






Lys 


Arg 


1 le 


Gin 


245 








1 le 


Leu 


Glu 


Ala 


Leu 


Leu 


Glu 


Ala 








280 


Gin 


Ala 


Val 


Leu 






295 




Met 


Met 


Leu 


Met 




310 






Glu 


Arg 


Leu 


Lys 


325 








Arg 


Lys 


Leu 


Glu 


Lys 


Lys 


Pro 


Asn 








360 


Glu 


Leu 


Pro 


Arg 






375 




Asp 


Cys 


Leu 


Met 




390 






Gly 


Phe 


Asp 


Val 


405 








Gly 


Leu 


Leu 


Asn 


Val 


Arg 


Leu 


Leu 








440 


Tyr 


Lys 


Ala 


Lys 






455 




Asn 


Arg 


Asp 


Asn 




470 






Cys 


Gly 


Gin 


Thr 


485 








Ala 


His 


Thr 


Pro 


Glu 


Leu 


Ala 


Cys 








520 


Asp 


Tyr 


Met 


Ser 






535 




Leu 


Arg 


Lys 


Leu 




550 






Thr 


Ser 


Gly 


Gly 



565 



Leu 


Arg 


Lys 


Leu 


Lys 


Lys 


Gin 


Gin 








220 


Glu 


Gin 


1 le 


Lys 






235 




Gin 


1 le 


Arg 


Met 




250 






Lys 


Lys 


Lys 


Lys 


265 








Glu 


Lys 


Arg 


1 le 


Leu 


Lys 


His 


Gin 








300 


Lys 


Ala 


Met 


Glu 






315 




Gin 


Glu 


Lys 


Arg 




330 






Gin 


Arg 


Arg 


Leu 


345 








Glu 


Asp 


Met 


Cys 


1 le 


Pro 


Gly 


Leu 








380 


Val 


Val 


Gin 


Phe 






395 




Asn 


1 le 


Asp 


Val 




410 






1 le 


Gly 


Asp 


Ser 


425 








Ser 


Ala 


Ala 


Val 


Thr 


Ala 


Leu 


Gly 








460 


Val 


Ser 


Glu 


1 le 






475 




Glu 


Leu 


Thr 


Glu 




490 






Ala 


Gin 


Lys 


Ala 


505 








Ser 


Lys 


Ser 


Val 


Asn 


Leu 


Arg 


Arg 








540 


Arg 


1 le 


1 le 


His 






555 




1 le 


Asp 


Leu 


Gly 




570 







Gin 


Lys 


Gin 


^ 1 
Glu 


205 








Ala 


1 le 


Met 


Ala 


1 le 


Met 


Lys 


Gin 








240 


Glu 


Lys 


Glu 


Leu 






o f— 1~ 

255 




Lys 


Glu 


Glu 


Ala 




270 






Lys 


Glu 


Lys 


Glu 


285 








Glu 


Arg 


Giu 


Arg 


Ala 


Arg 


Lys 


Lys 








320 


Asp 


Glu 


Lys 


Arg 






335 




Glu 


Leu 


Glu 


Met 




350 






Leu 


Ala 


Asp 


Gin 


365 








Val 


Leu 


Ser 


Gly 


Leu 


Arg 


Asn 


Phe 








400 


Pro 


Asn 


Leu 


Ser 






415 




Met 


Gly 


Glu 


Val 




430 






Cys 


Asp 


Pro 


Gly 


445 








Glu 


His 


Leu 


Leu 


Leu 


Gin 


1 le 


Phe 








480 


Ser 


Leu 


Lys 


Thr 






495 




Ser 


Val 


Leu 


Ala 




510 






Val 


Ser 


Glu 


1 le 


525 








Asp 


Lys 


Trp 


Val 


Ala 


Lys 


Lys 


Thr 








560 


Glu 


Glu 


Gin 


His 






575 
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Pro 


Leu 


Gly 


Thr 


Pro 


Thr Pro 


Gly Arg 


Lys 


Arg 


Arg 


Arg 


Lys 


Gly 


Gly 








580 






585 










590 






Asp 


Ser 


Asp 


Tyr 


Asp 


Asp Asp 


Asp Asp 


Asp 


Asp 


Ser 


Asp 


Asp 


Gin 


Gly 






595 








600 








605 








Asp 


Glu 


Asp 


Asp 


Glu 


Asp Glu 


Glu Asp 


Lys 


Glu 


Asp 


Lys 


Lys 


Gly 


Lys 




610 








615 








620 










Lys 


Thr 


Asp 


1 le 


Cys 


Glu Asp 


Glu Asp 


Glu 


Gly 


Asp 


Gin 


Ala 


Ala 


Ser 


625 










630 






635 










640 


Val 


Glu 


Glu 


Leu 


Glu 


Lys Gin 


1 le Glu 


Lys 


Leu 


Ser 


Lys 


Gin 


Gin 


Ser 










645 






650 










655 




Gin 


Tyr 


Arg 


Arg 


Lys 


Leu Phe 


Asp Ala 


Ser 


His 


Ser 


Leu 


Arg 


Ser 


Val 








660 






665 










670 






Met 


Phe 


Gly 


Gin 


Asp 


Arg Tyr 


Arg Arg 


Arg 


Tyr 


Trp 


1 le 


Leu 


Pro 


Gin 






675 








680 








685 








Cys 


Gly 


Gly 


1 le 


Phe 


Val Glu 


Gly Met 


Glu 


Ser 


Gly 


Glu 


Gly 


Leu 


Glu 



690 695 700 



Glu I le Ala Lys 
705 



<210> 11899 
<211> 2470 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (129). . (1595) 
<400> 11899 

gacgggccgt ctogagagcc ggcatctcot aggagctagt cctggtcctc ggctaggcgg 60 
cttggggtog cggcgtaact ggggagccag cotgacgcog gcggaccccg cctgtgatcc 120 
tggcaacgat ggatgatgac ttgatgttgg cactgcggct tcaggaggag tggaacttgc 180 
aggaggcgga gcgcgatcat gcccaggagt ccctgtcgct agtggaogcg tcgtgggagt 240 
tggtggaccc cacaccggac ttgcaggcac tgtttgttca gtttaacgac caattcttot 300 
ggggccagct ggaggccgtc gaggtgaagt ggagcgtgcg aatgaccctg tgtgctggga 360 
tatgcagcta tgaagggaag ggtggaatgt gttccatccg tctcagcgaa ccocttttga 420 
agttgaggcc aagaaaggat ottgtagaga ccctcctgoa tgaaatgata catgcctatt 480 
tatttgtcac taataacgac aaagaccgag aagggcatgg tccagaattt tgtaaacata 540 
tgcatcgcat caacagcctg actggagcca atataacggt ataccatact tttcacgatg 600 
aggtggatga gtatcggcga oactggtggo gotgcaatgg gccgtgccag cacaggccao 660 
cgtattaogg ctatgtcaaa cgagctacta acagggaaco ctctgctoat gactattggt 720 
gggctgagca ccagaaaacc tgtggaggca cttacataaa aatcaaggaa ccagagaatt 780 
actcaaaaaa aggoaaagga aaggcaaaao taggaaagga accagtattg gccgcagaga 840 
ataaagataa acccaacaga ggtgaggccc agctagtaat cccttttagt gggaaaggat 900 
atgttctagg agaaacaagc aatttacctt cacctgggaa actgatcact toacatgcca 960 
ttaataaaac ccaagatctt ttaaatcaaa accattcagc aaatgctgta agacttaatt 1020 
ctaaaatcaa ggtgaaattt gaacagaatg gttcaagtaa aaattctoat ctggtctcco 1080 
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ctgctgttag taacagtcac caaaatgttc 
ccaaccaaaa ggctttcaga ggtgtgaatg 
acatccctaa aaactcagtc tcttctagtt 
ccctaagaaa ttcttcaaaa gtaacggaat 
gtgggtctga agatacattc ccaaataaac 
acaatttttt tatcaagaaa gagcaaataa 
caaccacagc tcagaattcc agcagttcat 
tttgtcagaa tgaagttctg gagtctcaga 
gtgacagcat caaagtcaaa agcgaagaaa 
accacctgta ttatctcact aatgtgctat 
taagatttgt aggttataat ctagttcaca 
tacgcatata agattgtaat tttaagatgt 
gccttaggta tactgtaacc caggttctgc 
tctttcttgc tcttaaggat tttaaaaacc 
aaaatattca tatggggaat cctgtcaggt 
attagaactc attccctgaa ctgatgtaaa 
ccacaatcta gactacaaag tatattgttt 
tttttgtttg caaaatctta acaggaactg 
tcccactttt actaaacagt ggcagcagat 
ataagtaaat ttcttttgga atatttttag 
aaattttata ttgagtttag ctgttttctc 
ctgataagta actgatacat ataacataaa 
tggaaagtta tctggaaata gtattttgaa 
aaggaatacc 



taagcaacta ctttcctaga gtatcatttg 1140 
gatctccaag gataagtgta acagttggca 1200 
ctcagagaag ggtttcatct tctaagatat 1260 
cagcatctgt gatgccatcc caggatgtga 1320 
gacctaggct agaagataag actgtttttg 1380 
aaagcagtgg taatgatcca aagtatagta 1440 
ccagtcagag caaaatggtt aattgcccag 1500 
ttaatgagca cttggactgg tgccttgaag 1560 
gtctttgaaa aaggtttcaa agtctcaagt 1620 
gtcagccagt caggaagttc tggttaatac 1680 
taaccaatag aaagtgtcct attttatata 1740 
tttgtgtctc agggtgctac attcactctt 1800 
ctgtcgtgta taatttttag atacttttgt 1860 
tgttaatctt tttatttgta tactttccta 1920 
gtttggttat attgactatt tattaatagt 1980 
tcttcatagt gtcagacata ctgaccaaaa 2040 
tagagtactc aaattgtatt atttattaat 2100 
tattttctat attttaaaga attttatttg 2160 
tttaagttaa agaatatgga atatagtaaa 2220 
taacaaatag ccactataat tctgtaggcc 2280 
aaaatttagc agagtggtta aaattctgtg 2340 
cataacaaag ttgcctagtt gatgtaacag 2400 
ctttaagcca agtttaaaac attataataa 2460 

2470 



<210> 11900 
<211> 489 
<212> PRT 

<213> Homo sapiens 



<400> 11900 



Met 


Asp Asp 


Asp 


Leu 


Met 


Leu 


Ala 


Leu 


Arg 


Leu 


Gin 


Glu 


Glu 


Trp 


Asn 


1 








5 










10 










15 




Leu 


Gin 


Glu 


Ala 


Glu 


Arg 


Asp 


His 


Ala 


Gin 


Glu 


Ser 


Leu 


Ser 


Leu 


Val 








20 










25 










30 






Asp 


Ala 


Ser 


Trp 


Glu 


Leu 


Val 


Asp 


Pro 


Thr 


Pro 


Asp 


Leu 


Gin 


Ala 


Leu 






35 










40 










45 








Phe 


Val 


Gin 


Phe 


Asn 


Asp 


Gin 


Phe 


Phe 


Trp 


Gly 


Gin 


Leu 


Glu 


Ala 


Val 




50 










55 










60 










Glu 


Val 


Lys 


Trp 


Ser 


Val 


Arg 


Met 


Thr 


Leu 


Cys 


Ala 


Gly 


1 le 


Cys 


Ser 


65 










70 










75 










80 


Tyr 


Glu 


Gly 


Lys 


Gly 


Gly 


Met 


Cys 


Ser 


1 le 


Arg 


Leu 


Ser 


Glu 


Pro 


Leu 










85 










90 










95 




Leu 


Lys 


Leu 


Arg 


Pro 


Arg 


Lys 


Asp 


Leu 


Val 


Glu 


Thr 


Leu 


Leu 


His 


Glu 








100 










105 










110 






Met 


1 le 


His 


Ala 


Tyr 


Leu 


Phe 


Val 


Thr 


Asn 


Asn 


Asp 


Lys 


Asp 


Arg 


Glu 



115 120 125 
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Gly 


His 


Gly 


Pro 










Thr 


Gly 


A 1 — . 

Ala 


Asn 


145 








Glu 


Tyr 


Arg 


A » _ 

Arg 


Pro 


Pro 


Tyr 


Tyr 








180 


Ala 


His 


Asp 


Tyr 






195 




Tyr 


1 le 


Lys 


1 le 




210 






Lys 


Ala 


Lys 


Leu 


225 








Lys 


Pro 


Asn 


Arg 


Gly 


Tyr 


Val 


Leu 








260 


1 le 


Thr 


Ser 


His 






275 




His 


Ser 


Ala 


Asn 




290 






Glu 


Gin 


Asn 


Gly 


305 








Ser 


Asn 


Ser 


His 


Phe 


Ala 


Asn 


Gin 








340 


Ser 


Val 


Thr 


Val 






355 




Gin 


Arg 


Arg 


Val 




370 






Val 


Thr 


Glu 


Ser 


385 








Glu 


Asp 


Thr 


Phe 


Phe 


Asp 


Asn 


Phe 








420 


Asp 


Pro 


Lys 


Tyr 






435 




Ser 


Gin 


Ser 


Lys 




450 






Glu 


Ser 


Gin 


1 le 


465 








1 le 


Lys 


Val 


Lys 



G 1 u 


Phe 


Cys 


Lys 






1 OO 




1 le 


Thr 


Va 1 


Tyr 




150 






LI : ^ 

H 1 s 


Trp 


Trp 


Arg 


165 








Gly 


Tyr 


Va 1 


Lys 


Trp 


Trp 


Ala 


Glu 








200 


Lys 


Glu 


Pro 


Glu 






215 




Gly 


Lys 


1 

Glu 


Pro 




230 






Gly 


Glu 


A 1 _ 

Ala 


Gin 


245 








Gly 


Glu 


Thr 


Ser 


Ala 


1 le 


Asn 


Lys 








280 


Ala 


Val 


Arg 


Leu 






295 




Ser 


Ser 


Lys 


Asn 




310 






Gin 


Asn 


Val 


Leu 


325 








Lys 


Ala 


Phe 


Arg 


Gly 


Asn 


1 le 


Pro 








360 


Ser 


Ser 


Ser 


Lys 






O T IT 

375 




Ala 


Ser 


Val 


Met 




390 






Pro 


Asn 


Lys 


Arg 


405 








Phe 


1 le 


Lys 


Lys 


Ser 


Thr 


Thr 


Thr 








440 


Met 


Val 


Asn 


Cys 






455 




Asn 


Glu 


His 


Leu 




470 






Ser 


Glu 


Glu 


Ser 



485 



His 


Met 


His 


Arg 








140 


Hi s 


Thr 


Phe 


His 






^ r" r" 

155 




Cys 


A — — 

Asn 


Gly 


Pro 




1 70 






Arg 


Ala 


Thr 


Asn 


185 








His 


Gin 


Lys 


Thr 


Asn 


Tyr 


Ser 


Lys 








220 


Val 


Leu 


Ala 


Ala 






235 




Leu 


Val 


1 le 


Pro 




250 






Asn 


Leu 


Pro 


Ser 


265 








Thr 


Gin 


Asp 


Leu 


Asn 


Ser 


Lys 


1 le 








300 


Ser 


His 


Leu 


Val 






315 




Ser 


Asn 


Tyr 


Phe 




330 






Gly 


Val 


Asn 


Gly 


345 








Lys 


Asn 


Ser 


Val 


1 le 


Ser 


Leu 


Arg 








380 


Pro 


Ser 


Gin 


Asp 






395 




Pro 


Arg 


Leu 


Glu 




410 






Glu 


Gin 


1 le 


Lys 


425 








Ala 


Gin 


Asn 


Ser 


Pro 


Val 


Cys 


Gin 








460 


Asp 


Trp 


Cys 


Leu 






475 





1 le 


A A M 

Asn 


Ser 


Leu 


Asp 


Glu 


Val 


Asp 








1 dfx 

1 oU 


Cys 


Gin 


LI r A 

Hi s 


Arg 






1 /b 




A ^ ^ 

Arg 


Glu 


Pro 


Ser 




190 






Cys 


Gly 


Gly 


Thr 


205 








Lys 


Gly 


Lys 


Gly 


Glu 


Asn 


Lys 


Asp 








240 


Phe 


Ser 


Gly 


Lys 






I— f— 

255 




Pro 


Gly 


Lys 


Leu 




270 






Leu 


Asn 


Gin 


Asn 


285 








Lys 


Val 


Lys 


Phe 


Ser 


Pro 


Ala 


Val 








320 


Pro 


Arg 


Val 


Ser 






335 




Ser 


Pro 


Arg 


1 le 




350 






Ser 


Ser 


Ser 


Ser 


365 








Asn 


Ser 


Ser 


Lys 


Val 


Ser 


Gly 


Ser 








400 


Asp 


Lys 


Thr 


Val 






415 




Ser 


Ser 


Gly Asn 




430 






Ser 


Ser 


Ser 


Ser 


445 








Asn 


Glu 


Val 


Leu 


Glu 


Gly 


Asp 


Ser 








480 
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<210> 11901 
<211> 3554 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (139). . (1863) 
<400> 11901 

gtggcccctg agtgctgggt gggaccgcgg tgactgaacc tagaaggtgg agaggaatog 60 
tcctcggtgc ccagaggcgg ctctgcagcc ccgtgacggc gaccactgct cccgggccgt 120 
gcttccccaa gtagtccgat ggcagcggct gtgccgaggc gcocaactca gcagggcact 180 
gtgacctttg aagatgtggc tgtgaacttt tccoaggagg agtggtgtct tcttagtgag 240 
gctcagaggt gcttgtaccg tgatgtgatg ctagagaacc tggctctcat atcctcgctg 300 
ggttgttggt gtggatcaaa agatgaggag gcaccttgta agcagagaat ttctgtacaa 360 
agagagtcto agagcaggac tcctagggca ggtgtttcto ctaagaaggc tcacccctgt 420 
gaaatgtgtg gcotcatctt ggaggatgtt tttcactttg ctgaccacca ggaaactcat 480 
cacaagcaga agctgaacag gagtggagca tgtggaaaaa acttggatga cactgcatac 540 
cttcatcagc accagaagca gcatattgga gagaaattct acagaaagag tgtcagagaa 600 
gcatcgtttg taaagaaacg taagctcagg gtgtcacagg agccatttgt cttcogcgag 660 
tttgggaagg acgttctgcc oagttcagga ttgtgccaag aagaagctgo tgtagagaag 720 
acagacagtg aaactatgca tggcccaccc tttcaggagg gaaaaactaa ttacagttgt 780 
ggaaaacgca caaaagcott cagcaocaaa cactoagtta ttccacacca gaaacttttc 840 
actagagatg gatgttatgt gtgcagtgat tgtggaaaat cctttagcag atatgtcagc 900 
ttcagtaatc atcagcgaga tcacactgca aaaggacctt atgattgtgg agagtgtggg 960 
aaatcttata gtcgaaagag cagccttatt caacatcagc gagtccacac tggacagaca 1020 
gcttatccct gtgaggagtg cgggaaatct tttagtcaga agggcagcct tattagccat 1080 
cagcttgttc acactggaga agggccttat gagtgtagag aatgtgggaa atcttttggt 1140 
caaaagggta acctcattca acatcagcaa ggtcacactg gagagagagc ttatcactgt 1200 
ggggaatgtg ggaaatcttt tcgtcagaag ttctgcttta ttaaccatca gcgtgttcac 1260 
actggagaaa ggocttacaa gtgtggagaa tgtgggaaat cttttggtca aaagggcaac 1320 
ctcgttcacc atcagcgagg tcatactgga gaaaggccct atgagtgcaa ggaatgtggg 1380 
aaatcattta ggtacagatc ccacctcact gaacaccaga gacttcacac tggggaaaga 1440 
ccttacaatt gtagggaatg tgggaaatta tttaacagga agtatcatct tctagttoat 1500 
gagagagttc acactggaga aaggccatat gcgtgtgagg tatgtgggaa attatttggc 1560 
aataagcaca gcgtgactat acatcagagg attcacactg gagaaaggcc gtatgaatgc 1620 
agtgaatgtg ggaaatcatt tctttccagc tctgcgcttc atgttcataa aagagttcat 1680 
tctggacaaa agccttataa gtgcagtgaa tgtggaaaat ccttttctga atgttccagt 1740 
ctcattaaac acaggagaat tcacactgga gaaaggcctt atgaatgcac caaatgtgga 1800 
aaaacatttc agcgaagctc taccctcctt catcatcaga gttcacacag gagaaaggcc 1860 
ttatgagtac acaccaccac gcccagctaa tttttgtgtt tttagtgggg atggggtttt 1920 
accatgttgg ccaggctggt ctcaaactcc tgacctcaag tgatccaccc gccttgactc 1980 
ccaaagtgct gaaattacag gcatgagcct ctgcacctgg ccttcattct tttcgtattg 2040 
cttagaatat gacatgctga accaggcatg gtggctcatg cttgtaaacc tgatgctttg 2100 
ggaggacaag gtggttcatt ggaggccagg agttggagat cagcctgggc aacatggcca 2160 
gacctcctct ctacaaaaag aaaaaagaat gacatgcttc ttgtttttgt ctgttataaa 2220 
tgaaactgct atatttgaat gcagttgttc atgtaggtat gtttcactat ggtaatatgg 2280 



-5446/13211- 



tggtgtgcag tgcctgagtc acgtgataga 
ctcactctgt cacccaggcg ggagttaggt 
ctcccaagtt caactgattc ttctgcctca 
caccaccatg cctggataac tttttttttt 
tggccaggct tgttatgaac tgacctcaag 
acctactgtg cttggcctaa tgtacaactt 
tgaaattatt gctcatttgt atatctatct 
cttaccaaga gggagtatgg ttagtatttg 
aacttttgag tcagtggttt atgttttgca 
tgtctcccag gctagagtac cgtggcacaa 
gctcaagcac tctgcccacc tcagcctcca 
agcctcacaa aactttgacc cagccactgt 
gcccagcagg ggcactgcct ggggccctgt 
cctcatgatg cctggtgaca aaagaatttc 
accatccatg aagcagctgg cacagtgtat 
ttcctcaatg actacccacc tttacgatgc 
ccaccctaac gtggacaccc agggtaacat 
tgccccgtat gatatcagga ccatcctgct 
cattgatagc cctttgaaca cacatgctac 
aagtacctgc aagggtcagg cgcagtggct 
cgaggtgggt ggatggatca cctgacgtag 
tgtcatccct attt 



ttaaagtaca actctttttt gagacagagt 2340 
ggcatgattt cggctcactg caacctctgc 2400 
gcctcccgag tagcagggat taccggtgtg 2460 
atttctatta gcaatggggt ttcaccatgc 2520 
tgatctgcct gcctcagctt ctcaggtgtg 2580 
tttaagcaat gccaaactat gacttaagaa 2640 
accatcagtg tccaagaatt tctgttctat 2700 
aaattgttta ttattttaat aagtggttat 2760 
ttttttttgt tttgagacag agtctcgctc 2820 
tctcggctca ttgcaacctc tgcttcctgg 2880 
gagtagctgg aaatacagtg ccacccagat 2940 
tagtgtcgcc accgcccata aaggagctga 3000 
agccaaaagg ctacagcagg agctgatgac 3060 
tgcctaccct gaaagcctta tcaaatggac 3120 
gaagatctga ggtataagct cttgctggag 3180 
acccacagtg aagttcctca caccctgcta 3240 
atgcctggac atcctgaagg agaagtggtc 3300 
ctctatccag tgcctgctag gacaactcaa 3360 
caagctctgg gaaaacccca tagctttaag 3420 
cacacctgta atcccagcac tttgggaggc 3480 
agagtccaag gcctgacaaa catggagaaa 3540 

3554 



<210> 11902 
<211> 575 
<212> PRT 

<213> Homo sapiens 



<400> 11902 
Met Ala Ala Ala 
1 

Phe Glu Asp Val 
20 

Ser Glu Ala Gin 
35 

Ala Leu I le Ser 
50 

Ala Pro Cys Lys 
65 

Thr Pro Arg Ala 

Cys GJy Leu I le 
100 

Thr His His Lys 
115 

Leu Asp Asp Thr 
130 



Val 


Pro 


Arg 


Arg 


5 








Ala 


Val 


Asn 


Phe 


Arg 


Cys 


Leu 


Tyr 








40 


Ser 


Leu 


Gly 


Cys 






55 




Gin 


Arg 


1 le 


Ser 




70 






Gly 


Val 


Ser 


Pro 


85 








Leu 


Glu 


Asp 


Val 


Gin 


Lys 


Leu 


Asn 








120 


Ala 


Tyr 


Leu 


His 






135 





Pro 


Thr 


Gin 


Gin 




10 






Ser 


Gin 


Glu 


Glu 


25 








Arg 


Asp 


Val 


Met 


Trp 


Cys 


Gly 


Ser 








60 


Val 


Gin 


Arg 


Glu 






75 




Lys 


Lys 


Ala 


His 




90 






Phe 


His 


Phe 


Ala 


105 








Arg 


Ser 


Gly 


Ala 


Gin 


His 


Gin 


Lys 








140 



Gly 


Thr 


Val 


Thr 






15 




Trp 


Cys 


Leu 


Leu 




30 






Leu 


Glu 


Asn 


Leu 


45 








Lys 


Asp 


Glu 


Glu 


Ser 


Gin 


Ser 


Arg 








80 


Pro 


Cys 


Glu 


Met 






95 




Asp 


His 


Gin 


Glu 




110 






Cys 


Gly 


Lys 


Asn 


125 








Gin 


His 


1 le 


Gly 
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Glu 


Lys 


Phe 


Tyr 


Arg Lys 


Ser Val Arg 


Glu 


Ala 


Ser 


Phe 


Val 


Lys 


Lys 


145 








150 






155 










160 


Arg 


Lys 


Leu 


Arg 


Va 1 Ser 


Gin Glu Pro 


Phe 


Val 


Phe 


Arg 


Glu 


Phe 


Gly 










-4 /> f— 
165 




1 70 










■1 T IT 

1 75 




Lys 


Asp 


Val 


Leu 


Pro Ser 


Ser Gly Leu 


Cys 


Gin 


/^ 1 

Glu 


Glu 


Ala 


Ala 


Val 








180 




185 










190 






Glu 


Lys 


Thr 


Asp 


Ser Glu 


Thr Met His 


Gly 


Pro 


Pro 


Phe 


Gin 


Glu 


Gly 






195 






200 








205 








Lys 


Thr 


Asn 


Tyr 


Ser Cys 


Gly Lys Arg 


Thr 


Lys 


Ala 


Phe 


Ser 


Thr 


Lys 




210 








215 






220 










His 


Ser 


Val 


1 le 


Pro His 


Gin Lys Leu 


Phe 


Thr 


Arg 


Asp 


Gly 


Cys 


Tyr 


225 








230 






235 










240 


Val 


Cys 


Ser 


Asp 


Cys Gly 


Lys Ser Phe 


Ser 


Arg 


Tyr 


Val 


Ser 


Phe 


Ser 










245 




250 










255 




Asn 


His 


Gin 


Arg 


Asp His 


Thr Ala Lys 


Gly 


Pro 


Tyr 


Asp 


Cys 


Gly 


Glu 








260 




265 










270 






Cys 


Gly 


Lys 


Ser 


Tyr Ser 


Arg Lys Ser 


Ser 


Leu 


1 le 


Gin 


His 


Gin 


Arg 






275 






280 








285 








Val 


His 


Thr 


Gly 


Gin Thr 


Ala Tyr Pro 


Cys 


Glu 


Glu 


Cys 


Gly 


Lys 


Ser 




290 








295 






300 










Phe 


Ser 


Gin 


Lys 


Gly Ser 


Leu 1 le Ser 


His 


Gin 


Leu 


Val 


His 


Thr 


Gly 


305 








310 






315 










320 


Glu 


Gly 


Pro 


Tyr 


Glu Cys 


Arg Glu Cys 


Gly 


Lys 


Ser 


Phe 


Gly 


Gin 


Lys 










325 




330 










335 




Gly 


Asn 


Leu 


1 le 


Gin His 


Gin Gin Gly 


His 


Thr 


Gly 


Glu 


Arg 


Ala 


Tyr 








340 




345 










350 






His 


Cys 


Gly 


Glu 


Cys Gly 


Lys Ser Phe 


Arg 


Gin 


Lys 


Phe 


Cys 


Phe 


1 le 






355 






360 








365 








Asn 


His 


Gin 


Arg 


Val His 


Thr Gly Glu 


Arg 


Pro 


Tyr 


Lys 


Cys 


Gly 


Glu 




370 








375 






380 










Cys 


Gly 


Lys 


Ser 


Phe Gly 


Gin Lys Gly 


Asn 


Leu 


Val 


His 


His 


Gin 


Arg 


385 








390 






395 










400 


Gly 


His 


Thr 


Gly 


Glu Arg 


Pro Tyr Glu 


Cys 


Lys 


Glu 


Cys 


Gly 


Lys 


Ser 










405 




410 










415 




Phe 


Arg 


Tyr 


Arg 


Ser His 


Leu Thr Glu 


His 


Gin 


Arg 


Leu 


His 


Thr 


Gly 








420 




425 










430 






Glu 


Arg 


Pro 


Tyr 


Asn Cys 


Arg Glu Cys 


Gly 


Lys 


Leu 


Phe 


Asn 


Arg 


Lys 






435 






440 








445 








Tyr 


His 


Leu 


Leu 


Val His 


Glu Arg Val 


His 


Thr 


Gly 


Glu 


Arg 


Pro 


Tyr 




450 








455 






460 










Ala 


Cys 


Glu 


Val 


Cys Gly 


Lys Leu Phe 


Gly 


Asn 


Lys 


His 


Ser 


Val 


Thr 


465 








470 






475 










480 


1 le 


His 


Gin 


Arg 


1 le His 


Thr Gly Glu 


Arg 


Pro 


Tyr 


Glu 


Cys 


Ser 


Glu 










485 




490 










495 




Cys 


Gly 


Lys 


Ser 


Phe Leu 


Ser Ser Ser 


Ala 


Leu 


His 


Val 


His 


Lys 


Arg 








500 




505 










510 






Val 


His 


Ser 


Gly 


Gin Lys 


Pro Tyr Lys 


Cys 


Ser 


Glu 


Cys 


Gly 


Lys 


Ser 






515 






520 








525 
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Phe Ser Glu Cys Ser Ser Leu Me Lys His Arg Arg Me His Thr Gly 

530 535 540 

Glu Arg Pro Tyr Glu Cys Thr Lys Cys Gly Lys Thr Phe Gin Arg Ser 
545 550 555 560 

Ser Thr Leu Leu His His Gin Ser Ser His Arg Arg Lys Ala Leu 
565 570 575 



<210> 11903 
<211> 2263 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (774). . (1079) 
<400> 11903 

ttgaagcaat gtgggttaaa gttagaccot 
tgaagaactg gactaggtga gaagaagaag 
actatatcct acccacaggt gggttgagtt 
aggttcaagt gagagctgac tcacctaggg 
aagccacaca caggctgggc gcgatggctc 
gaggcaggtg gatcaoctga ggtoaggagt 
cccgtctcta ctaaaaatac aaaaattagt 
gctactcggg aggctgaggc aggagaatcg 
gcogagatca tgccactgca ctccagcctg 
aagaaaagcc acacaggtgt gtgtgtaggg 
gaaaatgggg agaaactgtt aaagccagaa 
goaacagaag tgtcaagctg ccaggtttca 
tatgtgttgc cggcactaat ggttagagac 
caggagtggg tgtgggaagc tggcctcact 
tggtcaggaa aagctgctac aaaacagcaa 
ttttggoaac agggagtatt ttcctggaag 
ctggtttogg gatggaagtg ttccatctcc 
ggagcacaca aaacctacac tcctggcgtg 
gagaaccaaa tgtcccactg atgtgacagg 
atgcggccot gttcotgaca ggccacggac 
aggggatgaa agaagggaaa cctgggtcta 
gggaagagac aggacagagg tgggaaagaa 
tccaggtcct tcccctgggg ctgagtaagc 
tgggctctgg gatctaaacg gactatgcag 
gggacagtgt gtgttgaggo ggaaagacaa 
ggttcctgat gaagtcctat ctttcagcct 
tttcttcacc ctcccgcttt ttttttttga 
agttcttaca ttctcagtgt gagccaatct 
agtcctggtg cagggtagga agggaagggt 
gcoagggggc tggagacacc accoccttct 



ggggaaacct tgcaggggtc tgtaggcctg 60 
cttttgaocc atgtcactcc ctggcocaga 120 
caggactgct gcttccagcc cccagcagca 180 
ccccttgtta gagcctcaga gccaggtgaa 240 
acgcctgtaa tcccagcact ttgggaggcc 300 
tcaagaccat cctggccaac atggcaaaat 360 
cctgcctggt ggcacatgcc tgtagtccca 420 
cttgaacccg ggaggcggag gctgcagtga 480 
ggtgacagag cgggactctg tctccaaaaa 540 
gcaagggagt ttcctactgt cttcctagca 600 
tgagggaggg ctgtgtgtgg cctgggactg 660 
ggccagtaca gagcacggtt ctacctgggt 720 
atctgtcact ggtgagggca gaaatgtatg 780 
ggtgggtggg gttggagact ttgccaggcc 840 
aactgctcct agtgcagcga tcccoaacct 900 
accatttttc catggagagg gagggogggg 960 
catcatcagg cattagtcaa actctcctaa 1020 
cacagttcac aggagggctt ctgcttctgt 1080 
atcagagcgc catcgctgct cacttcctgc 1140 
cagtacctgg ggtttggggt cccccgccct 1200 
atgggttact gtgattctcc ctgcgatgca 1260 
catggtcacc aggagtcggg acagcactct 1320 
accctgcgcg tagctcttcc tggccgcctg 1380 
ccattctcac tttcattcac agctcggaca 1440 
aacatgtatg tgagagactt tgtatgagcc 1500 
cgtatttact gcccaggcag atggggctct 1560 
gacagaaaac ttaatagaaa ttttgtttgc 1620 
gtgacccaco gccccaccca gaagtggccc 1680 
ggagtgagaa gagocccatt tttcotcagt 1740 
cctgcctctg ggotccagga aggagtgcag 1800 
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atggactctc aggcctatgg ttcctcctcc 
gagagataca gggagagaag gggacagagg 
aaccaggggt gagggctgac agagaatcaa 
gctcatgcct gtaatcccag cactttcggg 
gaattcgaga ccagcctgac caacatggag 
agccgggtgt ggtggcacat gcctgtaatc 
tcgcttgaac ctgggaggca gagattgcag 
ctgggcaaca agagcgaaac tctgttggaa 



acaccactgt cccccaggtt ggaggggagt 1860 
caagaaaagg tgttgatcaa gaaaggcaag 1920 
agataaaaca ctagtaggcc gggcgcggtg 1980 
agccaaggcg ggcagatcac ctgaggtcgg 2040 
aaaccctgtc tctactacaa atataaaatt 2100 
ccagctgctc aggaggctga ggcaggagaa 2160 
tgagccaaga tcatgccact gcactccagc 2220 
aaaaacaaac agt 2263 



<210> 11904 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 11904 
Met Tyr Ala Gly Val 
1 5 
Leu Glu Thr Leu Pro 
20 

Lys Leu Leu Leu Val 
35 

I I e Phe Leu G I u Asp 
50 

Phe Gly Met Glu Val 
65 

Leu Leu Arg Ser Thr 
85 

Gly Gly Leu Leu Leu 
100 



<210> 11905 
<211> 2604 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (292). . (1140) 
<400> 11905 

ttgaattcag atgtgcctoa gcaacgccca agtgtagttg tctcaccaca ttctacaacc 60 
tctgttatac agggacatca aatcatagca gttcccgact caggatcaaa agtatcccat 120 
tctcctgcGc catcatctga cgttcggtct acaaatggca cagcagaatg caaaactgta 180 
aagaggccag cagaggatac tgatagggaa acagtcgcag gaattccgaa taaagtagga 240 
gttagaattg ttacaatcag tgaccccaac aatgctggct gcagcgcaac aatggttgct 300 
gtgccagcag gagcagatcc aagcactgta gctaaagtag caatagaaag tgctgttcag 360 



Gly 


Val 


Gly 


Ser Trp Pro His 


Trp 


Trp Val Gly 








10 




15 


Gly 


Leu 


Val 


Arg Lys Ser Cys 


Tyr 


Lys Thr Ala 








25 




30 


Gin 


Arg Ser 


Pro Thr Phe Leu 


Ala 


Thr Gly Ser 






40 




45 




His 


Phe 


Ser 


Met Glu Arg Glu 


Gly 


Gly Ala Gly 




55 




60 






Phe 


His 


Leu 


Pro Ser Ser Gly 


1 le 


Ser Gin Thr 


70 






75 




80 


Gin 


Asn 


Leu 


His Ser Trp Arg 


Ala 


Gin Phe Thr 








90 




95 



Leu 



-5450/13211- 



caaaagcaac agcatccacc aacatatgta 
ccaccttcac cagctgtaca agtgcagggc 
agtggatcca gtcagcctgg agatccaatg 
tggcagtctt gtaaaaagtg gtttcagaca 
gaacatggag gaaaagatgt atatccaggg 
cagcgacagc ggttttcttt tattacccac 
ctacttgcag gattaaaaca agatgaacca 
aagcagccaa ctgtaggggg cacaagctca 
catcccagtg ctgcacttat ggctctgagg 
tttacagatg aaaaagaggg accaataact 
ttaaaaaata ttggtaaata ttcagaatgt 
aacttatcag tgctagccat tagtaacatg 
tatgaactta attttacagt tcagagtaag 
tgaaaaataa ttccacttac acagtggggg 
tactgaagaa agcaccaagt cttaatggaa 
ctcccatgat gctgagagga agcttcgtat 
tgtttaaaaa aatctaaaaa gaaaaaggaa 
ccagcttatc tgcaggatgt ttcagatctg 
aattcagtac catccacatt ggaatataca 
gaaatagaag cattaaatat ttttatctat 
aaaaccgttt aagctggttt gaataattta 
ctcagagggg gccaccaata tctagctatg 
ttggttttct tacttgagcc aatatatttt 
tctgaataga tcttgtaaat atttgtgaat 
actggaaata cattctgtgg tgtcctagaa 
actttcctgt caattgtaag taattgtgat 
aatttgtgta aatacttctg caaaggtact 
actgtgattt ttttttcttt tttctttttt 
tgtagaactc attttgctgg ctgaaagagt 
gaagaaaaac tatttgaagg tattttttgg 
ttgtcgtgta caagctcaga gcttggacag 
acatggaatt ttatacaggt tttctcctgt 
ttttcttcac tactttttct atcttaatat 
ttcttaatac tgtaccacat tcctgctcag 
tcccccagcg tgaaatgtat ccatttataa 
aaatgtggaa ggcctcccaa ccaccatttc 
tatagaccta acagtttatg ttatagaatg 
ttttaaataa aagactgaac attt 



cagaatgtgg tcccgcagaa cactcctatg 420 
cagcctaaca gttctcagcc ttctccattc 480 
agaaaacctg gacagaactt catgtgtctg 540 
ccctcacagg ttttctacca tgcagcaact 600 
cagtgtcttt gggaaggttg tgagcctttt 660 
ttgcaggata agcactgttc aaaggatgcc 720 
ggacaagcag gaagtcagaa gtcttctacc 780 
actcctagag cacaaaaggc cattgtgaat 840 
agaggatcaa gaaaccttgt ctttcgagat 900 
aaacacatcc gactaacagc tgccttaata 960 
ggtcgcagat tgttaaagag acatgaaaat 1020 
gaagcttcct ccacccttgc caaatgcctt 1080 
gaacaagaaa aagactcaga aatgctgcag 1140 
actcaaagtc agccacattt cacatactgt 1200 
caaagaccat agaatgaatt attttatctc 1260 
tctgatctct gagtgaatcc ctttgttctc 1320 
aaaaaaaaag aactgctgtg ggattgtcaa 1380 
ataaatcctg atggaaactg gtatgatcag 1440 
tggaatattg taaaacctac atgagcagat 1500 
atccaaaaag gagcacattt ttatatttac 1560 
aaaaagtttc agcacaccta tacccccgat 1620 
gatcgtgtgt tttgtttaga aatcagtagc 1680 
cacttattta ttatcataaa aatttaccag 1740 
agaatgaata cctttcatgc cactgcagcc 1800 
gcattattgg taggttctaa agttttctag 1860 
atattctatg cagtggatga atgttcttta 1920 
gatgctgtaa agtcaaaaca gttttgtgga 1980 
tttttctttt tttttttgta ttatacacct 2040 
atggaataat atatctcatg tcatttttta 2100 
ttttccttaa catgtatcca ctgtaaacgt 2160 
aattttttgt atttgtaaat tggtttaaat 2220 
gttatatatg cattatgtgc aggtatgata 2280 
agtgtggaat tttattgtat tattcttcca 2340 
aaactgctca cttccttaaa ttgtcttttt 2400 
ctgcctattg cctgttctat tagcatccaa 2460 
tgctgtgtcc ttaggatgtg cagtaaaaaa 2520 
gctttattta ctttggtgac tgtttatagt 2580 

2604 



<210> 11906 
<211> 283 
<212> PRT 

<213> Homo sapiens 
<400> 11906 

Met Val Ala Val Pro Ala Gly Ala Asp Pro Ser Thr Val Ala Lys Val 
1 5 10 15 



-5451/13211- 



Ala 


\ \ e 


Glu 


Ser 


A 1 — . 

Ala 


Va 1 Gin 


G 1 n 








20 








Va 1 


Gin 


Asn 


Va 1 


Val 


Pro Gin 


Asn 






OO 








40 


Va 1 


G 1 n 


Va 1 


G 1 n 


G ly 


Gin Pro 


Asn 




50 








55 




Gly 


Ser 


Ser 


Gin 


Pro 


Gly Asp 


Pro 


65 










70 




Met 


Cys 


Leu 


Trp 


Gin 


Ser Cys 


Lys 










c% f— 

85 






Val 


Phe 


Tyr 


His 


A 1 . 

Ala 


Ala Thr 


Glu 








100 








Gly 


Gin 


Cys 


Leu 


Trp 


Glu Gly Cys 






115 








120 


Ser 


Phe 


1 le 


Thr 


His 


Leu Gin 


Asp 




130 








135 




Leu 


Ala 


Gly 


Leu 


Lys 


Gin Asp Glu 


145 










150 




Ser 


Ser 


Thr 


Lys 


Gin 


Pro Thr 


Val 










165 






Ala 


Gin 


Lys 


Ala 


1 le 


Val Asn 


His 








180 








Arg 


Arg 


Gly 


Ser 


Arg 


Asn Leu 


Val 






195 








200 


Glu 


Gly 


Pro 


1 le 


Thr 


Lys His 


1 le 




210 








215 




Lys 


Asn 


1 le 


Gly 


Lys 


Tyr Ser Glu 


225 










230 




His 


Glu 


Asn 


Asn 


Leu 


Ser Val 


Leu 










245 






Ser 


Thr 


Leu 


Ala 


Lys 


Cys Leu 


Tyr 








260 








Lys 


Glu 


Gin 


Glu 


Lys 


Asp Ser 


Glu 






275 








280 



Lys 


G 1 n 


G 1 n 


LI : _ 

His 


Pro 


Pro 


Thr 


Tyr 


oc 
Zb 










oO 






Thr 


Pro 


Met 


Pro 


Pro 


Ser 


Pro 


A 1 ^ 

Ala 










4b 








Ser 


Ser 


Gin 


Pro 


Ser 


Pro 


Phe 


Ser 








bO 










Met 


A ^ _ 

Arg 


Lys 


pi 

Pro 


Gly 


Gin 


Asn 


Phe 






—J f— 
75 










80 


Lys 


T 

Trp 


Phe 


Gin 


Thr 


Pro 


Ser 


Gin 




90 










95 




His 


Gly 


Gly 


Lys 


Asp 


Val 


Tyr 


Pro 


105 










110 






Glu 


Pro 


Phe 


Gin 


Arg 


Gin 


Arg 


Phe 










125 








Lys 


His 


Cys 


Ser 


Lys 


Asp 


Ala 


Leu 








140 










Pro 


Gly 


Gin 


Ala 


Gly 


Ser 


^ 1 
Gin 


Lys 






155 










160 


Gly 


Gly 


Thr 


Ser 


Ser 


Thr 


Pro 


Arg 




170 










175 




Pro 


Ser 


Ala 


Ala 


Leu 


Met 


Ala 


Leu 


185 










190 






Phe 


Arg 


Asp 


Phe 


Thr 


Asp 


Glu 


Lys 










205 








Arg 


Leu 


Thr 


Ala 


Ala 


Leu 


1 le 


Leu 








220 










Cys 


Gly 


Arg 


Arg 


Leu 


Leu 


Lys 


Arg 






235 










240 


Ala 


1 le 


Ser 


Asn 


Met 


Glu 


Ala 


Ser 




250 










255 




Glu 


Leu 


Asn 


Phe 


Thr 


Val 


Gin 


Ser 


265 










270 






Met 


Leu 


Gin 













<210> 11907 
<211> 3434 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (184). . (1869) 
<400> 11907 

agtcccoaca gctgcgccgg tgactgaggg googggcagt ggagaagtgg tggcggcggg 60 
cggcgggcgg caaaggagoa gccatgaggg ccgggoccag tcaocgaccg tgotgaggag 120 
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tcatggaaga gtttttaaac cagtgtgagc cactgcccca tgttgtgttg atgccaatct 180 
gccatgctag cctgtctacc agggccaggt gacctgtcct ttcagcctct ttctcacacg 240 
cagatgaaca ctggacttca gaaatgggac actacacaga aaatgagaac tgctcactat 300 
cctaccccag ccgaattgga tgcgtatgct aagaaggtcg caaacaaccc actgactata 360 
aaaatcttcc ccaacagtgt gaaggttccc cagcggaaac acgttcgtcg tactgtgaac 420 
ggcctcgaca catcagccca gcgctacagc ccctacccga cacaggctgc caccaaggca 480 
ggcctgcttg ccattgtcaa agtgccagcc aaaagcatac tcaaggactt tgacggcacc 540 
cgagcccggt tgctccctga ggccatcatg aaccccccag tggcacccta tgctactgtg 600 
gcacccagca ctttagccca cccccaggcc caggctctgg cccgccagca ggccctgcag 660 
catgcacaga ccctggccca tgcccctccc cagacgctgc agcaccctca gggtatcccg 720 
ccaccccagg cactgtccca ccctcagagc ctccagcagc ctcagggcct gggccaccct 780 
cagcccatgg cccaaaccca gggcttggtc caccctcagg ccctggctca ccagggtctc 840 
cagcaccccc acaatccctt gctgcatgga ggccggaaga tgccagactc agatgccccc 900 
ccgaatgtga ccgtgtctac ctcaactatc cccctttcaa tggcggccac tctgcagcac 960 
agccggcctc cggacctgag tagcatcgtg caccagatca accagttttg ccagacgagg 1020 
gcaggcatca gcactacctc agtgtgtgag ggccagatcg ccaaccccag ccccattagt 1080 
cgcagtctgc tcatcaatgc aagcacccgg gtgtcgaccc acagcgtccc cacaccaatg 1140 
ccttcatgtg tggtcaatcc catggagcac acccacgcgg ccaccgccgc gttgcctgct 1200 
gcaggtcctg tcaacctgcc cacaggcatc tctcgcgtcc ccactggcta ccctagcgac 1260 
ctcaagccag tcacctggaa ccagcaccag ctggcccacc tacagcagat gtgcagcgag 1320 
gctagtggga cgccagcccc tggcctgaca ggcaagcatg cggcaggacg cgagttggca 1380 
gggcctggct ttgtgggcaa ggcccctgcc tacccgcagg aactctgcct ggcgcagtcc 1440 
ttccatctga agccacccct ggaaaagccg accccatccc caccagtcaa cggcatggca 1500 
gccccattgg cctaccccaa tggtcactac ttccaacccc tgtggaacaa cattctgccc 1560 
actcccaata gcgacagctc ggggtctcag gaccttgcca tgccgttcca cggtgggcag 1620 
cccacaggtg cacccctcga ctgtgcggca gctcccgggg cccactaccg agcagggacc 1680 
gggggcggtc cagtggcaag ccagaacagc ttgatgcaaa cagtggatta cctaagtggg 1740 
gatttccaac aggcctgctt ccgagaacag agcctggcca tgctgagcaa ggcccaccga 1800 
gcccctggca accgagcccc cgatcccaca gagagtcgaa gtcttcatat tctgcaccca 1860 
gggtatagat aggtagccct gctgccctcc acgtgcaaca catcatacat caccctccta 1920 
ggtttagtct tttaagtaac tggatagttt caaagtttca ctgctccagt gtgatcattc 1980 
ttagatgtct aagaaaggga atttggtggg atctaagtgg ggacagaagg ggtcctctcg 2040 
tcctcccctc cagcaacttt tggttttatg ttagaaccta accctaagcc caggcttttc 2100 
tctccactga ctgcctgtca gctagtctct ccaccttggc catttccagc cagctcccac 2160 
ccatcttttc ttgaatctct tcctgtttcc cttaggacga ctgaggtgtg ggctgacgga 2220 
atgccctagt tgaggtagta taggtgctca ggcccctaat ccagacctct acctgttgct 2280 
accccccttc ccctccctcc aggactaaga agcaagattt cccaggtgct ctgaaagcta 2340 
attacttact catcggagga tctcaaatca aagctgaccc agtcttcata tccttcaagt 2400 
tcctttccat tcctcaaggc tttgttttgt gtctatattg atcccacagc cactgcactt 2460 
gcccttgcca cacttgatct caagggcatc ttggaagtat ttgaccattt cttgagatat 2520 
ggggggaaaa agtctttgta ttggcatctt ggttccagac tcccctttcc aaacctagaa 2580 
aaatacagtg acctttgagc atacccaaga tccctttctc actgttgcct gtcccctaac 2640 
tcacctcccc acagccccta tcctttcccc ctcaacaaaa acaaaatcta ccttacttga 2700 
ggaattaggt aggtaaggaa tgatcacatt ggagtttggg attaaaaaca ccaaaaaaaa 2760 
aaaaatgcat ttggttctct ctacactggc taagaatatt gctctacact gtaagtttta 2820 
aacgttacgt ttctgtatga atgtagtgtg ggtttgagta gcattgtgtg tgagtggccc 2880 
cacaggtaga ttcaccctct agtgcagccc ctcagtttaa tgaaggaaaa aaaaaacaaa 2940 
cacaaagcct taagctcttt gagtacttcc tttaccaaat gagcatggtt ctaacacctg 3000 
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gagctgggcc tacattggaa acaagcccct 
ttcatccact ccatgctcag cacgtctcat 
ttttctgtaa ttttaaactt agactgtttt 
atgcagaatt gggctttttt attttttaca 
ctctggggaa tgtcagctga tggttcttat 
tactgttcgt tagccagaaa ttctctagtg 
taagttatgt gttggcaagt tgccttatat 
gattgtgtta tgcc 



cctgccctct gtccattctt agagcatacc 3060 
cccaagcgac aattagttgg ctagaaacac 3120 
gttacaaatt tttgcaccat tctgttaaag 3180 
gatgaaataa gcccttacct ttcctcttgt 3240 
ttaaggtttt gcattttgtt cactatccac 3300 
atctgaagca atgtgactga agaccagttt 3360 
ttaaaaggaa aaagaaaaaa aaaaaagcct 3420 

3434 



<210> 11908 
<211> 562 
<212> PRT 

<213> Homo sapiens 



<400> 11908 



Met 


Leu 


Ala 


Cys 


Leu 


Pro 


Gly 


Pro 


Gly 


Asp 


Leu 


Ser 


Phe 


Gin 


Pro 


Leu 


1 








5 










10 










15 




Ser 


His 


Thr 


Gin 
20 


Met 


Asn 


Thr 


Gly 


Leu 
25 


Gin 


Lys 


Trp 


Asp 


Thr 
30 


Thr 


Gin 


Lys 


Met Arg 


Thr 


Ala 


His 


Tyr 


Pro 


Thr 


Pro 


Ala 


Glu 


Leu 


Asp 


Ala 


Tyr 






35 










40 










45 








Ala 


Lys 
50 


Lys 


Val 


Ala 


Asn 


Asn 

55 


Pro 


Leu 


Thr 


1 le 


Lys 
60 


1 le 


Phe 


Pro 


Asn 


Ser 


Val 


Lys 


Val 


Pro 


Gin 


Arg 


Lys 


His 


Val 


Arg 


Arg 


Thr 


Val 


Asn 


Gly 


65 










70 










75 










80 


Leu 


Asp Thr 


Ser 


Ala 


Gin 


Arg 


Tyr 


Ser 


Pro 


Tyr 


Pro 


Thr 


Gin 


Ala 


Ala 










85 










90 










95 




Thr 


Lys 


Ala 


Gly 
100 


Leu 


Leu 


Ala 


1 le 


Val 
105 


Lys 


Val 


Pro 


Ala 


Lys 
110 


Ser 


1 le 


Leu 


Lys 


Asp 
115 


Phe 


Asp 


Gly 


Thr 


Arg 
120 


Ala 


Arg 


Leu 


Leu 


Pro 
125 


Glu 


Ala 


1 le 


Met 


Asn 
130 


Pro 


Pro 


Val 


Ala 


Pro 
135 


Tyr 


Ala 


Thr 


Val 


Ala 
140 


Pro 


Ser 


Thr 


Leu 


Ala 


His 


Pro 


Gin 


Ala 


Gin 


Ala 


Leu 


Ala 


Arg 


Gin 


Gin 


Ala 


Leu 


Gin 


His 


145 










150 










155 










160 


Ala 


Gin 


Thr 


Leu 


Ala 
165 


His 


Ala 


Pro 


Pro 


Gin 
170 


Thr 


Leu 


Gin 


His 


Pro 
175 


Gin 


Gly 


1 le 


Pro 


Pro 
180 


Pro 


Gin 


Ala 


Leu 


Ser 
185 


His 


Pro 


Gin 


Ser 


Leu 
190 


Gin 


Gin 


Pro 


Gin Gly 


Leu 


Gly 


His 


Pro 


Gin 


Pro 


Met 


Ala 


Gin 


Thr 


Gin 


Gly 


Leu 






195 










200 










205 








Val 


His 
210 


Pro 


Gin 


Ala 


Leu 


Ala 
215 


His 


Gin 


Gly 


Leu 


Gin 
220 


His 


Pro 


His 


Asn 


Pro 


Leu 


Leu 


His 


Gly 


Gly 


Arg 


Lys 


Met 


Pro 


Asp 


Ser 


Asp 


Ala 


Pro 


Pro 


225 










230 










235 










240 


Asn 


Val 


Thr 


Val 


Ser 
245 


Thr 


Ser 


Thr 


1 le 


Pro 
250 


Leu 


Ser 


Met 


Ala 


Ala 
255 


Thr 
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1 ... 

Leu 


Gin 


His 


Ser 


Arg 


Pro 


Pro 


A ^ 

Asp 


1 _ . . 
Leu 


Ser 


Ser 


1 le 


Val 


His 


Gin Me 








260 










265 










270 




Asn 


Gin 


Phe 


Cys 


Gin 


Thr 


A 

Arg 


A 1 _ 

Ala 


Gly 


1 le 


Ser 


Thr 


Thr 


Ser 


Va 1 Cys 






r» ~I C 

275 










o o r\ 

280 










o o c 

285 






Glu 


Gly 


Gl n 


1 le 


Ala 


A _ „ 

Asn 


Pro 


Ser 


Pro 


1 le 


Ser 


A 

Arg 


Ser 


Leu 


Leu 1 1 e 




290 










r\ r\ r~ 

295 










300 








Asn 


Ala 


Ser 


Thr 


A 

Arg 


Val 


Ser 


Thr 


1 1 • _ 
His 


Ser 


Va 1 


Pro 


Thr 


Pro 


■ A i_ r-» 

Met Pro 


305 










310 










315 








320 


Ser 


Cys 


Va 1 


Val 


A 

Asn 


Pro 


ma i_ 

Met 


Glu 


His 


-r 1 

Thr 


1 1 • _ 
His 


A 1 _ 

Ala 


A 1 _ 

Ala 


Thr 


Ala Ala 










o o c 

325 










330 










335 


Leu 


Pro 


Ala 


Ala 


Gly 


Pro 


Val 


Asn 


Leu 


Pro 


Thr 


Gly 


1 le 


Ser 


Arg Val 








340 










345 










350 




Pro 


Thr 


Gly 


Tyr 


Pro 


Ser 


Asp 


Leu 


Lys 


Pro 


Va 1 


Thr 


Trp 


Asn 


Gin His 






355 










360 










365 






Gin 


Leu 


Ala 


His 


Leu 


Gin 


Gin 


Met 


Cys 


Ser 


Glu 


Ala 


Ser 


Gly 


Thr Pro 




370 










375 










380 








Ala 


Pro 


Gly 


Leu 


Thr 


Gly 


Lys 


His 


Ala 


Ala 


Gly 


Arg 


Glu 


Leu 


Ala Gly 


385 










390 










395 








400 


Pro 


Gly 


Phe 


Val 


Gly 


Lys 


Ala 


Pro 


Ala 


Tyr 


Pro 


Gin 


Glu 


Leu 


Cys Leu 










405 










410 










415 


Ala 


Gin 


Ser 


Phe 


His 


Leu 


Lys 


Pro 


Pro 


Leu 


Glu 


Lys 


Pro 


Thr 


Pro Ser 








420 










425 










430 




Pro 


Pro 


Val 


Asn 


Gly 


Met 


Ala 


Ala 


Pro 


Leu 


Ala 


Tyr 


Pro 


Asn 


Gly His 






435 










440 










445 






Tyr 


Phe 


Gin 


Pro 


Leu 


Trp 


Asn 


Asn 


1 le 


Leu 


Pro 


Thr 


Pro 


Asn 


Ser Asp 




450 










455 










460 








Ser 


Ser 


Gly 


Ser 


Gin 


Asp 


Leu 


Ala 


Met 


Pro 


Phe 


His 


Gly 


Gly 


Gin Pro 


465 










470 










475 








480 


Thr 


Gly 


Ala 


Pro 


Leu 


Asp 


Cys 


Ala 


Ala 


Ala 


Pro 


Gly 


Ala 


His 


Tyr Arg 










485 










490 










495 


Ala 


Gly 


Thr 


Gly 


Gly 


Gly 


Pro 


Val 


Ala 


Ser 


Gin 


Asn 


Ser 


Leu 


Met Gin 








500 










505 










510 




Thr 


Val 


Asp 


Tyr 


Leu 


Ser 


Gly 


Asp 


Phe 


Gin 


Gin 


Ala 


Cys 


Phe 


Arg Glu 






515 










520 










525 






Gin 


Ser 


Leu 


Ala 


Met 


Leu 


Ser 


Lys 


Ala 


His 


Arg 


Ala 


Pro 


Gly 


Asn Arg 




530 










535 










540 








Ala 


Pro 


Asp 


Pro 


Thr 


Glu 


Ser 


Arg 


Ser 


Leu 


His 


1 le 


Leu 


His 


Pro Gly 


545 










550 










555 








560 



Tyr Arg 



<210> 11909 
<211> 2298 
<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (80) . . (922) 

<400> 11909 

aatagaagat cgctcgggaa ttcttactct 
cttaaataga attttaggca tggaggtgca 
ggacacactt actgcagttg ttcaaaatgc 
cttagatctt ggttctggag atgaaaaagt 
tccaggatat tcaacctctg gccacgtaga 
gtcatgggag gaagctacca agatttgggc 
cttgtcattg caaataagga acaacaagaa 
taaaaagaaa cttttcttag tttatcgacc 
ttatgctgat ctaaaaaaga aatataagaa 
gttagatcag tataattcat ctgcagatac 
caaaaaagca agcttggggc tagtttgtga 
attatgtggt tcagtgctga gtgtctggac 
tggcacaaac gtgaagatgc agatcgtgcg 
aggtttgatc attccggcaa attgtgtgtc 
ccagtctcaa cagcttgcgg tccaacagaa 
catcaccaac ttgagcaacg catgaagaac 
tgctgttgaa gcatatcatt tgcataaaaa 
tttttcagtt gtgctctcta gttagttttt 
gcaaaactga aaatcagcag tgctgatggt 
ctgataattc ccatctgctt ttacttcggg 
tgtcagtctg tttgtgagtg tgttaaaggc 
aacttcccaa actggcttta ctttatgttt 
catgccattg ctgtgggagg tatccccgga 
aatatatatt ggtttctttt tccaacttaa 
gcatatcatg cattcaggtt attttctaat 
catgctgaaa caagattaac acaggagtcg 
cagcattggt tattgcattt ttatagtgtt 
acccctcctt ccccttctcc ctgccctggg 
tttctgtgat aaaactctta aaagttaatt 
ctgcagaaat ggctatgagc ctcttaaatt 
ggaagtacaa attggctttc atcttgcaaa 
gctttgtcac tcataaaaag gaaaccatac 
ggcttctgct gtgtgttctt ttgttattgt 
ttgtttaatg tgttgtaaga cgtagagttt 
aatgtgaata gacacttatc tatataatat 
tttataaaaa caagtgaggg gacagttggt 
ttcttttttt cttttttttc tttttttttt 
aatcgagatt gtataaacct ggtaaaaagc 
ataaaaagtt attatact 



cgataaagat tataacaaca taggaaaatt 60 
tcagcagaat gcgttatttc agtattttgc 120 
caaaaaaaat ggaagatatg atatgggaat 180 
gcggaaaagt gatgttaaaa agtttctgac 240 
attatacaca attagtgtag agaggggaat 300 
tgagctgaca ggaccagacg atggctttta 360 
aactgccatc ttagttaaag aagtgaatcc 420 
aaatactggg aagcagctca aattagaaat 480 
ggtcgtctca gatgatgccc tgatgcactg 540 
ttgtactcat gcttattggc gcggcaattg 600 
aataggtctt cgttgccgta catattatgt 660 
aaaagttgag ggtgttctag catctgtcag 720 
gctaagaacg gaagatgggc aacggattgt 780 
tcctcttgta aatctcctat caacttcaga 840 
acagctatgg caacagcatc accctcagag 900 
agacaggttt caacatggat ggatctgaaa 960 
tcagggacag tttccaaaga attatatatt 1020 
ttgggagtaa ggacaaacct ggaatagata 1080 
ggtacatatg tctttccttt agcttctccc 1140 
tgagcagagg gggatgtgtg tgtgcgtgtg 1200 
tacagaccac agttggttta aaatgcttgg 1260 
atacagtgct cagggttaac gcagtacatc 1320 
tgcatgtgtt ttgagtctat aaatatagaa 1380 
taggtttatt aaagcatgaa atgaaaggtt 1440 
ttttgttctg acagtgcatg tctttggaag 1500 
agtaacagag agaaacattt gttagatgta 1560 
tatacctggg tattgcttca aaccctgcag 1620 
tttctggtca aggtaatgaa tacatacatt 1680 
ttaatgtatt aatagtattc ctaatgtgtg 1740 
tacatttgca acttaaaggt agttttagaa 1800 
caatcgtttt ttacttcatt atcttaattt 1860 
ctgagttgta gacaatgagg aaacacttga 1920 
tgttattgtt gttactcagt aacttgaata 1980 
atctcaagct gttaaaaatg gtaatgtaca 2040 
gggtaagttt tgtttcgcct ataatagatg 2100 
ctttttatct tttctttctt tttctttctt 2160 
tttttgcttc cacaggttgc actattgaaa 2220 
tgcaagatgc caaaatcttg tagatgtcaa 2280 

2298 



<210> 11910 
<211> 281 
<212> PRT 
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<213> Homo sapiens 



<400> 11910 








Met 


Glu 


Val 


His 


1 

G 1 n 


Gin Asn Ala 


1 








5 




Leu 


Thr 


Ala 


Va 1 


Val 


1 A ^ A 1 . 

Gin Asn Ala 








20 






Gly 


1 le 


Leu 


Asp 


Leu 


Gly Ser Gly 






35 






40 


Val 


Lys 


Lys 


Phe 


Leu 


Thr Pro Gly 




50 








55 


Leu 


Tyr 


Thr 


1 le 


Ser 


y^i.. A^_^ 

Val Glu Arg 


65 










70 


Lys 


1 le 


Trp 


Ala 


Glu 


Leu Thr Gly 










85 




Leu 


Gin 


1 le 


Arg 


Asn 


Asn Lys Lys 








100 






Asn 


Pro 


Lys 


Lys 


Lys 


Leu Phe Leu 






115 






120 


Gin 


Leu 


Lys 


Leu 


Glu 


1 le Tyr Ala 




130 








135 


Val 


Val 


Ser 


Asp 


Asp 


Ala Leu Met 


145 










150 


Ser 


Ala 


Asp 


Thr 


Cys 


Thr His Ala 










165 




Ala 


Ser 


Leu 


Gly 


Leu 


Val Cys Glu 








180 






Tyr 


Val 


Leu 


Cys 


Gly 


Ser Val Leu 






195 






200 


Val 


Leu 


Ala 


Ser 


Val 


Ser Gly Thr 




210 








215 


Leu 


Arg 


Thr 


Glu 


Asp 


Gly Gin Arg 


225 










230 


Asn 


Cys 


Val 


Ser 


Pro 


Leu Val Asn 










245 




Gin 


Gin 


Leu 


Ala 


Val 


Gin Gin Lys 








260 






Gin 


Ser 


1 le 


Thr 


Asn 


Leu Ser Asn 






275 






280 



Leu 


Phe 


Gin 


Tyr 


Phe 


Ala 


Asp 


Thr 




10 










15 




Lys 


Lys 


Asn 


Gly 


Arg 


Tyr 


Asp 


Met 


25 










30 






Asp 


Glu 


Lys 


Val 


Arg 


Lys 


Ser 


Asp 










45 








Tyr 


Ser 


Thr 


Ser 


Gly 


His 


Val 


Glu 








60 










Gly 


Met 


Ser 


Trp 


Glu 


Glu 


Ala 


Thr 






75 










80 


Pro 


Asp 


Asp 


Gly 


Phe 


Tyr 


Leu 


Ser 




90 










95 




Thr 


Ala 


1 le 


Leu 


Val 


Lys 


Glu 


Val 


105 










110 






Val 


Tyr 


Arg 


Pro 


Asn 


Thr 


Gly 


Lys 










125 








Asp 


Leu 


Lys 


Lys 


Lys 


Tyr 


Lys 


Lys 








140 










His 


Trp 


Leu 


Asp 


Gin 


Tyr 


Asn 


Ser 






155 










160 


Tyr 


Trp 


Arg 


Gly 


Asn 


Cys 


Lys 


Lys 




170 










175 




1 le 


Gly 


Leu 


Arg 


Cys 


Arg 


Thr 


Tyr 


185 










190 






Ser 


Val 


Trp 


Thr 


Lys 


Val 


Glu 


Gly 










205 








Asn 


Val 


Lys 


Met 


Gin 


1 le 


Val 


Arg 








220 










1 le 


Val 


Gly 


Leu 


1 le 


1 le 


Pro 


Ala 






235 










240 


Leu 


Leu 


Ser 


Thr 


Ser 


Asp 


Gin 


Ser 




250 










255 




Gin 


Leu 


Trp 


Gin 


Gin 


His 


His 


Pro 


265 










270 






Ala 

















<210> 11911 
<211> 2944 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
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<222> (175). . (732) 
<400> 11911 

atatgatccg ctcggcttcc tgggtctggc 
gcgccggggc accaaggagc cgttggaggg 
gtcgacgccg ccgctcgtcc gtcctcccgt 
gcgctcatct cccgcctgct ggactggttc 
ctgacgctcg tggggctgca gtactcgggc 
ggtcaattca gtgaagatat gatacccaca 
ggtaacgtca caataaagat ctgggacata 
gagcggtatt gcagaggagt caatgctatt 
aagatagaag cttcccgaaa tgagctacat 
attccagtgc tagtgcttgg aaacaagaga 
ctaattgaaa aaatgaatct gtctgctatt 
tcttgcaaag aaaaggataa tatagatatc 
tctagaagaa gctgaagcat ctcttgaagt 
attattgtcc gttcctctga agtaattccc 
tgcctttttc agagtctatt tctcatgtgc 
ataaagaatc agctagagtt gtcatgataa 
ataccaaaaa aaatgtctta aaccatgtgt 
atacttatga ccatcttaaa tcaagaaaat 
agatttttat attggttttc agtaaatgtc 
agcttaatac tgacactgac ttgatacagc 
agaaaacctt taggcgtgaa tgactcatgt 
tctcacaaat gcatgtgaaa tgtataatta 
agtgagcgga ggcaccagat caatgttggt 
atattaaaga tatcctgctt tctgagaact 
ggaactaaag catcctgttt tgtatctgtc 
ttcctggttc aggatacttt tttaaggggt 
tgaatttaga gcattccacc caatataata 
aacatctgtt tgttctatct ccagtcatta 
cctgactttt tatatccagt cataaagttg 
ataaaaaatt tttatttttc tctcttactg 
ccattagaca tcttgattat tgtgacaact 
atgctcaatg tctacaggtt gtttaataat 
tgtttgtttg cttctatgat acagagatgt 
tttagcgact tccgtataca taaagggaca 
ttcatataga ccactgtagt agataaaact 
cactgtgtgt gattttgttt cttttgttaa 
gtgttgagca ctcggagtgt agtcaacagt 
tatagactgc catggcctta aaaatattct 
actacttgct tttctccatt catattttta 
tcttattctt tgaagcatgt tgcatactac 
gggatattta aacttgctac tgttgttcaa 
aagaatgtgg caacttgctt gtgcctaaaa 
gtggggactg cataggtttg ttaattgacc 
tatacattgc tttccgcatt tcaagacatc 
ttaacctctg catgtgaaaa cttttaacag 



tgctgccgcc cgccggtgtc cgcccgtgtc 60 
tccgggcgga ggcccgctcg tgtggaagtc 120 
ccgttctcgc tcccggccgc catcatgctg 180 
cgttcgctct tctggaagga agagatggag 240 
aagaccacct tcgtcaatgt catcgcgtca 300 
gtgggcttca acatgaggaa ggtaactaaa 360 
ggaggacaac cccgatttcg aagcatgtgg 420 
gtttacatga tagatgctgc agatcgtgaa 480 
aatcttctag ataaaccaca gttacaagga 540 
gatcttccta atgccttgga tgagaaacag 600 
caggatagag aaatttgctg ctattcaatt 660 
acacttcagt ggcttattca gcattcaaaa 720 
cttccagtcc ttcttggcta taatcctaga 780 
agaatacggt ccttcctaaa ccccagaaat 840 
actgctgaag atgaatatcc ctaatccttc 900 
agtcagcaca cacaaaaagg cttcttacac 960 
agagctttaa aaacagaaaa aaaaccccat 1020 
tgcatatttc cattctggtc tttctgggcc 1080 
tatctataat atttcattat agagtccagt 1140 
acgaagtttc tagtgccaca cacagtattt 1200 
gggatatatg taaacataat gtttatttta 1260 
catcttagga atccaaaatg gtctgcagag 1320 
tctttgcact ggtgagattc tgcctgatga 1380 
ctatcaccag atggcagttg ggatatggga 1440 
cagatcatta tttctgtctc ttgttttttc 1500 
tgagaattga agattttcca aaagcgttca 1560 
aaacctgtta agaatgtcag tctttgttca 1620 
aatcagtgct gctgcatgac actcttaact 1680 
actttcagca caaaagatac ttataaacaa 1740 
atgtaagctt tggcactctt ttgactggtg 1800 
ctagacctgc ctgctttatc taatgtaatc 1860 
cagtcacaca gagaactgag gaactgatgc 1920 
ctaaaaactt caaatggaca tgttttgtag 1980 
tattaatact ggttcatttg taaattatta 2040 
ctatggtaca cctgcttatg tgttgcctca 2100 
gcagcactta tgtagactgc atttccaaat 2160 
aagttctttt aatgaatatc agttttaatt 2220 
gtacaatata ctgcactgtg ttgcacagac 2280 
tgagtagaat ctgggctttt aaatttctct 2340 
cctggtggga tggatggttc tgtaaatgaa 2400 
caccattaat ggtcagtgtg aaccattaca 2460 
ggaggaattg gaactagaat gtgtgactct 2520 
tatagctaaa ccttaatgtg tttgtgtgtc 2580 
cagacgctat taccaacatt ttcctgtgca 2640 
ttactgaact atgtaaatat gtgaattttt 2700 
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ttatttaggt ggatgcattt tttgtctgtt tactgctctt ctcagcttta ttcaataaac 2760 
ttgcatttta agggttgtat tggcaatttt aacttaaaat gtgcatcatg atggaaggtg 2820 
cagacttttt tggaagtttc cgagaggagg gtctatagac catttgtcag aaatcagatc 2880 
agccctcaaa gaatggggtc tgtgggctag ttaaaataga aataaacttt taaaatatcc 2940 
acag 2944 



<210> 11912 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<400> 11912 



Met 


Leu 


Ala 


Leu 


1 le 


Ser Arg Leu 


Leu 


Asp 


Trp 


Phe 


Arg 


Ser 


Leu 


Phe 


1 








5 








10 










15 




Trp 


Lys 


Glu 


Glu 


Met 


Glu Leu 


Thr 


Leu 


Val 


Gly 


Leu 


Gin 


Tyr 


Ser 


Gly 








20 








25 










30 






Lys 


Thr 


Thr 


Phe 


Val 


Asn Val 


1 le 


Ala 


Ser 


Gly 


Gin 


Phe 


Ser 


Glu 


Asp 






35 








40 










45 








Met 


1 le 


Pro 


Thr 


Val 


Gly Phe 


Asn 


Met 


Arg 


Lys 


Val 


Thr 


Lys 


Gly 


Asn 




50 








55 










60 










Val 


Thr 


1 le 


Lys 


1 le 


Trp Asp 


1 le 


Gly 


Gly 


Gin 


Pro 


Arg 


Phe 


Arg 


Ser 


65 










70 








75 










80 


Met 


Trp 


Glu 


Arg 


Tyr 


Cys Arg Gly Val 


Asn 


Ala 


1 le 


Val 


Tyr 


Met 


Me 










85 








90 










95 




Asp 


Ala 


Ala 


Asp 


Arg 


Glu Lys 


1 le 


Glu 


Ala 


Ser 


Arg 


Asn 


Glu 


Leu 


His 








100 








105 










110 






Asn 


Leu 


Leu 


Asp 


Lys 


Pro Gin 


Leu 


Gin 


Gly 


1 le 


Pro 


Val 


Leu 


Val 


Leu 






115 








120 










125 








Gly 


Asn 


Lys 


Arg 


Asp 


Leu Pro 


Asn 


Ala 


Leu 


Asp 


Glu 


Lys 


Gin 


Leu 


lie 




130 








135 










140 










Glu 


Lys 


Met 


Asn 


Leu 


Ser Ala 


1 le 


Gin 


Asp 


Arg 


Glu 


1 le 


Cys 


Cys 


Tyr 


145 










150 








155 










160 


Ser 


1 le 


Ser 


Cys 


Lys 


Glu Lys 


Asp 


Asn 


1 le 


Asp 


1 le 


Thr 


Leu 


Gin 


Trp 










165 








170 










175 




Leu 


1 le 


Gin 


His 


Ser 


Lys Ser 


Arg Arg 


Ser 




















180 








185 

















<210> 11913 
<211> 3192 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (321). . (2867) 
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<400> 11913 

ggcctactgg ggacagtgtt tctcgatcag aaattgcctt gggttgcaaa gacctcaatc 60 
atgtcagctt atcttctttg ataccagaac tagatgtcac ctccgaatat attaattcag 120 
acactcttgt cagagagata aacaagcata catctccaga agaatataat ctaaatttat 180 
ttctgcaaga aaaaaaacac ataaacctga ctaaactcgg cttaaatgta caaaaacatc 240 
ctggaaatga gaaagaagat tcactacaat atttggccaa taagaaatat acacaaggcc 300 
ggggaagcca cagccaagaa atgaggtaca atcgacaaaa cagatggaaa cggcagaact 360 
ttcatgagtt tcctcctttg tttgctttcc cgagtctcag ccaaacggat ctggaagaac 420 
ttacttattt tttcccagag gaccatgctg aggatgtaca gcaagagttt ttcccctctt 480 
ggcccactcc ctctggcctc accgagtata gcaccttgac cctctgtcag gagactctag 540 
ccaactccag cataggaagg ctgtgtcttg cttttcttgg caagagatta gacagtgtta 600 
tagagatgtg tgtgaaggat gttctgttaa aagatgatct tagttgggca gaagcaggtg 660 
tggccctttt agaaaatgaa tgtgaaaaga ggattgtgga ggaggggaaa tataacacag 720 
aagagtatgg cacatcaatt gaagacattc tctcagtatt aaaatgcccc aatttatgca 780 
gcggcaatgg gcagtgcatg gaatgggggt gtgcgtgttc cccaagcttt agttcctatg 840 
actgcagtga ttcctatgac aaagctcctg aaattacaga gcttgggaat gctggattct 900 
gtgatgttca aaaatataat tgtatgatgg tgagagtttt tggcaaaggc ttcaaagaat 960 
taccttcaat taaatgtgaa gttactaagc tacagtataa tagcagtgaa tggatgcctg 1020 
gagaacccat ctatacacag actgttttcc acaatagcag agctgttgat tgtcagctgc 1080 
ccactgatgt tcagcagttt gataccatgg atctggtggg tgggaaacca actgggaagt 1140 
ggcagttgaa ggtatctaat gatggttata aattcagtaa tcccaaaata acggtcatat 1200 
atgatggtgc ttgccaagtt tgtggtctct ataaaaatga ctcatgtact ataaaggaaa 1260 
atgtttgcat tattgatgga ctctgctatg ttgaaggaga caaaaatcca accagccctt 1320 
gtttgatttg tagacccaaa atttcaagat ttacttggtc atttttagaa aacaaccagc 1380 
ccccagtgat tcaagcattg caagacaaat tactgacatt ttatggtgaa aactttgagt 1440 
atcagttcgt ggccttcgat ccagaaggtt ctgacatcca ttttacgttg gactctggtc 1500 
ctgaaggggc aagtgtttcc tctgcagggc tttttatgtg gaaaacagat ttactaacta 1560 
cccaacaaat tactgtacgc cttaatgatg actgcgatgc tgaaactaga gtcacgattg 1620 
aggtgactgt gaagtcttgt gattgcttga atggtggatc atgtgtatct gataggaact 1680 
tttctccagg gagtggagtg tacctgtgtg tctgcttgcc tggcttccat ggcagccttt 1740 
gtgaagtgga cattagtggg tgccagtcca acccttgtgg tcttggcagc tatattagtg 1800 
gttttcacag ttattcctgt gattgtccac ctgagctcaa agttgaaaca cagtttgtaa 1860 
ataaatttac tacacaaact gtggttctca caagatctga taaaagtgta aataaagaag 1920 
aggatgataa aaatgcccaa gggagaaaga ggcatgttaa gccaacaagt ggaaatgcct 1980 
tcaccatttg taaatatcca tgtggaaaaa gtagggagtg tgttgcccca aacatctgca 2040 
aatgtaaacc tggttacatt ggttctaact gccaaactgc tctttgtgac cctgattgca 2100 
aaaaccatgg aaaatgtatt aagcctaaca tttgtcagtg tcttccagga catggtggag 2160 
caacctgtga tgaagaacat tgtaacccac cttgtcaaca tggtggcata tgcttggctg 2220 
ggaatctctg cacttgtcct tatggttttg taggaccaag gtgtgaaaca atggtttgta 2280 
acaggcactg tgaaaatgga ggccagtgtc ttacaccaga tatttgccag tgcaaacctg 2340 
gctggtatgg acccacctgt agtacagctt tgtgcgaccc tgtctgcctc aatggtggtt 2400 
cgtgtaataa gccaaatact tgcctctgtc caaatggatt ctttggggaa cactgtcaga 2460 
atgctttctg tcaccctccc tgtaagaatg gtggccactg catgagaaat aatgtgtgcg 2520 
tctgtcgtga aggatacact ggtaggagat gccaaaaaag catctgtgat cctacgtgca 2580 
tgaatggagg aaaatgtgtg ggaccaagca cttgctcttg tccttctggt tggagtggga 2640 
aacgatgcaa cacacctatc tgcttgcaga aatgtaaaaa cggtggtgaa tgcattgcgc 2700 
ccagcatatg ccattgtcct tcctcctggg aaggagtgcg gtgtcaaata ccaatttgca 2760 
acccaaaatg tctttatgga ggcagatgca tatttcccaa tgtgtgttcc tgccgcactg 2820 
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aatactctgg agtcaaatgt gagaagaaaa 
gtatgtgaat tacaagcctg tatcttaaga 
gataacttgg agtttatttg aacatcatcc 
aaaatacata atgatctctg ctgtaatcat 
ctaaatttga tgttgagatg ggataggata 
ccacccattc acaatattta ataaactgaa 
aaggccacat gt 



tacagataag acgccattga gtagcatcaa 2880 
atggaaatat tttgttcaga aaaagttgga 2940 
aaaaatacct taaagactga agaaactaat 3000 
agagaaaagc aaagaagaaa tccaggtaat 3060 
tttacatatt gagatgatgt atctgatatt 3120 
tattttctca gccctaaaaa aaaaaaaaaa 3180 

3192 



<210> 11914 
<211> 849 
<212> PRT 

<213> Homo sapiens 



<400> 11914 




Met 
1 


Arg Tyr 


Asn 


Phe 


Pro 


Pro 


Leu 








20 


G 1 u 


Leu 


Thr 


Tyr 






35 




Glu 


Phe 


Phe 


Pro 




50 






Thr 


Leu 


Thr 


Leu 


65 








Leu 


Cys 


Leu 


Ala 


Cys 


Val 


Lys 


Asp 








100 


Gly 


Val 


Ala 


Leu 






115 




Gly 


Lys 


Tyr 


Asn 




130 






Ser 


Val 


Leu 


Lys 


145 








Glu 


Trp Gly 


Cys 


Asp 


Ser 


Tyr 


Asp 








180 


Phe 


Cys 


Asp 


Val 






195 




Lys 


Gly Phe 


Lys 




210 






Gin 


Tyr Asn 


Ser 


225 








Thr 


Val 


Phe 


His 


Val 


Gin 


Gin 


Phe 



Arg 


Gin 


Asn 


Arg 


5 








Phe 


Ala 


Phe 


Pro 


Phe 


Phe 


Pro 


Glu 








40 


Ser 


Trp 


Pro 


Thr 






55 




Cys 


G 1 n 


Glu 


Thr 




70 






Phe 


Leu 


Gly 


Lys 


85 








Val 


Leu 


Leu 


Lys 


Leu 


Glu 


Asn 


Glu 








120 


Thr 


Glu 


Glu 


Tyr 






135 




Cys 


Pro 


Asn 


Leu 




150 






Ala 


Cys 


Ser 


Pro 


165 








Lys 


Ala 


Pro 


Glu 


Gin 


Lys 


Tyr 


Asn 








200 


Glu 


Leu 


Pro 


Ser 






215 




Ser 


Glu 


Trp 


Met 




230 






Asn 


Ser 


Arg 


Ala 


245 








Asp 


Thr 


Met 


Asp 



Trp 


Lys 


Arg 


Gin 




10 






Ser 


Leu 


Ser 


Gin 


25 








Asp 


His 


Ala 


Glu 


Pro 


Ser 


Gly 


Leu 








60 


Leu 


Ala 


Asn 


Ser 






75 




Arg 


Leu 


Asp 


Ser 




90 






Asp 


Asp 


Leu 


Ser 


105 








Cys 


Glu 


Lys 


Arg 


Gly 


Thr 


Ser 


1 le 








140 


Cys 


Ser 


Gly 


Asn 






155 




Ser 


Phe 


Ser 


Ser 




170 






1 le 


Thr 


Glu 


Leu 


185 








Cys 


Met 


Met 


Val 


1 le 


Lys 


Cys 


Glu 








220 


Pro 


Gly 


Glu 


Pro 






235 




Val 


Asp 


Cys 


Gin 




250 






Leu 


Val 


Gly 


Gly 



Asn 


Phe 


His 


Glu 






15 




Thr 


Asp 


Leu 


Glu 




30 






Asp 


Val 


Gin 


Gin 


45 








Thr 


(3lu 


Tyr 


Ser 


Ser 


1 le 


Gly 


Arg 








80 


Val 


1 le 


Glu 


Met 






95 




Trp 


Ala 


Glu 


Ala 




110 






1 le 


Val 


Glu 


Glu 


125 








Glu 


Asp 


1 le 


Leu 


Gly 


Gin 


Cys 


Met 








160 


Tyr 


Asp 


Cys 


Ser 






175 




Gly 


Asn 


Ala 


Gly 




190 






Arg 


Val 


Phe 


Gly 


205 








Val 


Thr 


Lys 


Leu 


1 le 


Tyr 


Thr 


Gin 








240 


Leu 


Pro 


Thr 


Asp 






255 




Lys 


Pro 


Thr 


Gly 



-5461/13211- 



260 



Lys 


Trp 


Gin 


Leu 


Lys 


Val 


Ser 


Asn 






275 










280 


Lys 


1 le 


Thr 


Val 


1 1 e 


Tyr 


Asp 


Gly 




290 










295 




Lys 


Asn 


Asp 


Ser 


Cys 


Thr 


1 le 


Lys 


305 










310 






Leu 


Cys 


Tyr 


Val 


Glu 


Gly 


Asp 


Lys 










325 








Cys 


Arg 


Pro 


Lys 


1 le 


Ser 


Arg 


Phe 








340 










Gin 


Pro 


Pro 


Val 


1 le 


Gin 


Ala 


Leu 






355 










360 


Gly 


G lu 


Asn 


Phe 


Glu 


Tyr 


Gin 


Phe 




370 










375 




Asp 


1 le 


His 


Phe 


Thr 


Leu 


Asp 


Ser 


385 










390 






Ser 


Ala 


Gly 


Leu 


Phe 


Met 


Trp 


Lys 










405 








1 le 


Thr 


Val 


Arg 


Leu 


Asn 


Asp 


Asp 


- 






420 










1 le 


Glu 


Val 


Thr 


Val 


Lys 


Ser 


Cys 






435 










440 


Val 


Ser 


Asp 


Arg 


Asn 


Phe 


Ser 


Pro 




450 










455 




Cys 


Leu 


Pro 


Gly 


Phe 


His 


Gly 


Ser 


465 










470 






Cys 


Gin 


Ser 


Asn 


Pro 


Cys 


Gly 


Leu 










485 








Ser 


Tyr 


Ser 


Cys 


Asp 


Cys 


Pro 


Pro 








500 










Val 


Asn 


Lys 


Phe 


Thr 


Thr 


Gin 


Thr 






515 










520 


Ser 


Val 


Asn 


Lys 


Glu 


Glu 


Asp 


Asp 




530 










535 




His 


Va 1 


Lys 


Pro 


Thr 


Ser 


Gly 


Asn 


545 










550 






Cys 


Gly 


Lys 


Ser 


Arg 


Glu 


Cys 


Val 










565 








Pro 


Gly 


Tyr 


1 le 


Gly 


Ser 


Asn 


Cys 








580 










Cys 


Lys 


Asn 


His 


Gly 


Lys 


Cys 


1 le 






595 










600 


Pro 


Gly 


His 


Gly 


Gly 


Ala 


Thr 


Cys 




610 










615 




Cys 


Gin 


His 


Gly 


Gly 


Me 


Cys 


Leu 


625 










630 






Tyr 


Gly 


Pile 


Val 


Gly 


Pro 


Arg 


Cys 



265 






270 




Asp 


Gly 


Tyr 


Lys Phe Ser 


Asn Pro 








285 




Ala 


Cys 


Gin 


Val Cys Gly 


Leu Tyr 








300 




Glu 


Asn 


Va 1 


Cys Me Me 


Asp Gly 






315 




320 


Asn 


Pro 


Thr 


Ser Pro Cys 


Leu 1 le 




330 






335 


Thr 


Trp 


Ser 


Phe Leu Glu 


Asn Asn 


345 






350 




Gin 


Asp 


Lys 


Leu Leu Thr 


Phe Tyr 








365 




Val 


Ala 


Phe 


Asp Pro Glu 


Gly Ser 








380 




Gly 


Pro 


Glu 


Gly Ala Ser 


Val Ser 






395 




400 


Thr 


Asp 


Leu 


Leu Thr Thr 


Gin Gin 




410 






415 


Cys 


Asp 


Ala 


Glu Thr Arg 


Val Thr 


425 






430 




Asp 


Cys 


Leu 


Asn Gly Gly 


Ser Cys 








445 




Gly 


Ser 


Gly 


Val Tyr Leu 


Cys Val 








460 




Leu 


Cys 


Glu 


Va 1 Asp 1 le 


Ser Gly 






475 




480 


Gly 


Ser 


Tyr 


1 le Ser Gly 


Phe His 




490 






495 


Glu 


Leu 


Lys 


Val Glu Thr 


Gin Phe 


505 






510 




Val 


Val 


Leu 


Thr Arg Ser 


Asp Lys 








525 




Lys 


Asn 


Ala 


Gin Gly Arg 


Lys Arg 








540 




Ala 


Phe 


Thr 


1 1 e Cys Lys 


Tyr Pro 






555 




560 


Ala 


Pro 


Asn 


1 1 e Cys Lys 


Cys Lys 




570 






f— — 7 f— 

575 


Gin 


Thr 


Ala 


Leu Cys Asp 


Pro Asp 


585 






590 




Lys 


Pro 


Asn 


Me Cys Gin 


Cys Leu 








605 




Asp 


Glu 


Glu 


His Cys Asn 


Pro Pro 








620 




Ala 


Gly 


Asn 


Leu Cys Thr 


Cys Pro 






635 




640 


Glu 


Thr 


Met 


Val Cys Asn 


Arg His 
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650 






boo 




Cys 


ulU 


Asn 


G 1 y 


G 1 y 


bin Gys Leu Ihr 


Pro Asp 


1 1 e 


Cys G 1 n Cys 


1 . .M 

Lys 








OOU 




boo 








CIA 

b/U 




rro 


u 1 y 


Trp 


Tyr 


G 1 y 


Da^.A TLha« Ak<a ^ 

Pro Ihr oys ber 


1 hr 


A 1 M 

Ala 


1 M. . 

Leu 


Cys Asp Pro 


Va 1 






o /o 






boO 








DOO 




Cys 


1 Ml ■ 
Leu 


Asn 


A 1 

G 1 y 


A 1 «■ 

G 1 y 


Ser Cys Asn Lys 


Pro 


A MM. 

Asn 


Thr 


Cys Leu Cys 


Pro 




byu 








byo 






~7AA 
/OO 






Asn 


G 1 y 


rhe 


rhe 


A 1 

G 1 y 


Glu His Cys G 1 n 


A MM 

Asn 


Ala 


Phe 


Cys His Pro 


Pro 


/Uo 










"1 1 A 




TIC 






TO A 

720 


Cys 


1 KM 

Lys 


Asn 


Gly 


A 1 . » 

G 1 y 


H I s Cys Met Arg 


Asn 


A . _ 

Asn 


Va 1 


Cys Val Cys 


Arg 










~70C 

/Zo 




~70 A 






"IOC 

/oo 




Glu 


uly 


Tyr 


1 hr 


A 1 » . 

Gly 


Arg Arg Cys Gin 


Lys 


Ser 


1 Ie 


Cys Asp Pro 


Thr 












~I AC 












Cys 


Met 


Asn 


G 1 y 


Gly 


Lys Cys Val Gly 


Pro 


Ser 


Thr 


Cys Ser Cys 


Pro 






/bo 






/oO 








765 




Ser 


G ly 


Trp 


Ser 


A 1 , - 

6 ly 


Lys Arg Cys Asn 


Thr 


Pro 


1 Ie 


Cys Leu Gin 


Lys 




770 








775 






780 






Cys 


Lys 


Asn 


Gly 


Gly 


Glu Cys 1 ie Ala 


Pro 


Ser 


1 Ie 


Cys His Cys 


Pro 


785 










790 




795 






800 


Ser 


Ser 


Trp 


Glu 


Gly 


Val Arg Cys Gin 


1 Ie 


Pro 


1 Ie 


Cys Asn Pro 


Lys 










805 




810 






815 




Cys 


Leu 


Tyr 


Gly 


Gly 


Arg Cys 1 Ie Phe 


Pro 


Asn 


Val 


Cys Ser Cys 


Arg 








820 




825 








830 




Thr 


Glu 


Tyr 


Ser 


Gly 


Val Lys Cys Glu 


Lys 


Lys 


1 Ie 


Gin Me Arg 


Arg 






835 






840 








845 




His 























<210> 11915 
<211> 2625 
<212> DNA 

<213> Homo sapiens 
<400> 11915 

aatgcctcat gccccagttc agcaaaagga 
ctttttaaat cttttttgtt gttgttctta 
ttaggggaaa ttcccttttc atattgtgtg 
cagaaactat tgtcataatt gtcactggag 
tacatggaag tgagttataa tgaggcagaa 
taccgatcac cgtggttttg gaaagtcagt 
tgtgacattt tatttaactt cttcatcttg 
agacatcaag aaatggagaa agactgaaag 
tccttcttgt tatttatgot attctctttg 
ttataaccgt otttccctta tgctaaggat 
aagggctgct ggttggtgct ggtacaagga 
gccctgcctt tcatggaata agaaaggcaa 
ctaatctcag attggcagtt aaagtcaaaa 



ggaaaatgtg cctgcctcac agtcatcagt 60 
agggtttgaa tttgtctgca ttccttgtct 120 
ottcccaaag ctatagtcat agatttcttc 180 
tgottaaata tacgtactat actgacaaaa 240 
acaaaatcct cggtaacatt gatgatactc 300 
caacagttgt attattgcac tcaatttcat 360 
gtggtccttg cccagttatt ttgoctcatt 420 
ttaatatctt aagtgcttgt tottoatgtt 480 
tggctocatt cttotttcaa tcttctcagc 540 
agcccttaca ctcatcccat ctatgctgtc 600 
gcccactcag cagttttctt acctttgcct 660 
cgttttgcag cttcoaaatt tctgaagaaa 720 
tgttgocaaa tatttattcc ttttgcctaa 780 
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gtttggctac ccggttcaat tgctttttat 
cctcaaaaga acaatgagaa catttgcttt 
ctatacctgg actgtccagt tctcctcctg 
tatgccagga gctccttccc tctagcaatt 
ttttacaatc aaattactgt atttattaat 
ctctggctgt gctatcaata aaaagatgaa 
attgattgaa cattctccaa tgggcaaggc 
attttcttct gcatcatcac acaagctgcg 
cttccctaac ctcagtatgt taatagccat 
ccacagtctg agagattagt gatcaaagct 
taacaaagat ttctgaatac ttagtagtag 
taatcctgga tcacttgttc taaattcata 
tgattctttc ctgcgtgtgg gagtcaccat 
gttcattcct taagtggtgc tacagaagga 
ggcaactgat ttgagaaaat gattatacta 
gtaaatggca aaaacaagac agttttagaa 
cccttaactc aagcaggctg gaatctgtct 
gtgataatag cagttggcaa cactaaatat 
ccctttcaga tctagaaaat caggcaaaaa 
ctcctactat tttagtcagt gtttctttaa 
actctgtttt atagccctgg tggatccctg 
gaatatgaaa aatggacctg tgtggccggg 
tttgggaggt caaggtgggc ggatcacttg 
catggtgaaa ctccatctct actaaaaata 
ctgtaatccc agctacatgg gaggctgagg 
ggttgcagtg agctgagatt gcaccactgc 
gtcttgcagc agggggaagg acctgtggta 
ggggaacagt ggtggtctcc acagatagct 
catccagctg ctttctgcct gttaaccttt 
ccagggttgt cttgtattac acacatcctt 
cttccagtgc aacatttgga ttaaataaaa 



ttttaatgtc ttgactcttc agagttcgta 840 
gctttctgct gaatccctaa tctcaacaat 900 
tgctatcttc tcttctatcc aagtagaatg 960 
tctactaaaa tgtccaagta gaatgtttcc 1020 
ttgctagaat ccagtaaatc attttggtag 1080 
agcaacaagt tgattttttt taggtctact 1140 
tcattgtcaa agcagggtga acatgatcag 1200 
agtgttgctg caaagcactt ctcagtactc 1260 
taatacttgg cttaagcatc accattctgg 1320 
cccttcccta tcactaccac cacctactga 1380 
taaaatattt ttcaagcaca gagttacagc 1440 
agggagtata tcaagagcaa atgaagtaaa 1500 
cattttattc aaagggagtt cctgtgatag 1560 
ccctaggaaa atgctgatct tgtcctgaga 1620 
cagcaggaag gcagcaccag tgaacatatg 1680 
actgctaatt cagtagcagc cttggccttt 1740 
ttatagtcgg caactttcca agataaagca 1800 
caatatcatc accctttaat gacatgttac 1860 
gtgatgtccc aactctactc taaaaacctg 1920 
ggaagaagag gactatgtcc ccaaaagcta 1980 
aaaaccctat ttattctata ctgggctttg 2040 
cgtggtggat cacacctgta atcccagcac 2100 
aggtcaggag ttcgagacca gcctggccaa 2160 
caaaaattag ccaggcatgg tggcacacac 2220 
caggagaatt gcttgaaccc gggaggcaga 2280 
actgcagcct gggcaacaga gcaagtctct 2340 
ctcctacaaa cttaacaact ttagcttttc 2400 
agaatcttct aagatgaaaa taaactgttt 2460 
gccacttcca ttccttcaag tgtgtaatcc 2520 
gttaagtaaa tataccactg ttgatttctt 2580 
atctttagtt tccag 2625 



<210> 11916 
<211> 3062 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (23) . . (580) 

<400> 11916 

agaagcgggc ggcgcggggg agatgcataa gcttaaatcg tctcagaagg acaaggtccg 60 
ccagtttatg gcgtgcactc aggctggcga gagaactgct atctactgct taacgcagaa 120 
tgagtggaga ctagacgagg ccacggacag cttcttcoaa aacccagact cgctccacag 180 
ggagtccatg cggaacgctg tggacaagaa gaagctggag cggctgtacg goaggtacaa 240 
agatccacaa gatgaaaaca aaattggagt cgatgggatt caacagtttt gtgatgatct 300 
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gagcctggat cctgccagta 
tcagtgtgaa tttagcagaa 
catggagaag ctaaaggctc 
gtttaaagat ttttatcagt 
aggttcacct ccatttctca 
tttcaattaa tgttcttcct 
tcatcttctt agcattttac 
aaattagtgt tatctggaag 
catcacaaaa gatcaattcc 
attgcggatg atatgtctaa 
tttgtagaat atgcacggcc 
agttaagcag gagtaagatt 
cctgggtgca ttgtcgctga 
ccatcccatt ctgccggagg 
cgggacacgg ctgctttggg 
tttctgcatg attttttaat 
ggaccgcaga gcatgctgcg 
gccgaatgac gttgcggtgg 
ttttatacac gtcaaagctg 
ctaatgtttt ttaaaattgg 
atctagattt accagctcta 
ttttatggtt ctcaatcccc 
agcagagttt atctcacacc 
gacctgcctg agaagcttca 
aaagacattt ttccatgaaa 
caaggccggg cgtggtggct 
ggatcacctg aggtcaggag 
actaaaaata caaaaattag 
gaggctgagg caggagattc 
gcgccactgc actccagcct 
atacatacaa taaaaccgaa 
ccagcatcca gacctttgtg 
tgaaaaaacc caaccccaaa 
atgttatcat ctgtttctcg 
tgtggagggc tggtattgag 
tctcatgtca caggcgtgcc 
tggagctgct gcccagcaca 
agcatggccc agacaagcag 
ggaacatctg atggctgagg 
cttagcagag atggtcacag 
agaccccgcc tggcccccgc 
tccccaggct ctgcttccag 
ttcgattctc agagagcatt 
aaacgtgagc gtatcttcca 
aagtttatag aattcacata 
tttgagattt aaagttctaa 
ag 



tcagtgtatt ggtcatagcg tggaagttca gggcagcaac 360 
aggaatttct agatggcatg acagaacttg ggtgtgacag 420 
ttctgccaag actggagcag gagctgaagg acacagccaa 480 
ttaccttcac cttcgctaag aacccagggc agaaaggttt 540 
atgtgaaagc tttacatcat taagatgagt tgaatataga 600 
aagtgataag gatgtagact tataagcagg acaagactaa 660 
tgcgggtccc atcgacttag aaatggctgt tgcgtattgg 720 
gtttaaattt ttagatctct ggaacacatt cttaatggaa 780 
aagggacacc tggaacctcc tgctggactt tggaaacatg 840 
ctacgatgaa gaaggagctt ggcccgttct tatagatgat 900 
agtagtcaca ggtggaaaac gcagcctttt ctaggcagca 960 
atgaaatgat ttgtatcctg caaggagatt gcagtcagtt 1020 
ttccagaagt cattcttgac cagccatgaa accagaggcg 1080 
acagccagcg gctgctttgt ggacaccgca ggaagttcct 1140 
atgtttggag atttgtcatc atagcttttg cgttaggaaa 1200 
atttacaaaa tactaaggta gagccatagc gccgcctgtg 1260 
tagctcgcgc gtcaggcgaa ccagcgtccg gcagcgtccc 1320 
cactggcaac acggcatgtg tcctctgcag ggcgctgcgt 1380 
ttaagaatgt gccctaaggg agaggatctt gtcgtagagt 1440 
tgccagcaat tcacgattta tattttttga attaccaaat 1500 
tttttgtttt cattttctct agacattcat ctgaaaatca 1560 
atgtagcttt gcatagcaac ggcacacgtg gcacgattcc 1620 
gtttatatat cactgggcct ctcttactta aatattattt 1680 
taaagtatgt ttttttaaaa tatattttaa ttacatttaa 1740 
aacatttatt ttatgagtga tgaattatag attttaaaat 1800 
cacacctgta atcccagcat tttgggaggc cgaggcaggt 1860 
tttgagacca gcctggccaa catggtgaaa ccctgtctct 1920 
ccgggcatgg tggcacatgc ctgtaatccc agctactcag 1980 
gcttgaactc aggagacgga ggttacagtg agtcgagatc 2040 
ggacgacaga gtgagattct gtctcaaaat aaatacatac 2100 
tgagctggtt ctttccatcc tcttgtggta cccgtagtgc 2160 
cccctgtgca catttggaag ctaaaatgta catcgttgtc 2220 
accttcatct gattggtgag ctgaagtctg tccttgcacc 2280 
tgtccgcctg gttgaggagg acccacgagt gctgccgagg 2340 
ttgtggacat cactgttgac cctacctcac gtgccgagac 2400 
ttgctgcccc cctgcagcac tgtgcaggac gtggaccagc 2460 
gaggagagtc gccgcagatg acctagctgc ggtgtgagag 2520 
ctgggttggc ttctgagaac aggacttacc ctgggcttca 2580 
ttagtgtgct tggaggctgc aggacgaact gtcgatgttt 2640 
agggcagcag ggacaggact ggaagggacc tgcagcctgc 2700 
tggcttctgg ctggtccagt gatgggcaag tgacagacct 2760 
aactctaatg ggaaactggg cctgtctacc tttagaagtc 2820 
tgtctaatac aataaaaact ggcattaata caaacctcaa 2880 
ggcttcatgg attcttgaca tgtaattgtt ttgttcagaa 2940 
attctgtata aactatggag atccacagta cttttttgtt 3000 
gggattgtca atagatatca aaatattaat cattggacaa 3060 

3062 
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<210> 11917 
<211> 186 
<212> PRT 

<213> Homo sapiens 
<400> 11917 



Met 


His Lys 


Leu 


Lys 


Ser Ser 


Gin 


1 






5 






Ala 


Cys Thr 


Gin 


Ala 


Gly Glu 


Arg 






20 








Asn 


Glu Trp 


Arg 


Leu Asp Glu 


Ala 




35 








40 


Asp 


Ser Leu 


His 


Arg Glu Ser 


Met 




50 






55 




Leu 


Glu Arg 


Leu 


Tyr Gly Arg 


Tyr 


65 








70 




1 le 


Gly Val 


Asp 


Gly 


1 le Gin 


Gin 








85 






Pro 


Ala Ser 


1 le 


Ser 


Val Leu 


Val 






100 








Thr 


Gin Cys 


Glu 


Phe 


Ser Arg 


Lys 




115 








120 


Leu 


Gly Cys 


Asp 


Ser 


Met Glu 


Lys 




130 






135 




Glu 


Gin Glu 


Leu 


Lys 


Asp Thr 


Ala 


145 








150 




Thr 


Phe Thr 


Phe 


Ala 


Lys Asn 


Pro 








165 






Pro 


Phe Leu 


Asn 


Val 


Lys Ala 


Leu 



Lys 


Asp 


Lys 


Val 


Arg 


Gin 


Phe 


Met 




10 










15 




Thr 


Ala 


1 le 


Tyr 


Cys 


Leu 


Thr 


Gin 


25 










30 






Thr 


Asp 


Ser 


Phe 


Phe 


Gin 


Asn 


Pro 










45 








Arg 


Asn 


Ala 


Val 


Asp 


Lys 


Lys 


Lys 








60 










Lys 


Asp 


Pro 


Gin 


Asp 


Glu 


Asn 


Lys 






75 










80 


Phe 


Cys 


Asp 


Asp 


Leu 


Ser 


Leu 


Asp 




90 










95 




1 le 


Ala 


Trp 


Lys 


Phe 


Arg 


Ala 


Ala 


105 










110 






Glu 


Phe 


Leu 


Asp 


Gly 


Met 


Thr 


Glu 










125 








Leu 


Lys 


Ala 


Leu 


Leu 


Pro 


Arg 


Leu 








140 










Lys 


Phe 


Lys 


Asp 


Phe 


Tyr 


Gin 


Phe 






155 










160 


Gly 


Gin 


Lys 


Gly 


Leu 


Gly 


Ser 


Pro 



170 175 
His His 
185 



<210> 11918 
<211> 2983 
<212> DNA 
<213> Homo sapiens 

<400> 11918 

caaagaatgc taatgcttag cacttgotgt 
ctcctgtctc cttagctgct tagctacgcg 
tgtggctaga tccaggggaa aattgtttat 
accccttgtg ggggtggaat tttagtgttt 
ttgcctctct gctaggactg tgagcatctc 
cacctagttt tocgoctgag ggtcagaggo 
ttggttctta aaacttggat cacccaggca 
cactttggga gactgaggct ggtggatcac 
caacgtggtg aaaccccatc tctactaaaa 



tgagcatgct ctaactttta aagccctggc 60 
gcctagcaga tcatcaccca tcagtaatcc 120 
gtcoaggooc cacccctgtc actcataaat 180 
tcagctaaga aaaccacatt ttctctttco 240 
atagtccact ccctaaacac tttctggtaa 300 
tagaatcatt gcctgcacag caggactaoc 360 
aggcgtggtg gotcacgoot gtcatctcag 420 
ttgaggccac gagtttgaga ccagcctgac 480 
atacaaaaat tagccaggcg tggtggtggg 540 
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cacctgtaat cccagctact tgggaggctg aggcaggaga atcccttgaa cccaggaggc 600 
ggaggttgca gtgagcagag atggtgccgc tgcagtccag cctgggtgac agagcgagac 660 
tctgtctcca aaacaaaaca aaaaccacac acacatacag aaataaagag aaataatcaa 720 
ctagaaaaaa aacaaaactt ggatcaccca gaaagagcgt cacagaggcg agggagaatg 780 
aagcctcttg ttatcctgat cgcctatgac aacgacattt ccaactcttc tttgaagcgc 840 
agttcttact cttaaatctg gtcatacaag ctttggcttg gaatcctgtc tgtctttgaa 900 
acagctgaag ttagtgtttt cctgtgttac ccagtgttac atagtctcat ctttgaactt 960 
ttctgcgtca gccttctctc tttgggaatg ctgcctgttt ctgtctaact tattctccct 1020 
ggtgtggtgt ggcagtgaag tctgtgctga agcccatctg cttggttcct ccaagtgcac 1080 
attatgcaag tgtatttgga tagacaggga gatgcccgga acgtggtttt cctcctccct 1140 
ccctattgga gccatacctc ctaaatatat tgtctgggtc ccaaatgttt gagccctctt 1200 
cctctgctct cagtgggctg ctcttggcat gccctgtgct tggaacggga cctgcaggct 1260 
gacaggcctc tgagactgct agggccagca aacgtacatg ttattgggaa actccctttc 1320 
cccttttggt gagcttctac cacctcagtc taatcgtttt gactgaaagc tatttgtctg 1380 
actgaaagct aaaatctttt atagtgtggc ctgttagata ctttggggta aatgtggtct 1440 
gaggcactgg actagcacgg gtagatggag aaagctgttg ggaagttgca taatgtggtc 1500 
atctgtgcct aattaaatga ggttagaggt gtgcacacca ccacaatgcc tgggatctaa 1560 
atcttcagat attaacgttt gaggctatgg agctgtttcc ctgaatcaca cacgagaaag 1620 
cagtcaacat gggtgggcca aatgtggcca agatgagaga gccagaagtg ttggccttag 1680 
agcagagcct ctgtgtgtga gacattagaa ggccagagcc ggggaggtgc cggcgcagcc 1740 
actgccttcc ggtgggccgg acggaaagct tggtcttatg ctagattcag aagcactgaa 1800 
gaatggaggt tgacacttta gaggactagg aagggatcat ttgtgccctt gcagctattg 1860 
ctgatagcta gagccaaaga ccattatatt gctgaggctt gggtaagaaa gttagggatg 1920 
tgaggaggtt gaaaatcctg aagaagagaa aaaatatgag ggaggctaag gaaacttaga 1980 
cactttctga tcactgatga ctccttaggc tgcacctgag tgatggtggt gtttttggag 2040 
gctgtacctg agtgatggtg gtttttgggg ggctgcacct gagcgatagt gatttttttt 2100 
ggaggctgca cagctggtca gaccatctct agatgttctt tccacagtgg ttcatagggc 2160 
gtcattcccc cttcctggat tattttgact atgggtagct tattttcaag agctctttgc 2220 
cttttcaatc ctgttccaga tcacttatcc aaaatctttc caaatcaatt atattttgct 2280 
gcttttcttt aattccctaa aagccatagc ttctagattt tctatcagca cacattctca 2340 
ccagaagttg aaccaataca ggtagaaaaa gaaagccccc ttaatgtttt taactgatga 2400 
tattttttta agcttaccaa tataagtatt tttaaaggtt ctatttttca aagtcataac 2460 
aatgattgtt cttgttttct ctcatagaat agactgccat cggataaaga gtggtcccta 2520 
gcttctattt ttccaagcaa ataagtagaa catgttcttg ggattatacc attaaatgtt 2580 
aattttcttg aaaaagaaag attgttgtct gccaagattt tatgttagcg ctcggattga 2640 
ggcagaaaac ggaagcacca ggtttaacac tgggatgact tgggttgtgt tcctggaggt 2700 
ttgaagtggg Gcttcccgcc ttttgagggg gaaaactgac tgttttgaac acatatcctg 2760 
gattagttgg gttgttttgt attgaggatc cctaaaagac aaaagagtct tggaaaggac 2820 
tgctggcttc gtcttgaacg ttcgccccat caccagtgtg agtccgtggg gaagtcttcc 2880 
tcaagtgggg ttcagtctgt aattttcctg tctgttctta gtttgttctg agttattttg 2940 
gattttgttc tttagccaaa taaaggcaat gtggttttac ctg 2983 



<210> 11919 
<211> 2732 
<212> DNA 
<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (478). . (2631) 
<400> 11919 

gaagctctcc tgtttgacga aagtatgtct caggaaggtg cggtcccagc tagcgcggtt 60 
cccctggaag aattaagtag ctggccagag gagctatgcc gccgggaact gccgtccgtc 120 
ctgccccgac tcctctcatt gtctcaacat tctgaaagtt ggattgagca tattcactgt 180 
gaaattattc gatgacatga tgtatgaatt aaccagtcaa gccagaggac tgtcaagcca 240 
aaatttggaa atccagacca ctctaaggaa tattttacaa acaatggtgc agctcttagg 300 
agctctcaca ggatgtgttc agcatatctg tgccacacag gaatccatca ttttggaaaa 360 
tattcagagt ctcccctcct cagtccttca tataattaaa agcacatttg tgcattgtaa 420 
gtttcagacc ttctccaggc tcttttcaag gaggcctatt ctcttcaaaa gcagttaatg 480 
gaactgctgg acatggtttg catggaccct ttagtagatg acaatgatga tattttgaat 540 
atggtaatag ttattcattc tttattggat atctgctctg ttatttccag tatggaccat 600 
gcatttcatg ccaatacttg gaagtttata attaagcaga gccttaagca ccagtccata 660 
ataaaaagcc agttgaaaca caaagatata attactagct tgtgtgaaga cattcttttc 720 
tccttccatt cttgtttaca gttagctgag cagatgacac agtcagatgc acaggataat 780 
gctgactaca gattatttca gaaaacactc aaattgtgtc gtttttttgc caactccctt 840 
ttgcactacg ctaaggaatt tcttcctttc ctctctgatt cttgctgtac tttgcaccaa 900 
ctgtatcttc agatacacag caagtttcct ccaagccttt atgctaccag gatttctaaa 960 
gcacaccaag aggaaatagc aggtgctttc ctagtgacac tggatccact tatcagtcag 1020 
ctgctcacat ttcagccttt catgcaggtg gttttggaca gtaaattaga cctgccatgt 1080 
gaactgcagt ttccacaatg tcttcttctg gttgttgtca tggataagct gccatctcag 1140 
cctaaggaag tgcaaaccct gtggtgcaca gacagccagg tctcagaaac gacaaccagg 1200 
atatctctac tcaaagccgt tttctacagt tttgagcagt gttctggtga actctctcta 1260 
cctgttcatt tacagggatt aaagagtaag gggaaagctg aggtggctgt caccttgtat 1320 
cagcatgttt gtgttcatct gtgtacattt attacttcct ttcatccctc actgtttgct 1380 
gaactggatg ctgctctgct gaatgctgta cttagtgcta atatgatcac ctctttgtta 1440 
gctatggatg catggtgctt ccttgctcga tatgggactg ctgaactgtg tgcacaccat 1500 
gtcaccatag tggctcatct gataaagtca tgccctggag aatgttatca actcatcaac 1560 
ctatcaatac tgttgaagcg tctctttttc ttcatggcac caccccatca gctggagttt 1620 
atccagaaat tttccccaaa agaagcagaa aatctgcctc tgtggcaaca tatttccttc 1680 
caggcgttac ctcctgagct tagggaacaa actgtccatg aggtcaccac agtaggcact 1740 
gcagaatgca ggaaatggct gagcaggagt cgtactttgg gagaactaga atctctgaac 1800 
acagtactgt ctgctttgct tgcagtatgt aattctgctg gtgaagcttt ggatacagga 1860 
aaacaaactg caattatcga agttgtgagt cagctttggg cttttttaaa cattaaacag 1920 
gtagcagatc aaccttatgt tcaacagaca ttcagccttt tacttccact gttgggattt 1980 
ttcattcaaa ctctagatcc taaactgata cttcaggcag taactttgca gaccttgcta 2040 
cttaaattag agcttcctga ctatgttcgt ttggcaatgt tggattttgt atcttcttta 2100 
ggaaaacttt ttatacctga agctatccag gacagaattc tgcccaacct gtcctgtatg 2160 
tttgccttac tgctagctga caggagttgg ctgctagaac aacatacctt ggaggcgttt 2220 
actcagttcg ctgagggaac aaatcatgaa gagatagttc cacagtgtct cagttctgaa 2280 
gaaactaaga acaaagttgt atcctttctg gagaagactg ggtttgtaga tgaaactgaa 2340 
gctgccaaag tggaacgtgt gaaacaggaa aaaggtattt tctgggaacc ctttgctaat 2400 
gtgactgtag aagaagcaaa gaggtcatct ttacagcctt atgcaaaaag agctcgtcag 2460 
gagttcccct gggaagaaga gtacaggtca gcgctgcata caatagcagg ggctttggaa 2520 
gcaactgagt cactactcca aaagggtcct gctccagcct ggctttoaat ggaaatggag 2580 
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gcgctccaag aaaggatgga taagctaaaa cgttacatac atactctagg gtgaaactta 2640 
tcactaggca gaactgggtt tgatgctttg tcaactgaaa atacttatgt ctgtacattt 2700 
tctaacagat ataaaacaaa ttttgtaaag tt 2732 



<210> 11920 
<211> 718 
<212> PRT 

<213> Homo sapiens 



<400> 11920 



Met 


Glu 


Leu 


Leu 


Asp 


Met 


Val 


Cys 


Met 


Asp 


Pro 


Leu 


Val 


Asp 


Asp 


Asn 


1 








5 










10 










15 




Asp 


Asp 


1 le 


Leu 


Asn 


Met 


Val 


1 le 


Val 


1 le 


His 


Ser 


Leu 


Leu 


Asp 


1 le 








20 










25 










30 






Cys 


Ser 


Val 


1 le 


Ser 


Ser 


Met 


Asp 


His 


Ala 


Phe 


His 


Ala 


Asn 


Thr 


Trp 






35 










40 










45 








Lys 


Phe 


1 le 


1 le 


Lys 


Gin 


Ser 


Leu 


Lys 


His 


Gin 


Ser 


1 le 


1 le 


Lys 


Ser 




50 










55 










60 










Gin 


Leu 


Lys 


His 


Lys 


Asp 


1 le 


1 le 


Thr 


Ser 


Leu Cys 


Glu 


Asp 


1 le 


Leu 


65 










70 










75 










80 


Phe 


Ser 


Phe 


His 


Ser 


Cys 


Leu 


Gin 


Leu 


Ala 


Glu 


Gin 


Met 


Thr 


Gin 


Ser 










85 










90 










95 




Asp 


Ala 


Gin 


Asp 


Asn 


Ala 


Asp 


Tyr 


Arg 


Leu 


Phe 


Gin 


Lys 


Thr 


Leu 


Lys 








100 










105 










110 






Leu 


Cys Arg 


Phe 


Phe 


Ala 


Asn 


Ser 


Leu 


Leu 


His Tyr 


Ala 


Lys 


Glu 


Phe 






115 










120 










125 








Leu 


Pro 


Phe 


Leu 


Ser 


Asp 


Ser 


Cys 


Cys 


Thr 


Leu 


His 


Gin 


Leu 


Tyr 


Leu 




130 










135 










140 










Gin 


1 le 


His 


Ser 


Lys 


Phe 


Pro 


Pro 


Ser 


Leu 


Tyr Ala 


Thr 


Arg 


1 le 


Ser 


145 










150 










155 










160 


Lys 


Ala 


His 


Gin 


Glu 


Glu 


1 le 


Ala 


Gly 


Ala 


Phe 


Leu 


Val 


Thr 


Leu 


Asp 










165 










170 










175 




Pro 


Leu 


1 le 


Ser 


Gin 


Leu 


Leu 


Thr 


Phe 


Gin 


Pro 


Phe 


Met 


Gin 


Val 


Val 








180 










185 










190 






Leu 


Asp 


Ser 


Lys 


Leu 


Asp 


Leu 


Pro 


Cys 


Glu 


Leu 


Gin 


Phe 


Pro 


Gin 


Cys 






195 










200 










205 








Leu 


Leu 


Leu 


Val 


Val 


Val 


Met 


Asp 


Lys 


Leu 


Pro 


Ser 


Gin 


Pro 


Lys 


Glu 




210 










215 










220 










Val 


Gin 


Thr 


Leu 


Trp 


Cys 


Thr 


Asp 


Ser 


Gin 


Val 


Ser 


Glu 


Thr 


Thr 


Thr 


225 










230 










235 










240 


Arg 


1 le 


Ser 


Leu 


Leu 


Lys 


Ala 


Val 


Phe 


Tyr 


Ser 


Phe 


Glu 


Gin 


Cys 


Ser 










245 










250 










255 




Gly 


Glu 


Leu 


Ser 


Leu 


Pro 


Val 


His 


Leu 


Gin 


Gly Leu 


Lys 


Ser 


Lys 


Gly 








260 










265 










270 






Lys 


Ala 


Glu 


Val 


Ala 


Val 


Thr 


Leu 


Tyr 


Gin 


His 


Val 


Cys 


Val 


His 


Leu 






275 










280 










285 








Cys 


Thr 


Phe 


1 le 


Thr 


Ser 


Phe 


His 


Pro 


Ser 


Leu 


Phe 


Ala 


Glu 


Leu 


Asp 
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290 










295 










300 










Ai a 


AI a 


1 AI ■ 

Leu 


1 AI i 
Leu 


A AH 

Asn 


Ala 


Val 


1 AI I 

Leu 


Ser 


A 1 A 

A 1 a 


A AM 

Asn 


Met 


1 1 A 

1 le 


1 hr 


Ser 


Leu 


oOo 










310 










31 5 










320 


Leu 


A 1 r\ 

A 1 a 


Met 


Asp 


A 1 A 

AI a 


Trp Cys 


Phe 


1 AI ■ 

Leu 


A 1 A 

A 1 a 


Arg 


Tyr 


Gly 


1 hr 


Ala 


Glu 










325 










330 










335 




1 ■ 
Leu 


Cys 


A 1 A 

A 1 a 


u ; A 
H 1 S 


u : A 

Hi S 


Va 1 


1 hr 


1 1 A 

1 1 e 


\/a I 

Va 1 


A 1 A 

A 1 a 


LI : A 

Hi s 


1 A. . 

Leu 


1 1 A 

1 le 


1 A 

Lys 


Ser Cys 








o4U 




















JoO 






Pro 


u 1 y 


G lu 


Cys 


Tyr 


Gin 


Leu 


I 1 A 

I I e 


A AM 

Asn 


1 A. • 

Leu 


Ser 


1 1 e 


1 ... 
Leu 


1 . 

Leu 


Lys Arg 






355 










360 










365 








Leu 


Phe 
3/0 


Phe 


Phe 


Met 


Ala 


Pro 
375 


Pro 


LI : A 

Hi s 


G 1 n 


Leu 


G 1 u 
380 


Phe 


1 le 


Gin 


Lys 


Phe 


Ser 


Pro 


1 . . A 

Lys 


G 1 u 


Ala 


Glu 


A A 

Asn 


1 A. . 

Leu 


Pro 


1 ... 
Leu 


Trp 


A 1 _^ 

Gin 


His 


1 le 


Ser 


385 










390 










395 










400 


Phe 


G 1 n 


Ala 


Leu 


Pro 
405 


Pro 


Glu 


Leu 


A — — 

Arg 


Glu 
410 


Gin 


Thr 


Va 1 


His 


Glu 
415 


Val 


fhr 


Thr 


Va 1 


A 1 . 

Gly 


Thr 


Ala 


Glu 


Cys 


Arg 


Lys 


Trp 


1 — . . . 
Leu 


Ser 


A ^ ^ 

Arg 


Ser Arg 








420 










425 










430 






Thr 


Leu 


Gly 

A O IT 

435 


Glu 


Leu 


Glu 


Ser 


Leu 
440 


Asn 


Thr 


Va 1 


Leu 


Ser 

A A ^ 

445 


Ala 


Leu 


Leu 


k 1 _ 
Ala 


Val 


Cys 


Asn 


Ser 


Ala Gly 


Glu 


A 1 ^ 

Ala 


Leu 


Asp 


Thr 


Gly 


Lys 


Gin 


Thr 




450 










455 










460 










A 1 — 

Ala 


1 1 — 

1 1 e 


1 le 


Glu 


Val 


Val 


Ser 


A 1 

Gin 


Leu 


Trp 


Ala 


Phe 


Leu 


Asn 


1 le 


Lys 


465 










470 










475 










480 


G 1 n 


Va 1 


A 1 ^ 

Ala 


Asp 


A 1 _^ 

Gin 


Pro Tyr 


Va 1 


A 1 

Gin 


A 1 

Gin 


Thr 


Phe 


A 

Ser 


Leu 


Leu 


Leu 










485 










490 










495 




Pro 


Leu 


Leu 


Gly 
500 


Phe 


Phe 


1 le 


Gin 


Thr 
505 


Leu 


Asp 


Pro 


Lys 


Leu 
510 


1 le 


Leu 


/^ 1 

Gin 


Ala 


Va 1 


Thr 


Leu 


Gin 


Thr 


Leu 


Leu 


Leu 


Lys 


Leu 


Glu 


Leu 


Pro Asp 






515 










520 










525 








Tyr 


Va 1 

530 


A ^ « 

Arg 


Leu 


A 1 ^ 

Ala 


Met 


Leu 
535 


Asp 


Phe 


Val 


Ser 


A 

Ser 
540 


Leu 


Gly 


Lys 


Leu 


Phe 


1 1 ^ 
1 1 e 


Pro 


Glu 


A 1 ^ 

Ala 


1 le 


Gin 


A ^ _ 

Asp 


A 

Arg 


1 le 


Leu 


Pro 


Asn 


Leu 


Ser Cys 


d AC 

545 










550 










r" r" f— 

555 










560 


Met 


Phe 


A 1 — . 

Ala 


Leu 


Leu 
565 


Leu 


Ala 


A ^ _ 

Asp 


A 

Arg 


Ser 

r~ ~i r\ 

570 


Trp 


Leu 


Leu 


A 1 . . 

G 1 u 


Gin 
575 


His 


Tl_. ^ 

Thr 


Leu 


G 1 u 


A 1 A 

Ala 
580 


Phe 


Thr 


Gin 


Phe 


A 1 ^ 

Ala 

585 


G 1 u 


Gly 


Thr 


Asn 


Hi s 
590 


Glu 


Glu 


1 1 e 


Val 


Pro 
oyo 


Gin 


Cys 


Leu 


Ser 


Ser 

OUU 


At. 

Glu 


Glu 


Thr 


Lys 


A . — 

Asn 
oOb 


Lys 


Val 


Val 


Ser 


Phe 


Leu 


Glu 


Lys 


Thr Gly 


Phe 


Val 


Asp 


Glu 


Thr 


Glu 


Ala 


Ala 


Lys 




610 










615 










620 










Val 


Glu 


Arg 


Val 


Lys 


Gin 


Glu 


Lys 


Gly 


1 le 


Phe 


Trp 


Glu 


Pro 


Phe 


Ala 


625 










630 










635 










640 


Asn 


Val 


Thr 


Val 


Glu 


Glu 


Ala 


Lys 


Arg 


Ser 


Ser 


Leu 


Gin 


Pro 


Tyr Ala 










645 










650 










655 




Lys 


Arg 


Ala 


Arg 
660 


Gin 


Glu 


Phe 


Pro 


Trp 
665 


Glu 


Glu 


Glu 


Tyr 


Arg 
670 


Ser 


Ala 


Leu 


His 


Thr 


1 le 


Ala 


Gly Ala 


Leu 


Glu 


Ala 


Thr 


Glu 


Ser 


Leu 


Leu 


Gin 
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675 680 685 

Lys Gly Pro Ala Pro Ala Trp Leu Ser Met Gtu Met Glu Ala Leu Gin 

690 695 700 

G I u Arg Met Asp Lys Leu Lys Arg Tyr Me His Thr Leu G I y 
705 710 715 



<210> 11921 
<211> 3334 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 

<222> (192): . (2963) 
<400> 11921 

atgaggcttc agaggagaat aatgaccagc aatcacaaga agttccagaa aaagtaactg 60 
tatccagtga tcatgaggaa gtagacaatc cagaagaaaa accagaagaa gagaaagaag 120 
aggttataga tgacoaggag aacctagctc atagcaggag gaccagggaa gatagaaagg 180 
tagaagccat catgcatgot tttgaaaact tagagaaaag aaagaagcgg cgggatcagc 240 
ccttggaaca gagcaactct gatgtagaga ttactacaac cacctcagag actcctgttg 300 
gtgaagagac aaaaactgaa gcccctgaat ctgaagttag caactctgtt tcaaatgtta 360 
ccatcccaag caccccacag agtgttggtg tgaatacccg gaggtcttcc caagcagggg 420 
atattgctgo agaaaaacta gtccccaagc cacctccagc aaagccttct aggccccggc 480 
cgaagagtcg aatttctcgg tacaggacca gttcagccca aagactaaag cgtcagaagc 540 
aggccaatgc aoagcaggca gaattgtcac aagctgcctt ggaagaggga ggaagtaaca 600 
gtttagtaac tcctactgaa gctggaagtc tagacagtto aggagaaaac aggocattaa 660 
cagggtctga cccaactgtg gtgtcaatta ctggatccca tgtcaaccgt gctgcatcta 720 
aataccccaa aaccaaaaag tatctagtta cagaatggtt gaatgacaaa gcagagaagc 780 
aagagtgccc tgttgagtgc ootttacgta tcaoaacgga tccaactgta ctggcaacga 840 
ccctaaacat gttaccaggt cttatcoatt ccccgttaat ttgcaccacc cooaaacact 900 
acattcgctt tggctcaccc tttatccctg agagacgtcg aaggcccctt ctgcctgatg 960 
gcacattcag cccctgtaag aagcgctgga taaaacaagc cttagaagaa gggatgactc 1020 
aaacatoatc tgtaocccaa gagactagaa ctcagcacot ataccaaagc aatgagaata 1080 
gtagctcttc tagtatctgc aaagacaatg cagacttgtt gagcccatta aagaaatgga 1140 
agtctcgcta tctgatggag cagaatgtca ccaagttact tcggcctctg tctccagtca 1200 
caccaccccc tcccaattca ggctcaaaga gtccccagct ggccacacct ggotcatotc 1260 
aoccaggaga agaggagtgt cgaaatggat acagcotcat gttttcacca gtoacatotc 1320 
ttactactgc tagtcgctgc aacactcctc tacagtttga gctttgtcac cgaaaagacc 1380 
tggatttggc aaaagtagga taccttgact ccaacactaa cagctgtgct gatagacctt 1440 
ccctactcaa ctoaggtcat tctgacctgg ctcctcatcc ctccctcgga cocacttctg 1500 
agactggttt occaagcaga agtggagatg gacatcagao cctogtgaga aactcagacc 1560 
aggcatttcg gacagagttc aacttgatgt atgcctactc ccctttgaat gctatgcctc 1620 
gagcagatgg actgtatoga ggatotccto tagtggggga taggaagcct ttacatttgg 1680 
atgggggata ttgttcccct gcagaaggat tttccagcag atatgaacat ggcttaatga 1740 
aagacctcto tcgtggatcc ttgtcacctg gtggtgaaag ggcctgtgaa ggagtcccat 1800 
ctgcGcccca gaacccacca cagaggaaaa aagtatccct gctggagtac ogaaaacgga 1860 
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aacaagaagc taaggaaaat tctgctggtg ggggaggtga ctctgcacag agcaaaagca 1920 
agtctgcagg agctgggcaa ggcagcagta actccgtttc cgacaccggt gcccatggtg 1980 
tgcagggatc ctcagcccga actccatctt cccctcacaa aaaattctcc ccatctcatt 2040 
cctctatgtc ccatttggag gcggtaagcc catcagattc cagaggcact tcttcatctc 2100 
actgcagacc tcaagagaat atcagcagta ggtggatggt tcccacatca gtagaacgac 2160 
tccgagaagg agggagcatc cccaaggtcc tccgaagcag cgtgagggtg gcccaaaagg 2220 
gagagccctc tcccacatgg gagagtaaca tcacagagaa agactcagac cctgcagatg 2280 
gagaaggccc agagacatta agctcagcac tctctaaagg agcaacagtt tacagccctt 2340 
ccagatacag ctaccagctc ctgcagtgtg atagtcctcg gacagaatca caaagcctcc 2400 
ttcagcagag ttcctccccc ttcagaggac atcctacaca gtctccagga tacagttatc 2460 
gaactactgc actgaigacct ggaaaccccc cctctcacgg ttcttcagaa tcatccctct 2520 
cttccacgtc ctattccagc cccgcccacc ctgtgtccac agactcgttg gccccattta 2580 
cggggacacc agggtatttt agcagccagc cacattctgg aaacagcact ggcagcaatc 2640 
ttccaaggag gagctgccct tctagtgctg ctagccctac cctgcaggga ccctcagact 2700 
cgccaacctc agattcagtt tctcagtcca gcacaggaac tctgagttcc acctcctttc 2760 
ctcagaactc taggtcgtca ttgccatcag acttacggac tatcagtctg cccagtgctg 2820 
ggcagtcagc tgtctaccag gcctccaggg tatctgcggt ttccaattca cagcactacc 2880 
cacaccgtgg gagtgggggt gtgcaccagt accgactcca gccactgcaa gggtcaggag 2940 
tcaagactca gacgggactt tcctagggct tctggatttg ggcaaacaga actgaatgag 3000 
cccatagctg cttccttcca gctgcctctg gaacctaggc cgagcatatt gctgaggaac 3060 
ggggggtaca aggtgccaga ggattgggtc tggtggacaa gaaacaagac ttgtggtcac 3120 
aattggcctc tggccttgga gaaagctgta aatcttgtct gaagcagaga ctataaagaa 3180 
gtttctccct gctgtcaagg gtacattgtt gacaagcaaa tggtgtttcg gttagtaacg 3240 
gttctaagtg caatgagttg tgttgaagcc tccgtctccc atccttgcct gtagcccgta 3300 
gtcacttgtg cagtgaggac atctttttaa attt 3334 



<210> 11922 
<211> 924 
<212> PRT 

<213> Homo sapiens 



<400> 11922 



Met 


His Ala 


Phe 


Glu 


Asn 


Leu 


Glu 


Lys 


Arg Lys Lys Arg Arg Asp Gin 


1 






5 










10 15 


Pro 


Leu Glu 


Gin 


Ser 


Asn 


Ser 


Asp 


Val 


Glu 1 le Thr Thr Thr Thr Ser 






20 










25 


30 


Glu 


Thr Pro 


Val 


Gly 


Glu 


Glu 


Thr 


Lys 


Thr Glu Ala Pro Glu Ser Glu 




35 










40 




45 


Val 


Ser Asn 


Ser 


Val 


Ser 


Asn 


Val 


Thr 


1 1 e Pro Ser Thr Pro G 1 n Ser 




50 








55 






60 


Val 


Gly Val 


Asn 


Thr 


Arg 


Arg 


Ser 


Ser 


Gin Ala Gly Asp 1 le Ala Ala 


65 








70 








75 80 


Glu 


Lys Leu 


Val 


Pro 


Lys 


Pro 


Pro 


Pro 


Ala Lys Pro Ser Arg Pro Arg 








85 










90 95 


Pro 


Lys Ser 


Arg 


1 le 


Ser 


Arg 


Tyr 


Arg 


Thr Ser Ser Ala Gin Arg Leu 






100 










105 


110 


Lys 


Arg Gin 


Lys 


Gin 


Ala 


Asn 


Ala 


Gin 


Gin Ala Glu Leu Ser Gin Ala 
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1 1 R 
1 1 O 










1 or\ 
\ ZU 








125 






Ala 


Leu 


U 1 U 


u 1 U 


A 1 XM 

u 1 y 


A 1 xt 

u 1 y 


Ser 


Asn Ser 


Leu 


Va 1 


Thr 


Pro 


1 hr 


All! A 1 A 

u 1 u Ala 




1 on 


















140 








u 1 y 


Ser 


Leu 


Asp 


Ser 


Ser 


A 1 xt 

13 1 y 


u 1 u Asn 


Arg 


rro 


Leu 


Thr 


A 1 XM 

(a 1 y 


Ser Asp 












1 CA 

1 bO 








1 bb 








1 bO 


Pro 


1 hr 


Va 1 


Va 1 


Ser 


1 1 e 


1 hr 


A 1 XM C A 

u 1 y Ser 


U I rx 
M 1 S 


Va I 


Asn Arg 


A 1 A 

A 1 a 


A 1 A Oak- 

Ala Ser 










1 DO 








1 /O 










1 /b 


Lys 


Tyr 


Pro 


Lys 


1 hr 


Lys 


Lys 


Tyr Leu 


Va 1 


1 hr 


Glu Trp 


1 Al 1 

Leu 


Asn Asp 








1 oU 








1 ob 










1 OA 

1 90 




Lys 


Ala 


U 1 U 


Lys 


u 1 n 


All! 

UlU 


Cys 


Pro Val 


All! 

U 1 U 


Cys 


Pro 


Leu 


Arg 


1 le Thr 
















OAA 

200 








205 






1 hr 


Asp 


Pro 


1 hr 


Va 1 


Leu 


A 1 A 

A 1 a 


Ihr Ihr 


1 Al • 

Leu 


A AM 

Asn 


Met 


Leu 


Pro 


A 1 . . 1 A. . 

Gly Leu 














O 1 c 

2 lb 








220 








1 1 e 


LI : A 

H 1 s 


Ser 


Pro 


Leu 


1 1 e 


Cys 


Ihr Ihr 


Pro 


Lys 


His 


Tyr 


1 1 A 

1 le 


Arg Phe 


ZZd 










OOA 

zoO 








OOC 

23b 








O >l A 

240 


Qiy 


Ser 


Pro 


rhe 


1 1 e 


Pro 


A 1 . . 

G 1 u 


Arg Arg 


Arg 


A ^ A> 

Arg 


Pro 


Leu 


Leu 


Pro Asp 










O AC 

z4b 








OCA 

2b0 










occ 

2bb 


uly 


1 hr 


rhe 


Ser 


Pro 


Cys 


Lys 


Lys Arg 


Trp 


1 le 


Lys 


Gin 


A 1 — 

Ala 


Leu G 1 u 








260 








A A C 

265 










OTA 

270 




G 1 u 


G 1 y 


Met 


-ri_ ^ 

Ihr 


A 1 «. 

G 1 n 


Ihr 


A A 

Ser 


Ser Val 


Pro 


A 1 M 

G 1 n 


Glu 


Thr 


A u» 

Arg 


Thr Gin 






Z/b 










280 








285 






Hi s 


Leu 


Tyr 


A 1 — 

Gin 


Ser 


Asn 


A 1 . . 

Glu 


Asn Ser 


Ser 


A ^ — 

Ser 


Ser 


Ser 


1 le 


Cys Lys 




290 










O ACT 

295 








300 








Asp 


Asn 


Ala 


A ^ _ 

Asp 


Leu 


Leu 


Ser 


Pro Leu 


Lys 


Lys 


Trp Lys 


Ser 


Arg Tyr 


305 










O -< A 

310 








315 








OOA 

320 


1 — . . 
Leu 


Met 


A 1 . . 

G lu 


A 1 

G 1 n 


Asn 


Va 1 


Thr 


Lys Leu 


Leu 


A ^ _ 

Arg 


Pro 


Leu 


Ser 


Pro Val 










325 








OOA 

330 










ooc 

335 


Thr 


Pro 


Pro 


Pro 


Pro 


Asn 


Ser 


Gly Ser 


Lys 


Ser 


Pro 


Gin 


Leu 


Ala Thr 








340 








345 










OCA 

350 




Pro 


Gly 


Ser 


Ser 


Hi s 


Pro 


A 1 - . 

Gly 


A 1 . . A 1 . . 

Glu Glu 


A 1 . . 

G 1 u 


Cys 


Arg Asn 


A 1 • . 

Gly 


Tyr Ser 






3oo 










OAA 

360 








365 






Leu 


met 


rhe 


Ser 


Pro 


Va 1 


Thr 


Ser Leu 


Thr 


Thr 


Ala 


Ser 


A 

Arg 


Cys Asn 




3/0 










o~ic 
3/b 








380 








Thr 


Pro 


Leu 


A 1 M 

Gin 


r>i_ _^ 

rhe 


A 1 . . 

G 1 u 


Leu 


A. .A LI : A 

Cys H 1 s 


A ^ — 

Arg 


1 * »A 

Lys 


Asp Leu 


A ^ M 

Asp 


1 A. . A 1 ^ 

Leu Ala 


ooo 










oyo 








one 
39b 








A A A 

400 


Lys 


va 1 


G 1 y 


Tyr 


Leu 


A AM 

Asp 


Ser 


Asn Thr 


A ^ » 

Asn 


O A^ 

Ser 


Cys Ala 


Asp 


Arg Pro 










40b 








410 










A'i n 
41 b 


Ser 


Leu 


Leu 


A AM 

Asn 


Ser 


A 1 » . 

G 1 y 


H 1 S 


Ser Asp 


Leu 


A 1 A 

Ala 


Pro 


His 


Pro 


Ser Leu 








>IOA 








A on 
42b 










>IOA 

4o0 




Gly 


Pro 


Thr 


Ser 


Glu 


Thr 


Gly 


Phe Pro 


Ser 


Arg 


Ser 


Gly 


Asp 


Gly His 






435 










440 








445 






Gin 


Thr 


Leu 


Va! 


Arg 


Asn 


Ser 


Asp Gin 


Ala 


Phe 


Arg Thr 


Glu 


Phe Asn 




450 










455 








460 








Leu 


Met 


Tyr 


Ala 


Tyr 


Ser 


Pro 


Leu Asn 


Ala 


Met 


Pro Arg 


Ala 


Asp Gly 


465 










470 








475 








480 


Leu 


Tyr 


Arg 


Gly 


Ser 


Pro 


Leu 


Val Gly 


Asp 


Arg 


Lys 


Pro 


Leu 


His Leu 










485 








490 










495 


Asp 


Gly 


Gly 


Tyr 


Cys 


Ser 


Pro 


Ala Glu 


Gly 


Phe 


Ser 


Ser 


Arg 


Tyr Glu 
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bOO 


Hi s 


Gly 


Leu 


Met 






bl o 




Glu 


A 

Arg 


A 1 ^ 

Ala 


Cys 




o30 






A 

Arg 


Lys 


Lys 


Val 


ATT 

545 








Lys 


Glu 


Asn 


Ser 


Lys 


Ser 


Ala 


Gly 








580 


Gly 


Ala 


Hi s 


Gly 






f— f— 
595 




His 


Lys 


Lys 


Phe 




610 






Val 


Ser 


Pro 


Ser 


625 








Gin 


Glu 


Asn 


1 le 


Leu 


Arg 


Glu 


Gly 








660 


Val 


Ala 


Gin 


Lys 






675 




Glu 


Lys 


Asp 


Ser 




690 






Ser 


Ala 


Leu 


Ser 


705 








Tyr 


Gin 


Leu 


Leu 


Leu 


Gin 


Gin 


Ser 








740 


Gly 


Tyr 


Ser 


Tyr 






755 




His 


Gly 


Ser 


Ser 




770 






Ala 


His 


Pro 


Val 


785 








Gly 


Tyr 


Phe 


Ser 


Leu 


Pro 


Arg 


Arg 








820 


Gly 


Pro 


Ser 


Asp 






835 




Gly 


Thr 


Leu 


Ser 




850 






Pro 


Ser 


Asp 


Leu 


865 








Val 


Tyr 


Gin 


Ala 



Lys 


Asp 


Leu 


Ser 








520 


Glu 


Gly 


Va 1 


Pro 






c o c* 

535 




Ser 


Leu 


Leu 


A 1 . . 

Glu 




550 






A 1 — 

Ala 


Gly 


Gly 


Gly 


565 








Ala 


Gly 


Gin 


Gly 


Val 


Gin 


Gly 


Ser 








600 


Ser 


Pro 


Ser 


His 






615 




Asp 


Ser 


Arg 


Gly 




630 






Ser 


Ser 


A 

Arg 


Trp 


645 








Gly 


Ser 


1 le 


Pro 


Gly 


Glu 


Pro 


Ser 








680 


Asp 


Pro 


Ala 


Asp 






695 




Lys 


Gly 


Ala 


Thr 




710 






Gin 


Cys 


Asp 


Ser 


725 








Ser 


Ser 


Pro 


Phe 


Arg 


Thr 


Thr 


Ala 








760 


Glu 


Ser 


Ser 


Leu 






775 




Ser 


Thr 


Asp 


Ser 




790 






Ser 


G 1 n 


Pro 


His 


805 








Ser 


Cys 


Pro 


Ser 


Ser 


Pro 


Thr 


Ser 








840 


Ser 


Thr 


Ser 


Phe 






855 




Arg 


Thr 


1 le 


Ser 




870 






Ser 


Arg 


Val 


Ser 



505 








Arg 


Gly 


Ser 


Leu 


Ser 


Ala 


Pro 


Gin 








540 


TP 

Tyr 


Arg 


Lys 


Arg 






555 




Gly 


Asp 


Ser 


Ala 




570 






Ser 


Ser 


Asn 


Ser 


585 








Ser 


Ala 


Arg Thr 


Ser 


Ser 


Met 


Ser 








620 


Thr 


Ser 


Ser 


Ser 






635 




Met 


Va 1 


Pro 


Thr 




650 






Lys 


Val 


Leu 


Arg 


665 








Pro 


Thr 


Trp Glu 


Gly 


Glu 


Gly Pro 








700 


Val 


Tyr 


Ser 


Pro 






715 




Pro 


Arg 


Thr 


Glu 




730 






Arg 


Gly 


His 


Pro 


745 








Leu 


Arg 


Pro Gly 


Ser 


Ser 


Thr 


Ser 








780 


Leu 


Ala 


Pro 


Phe 






795 




Ser 


Gly 


Asn 


Ser 




810 






Ser 


Ala 


Ala 


Ser 


825 








Asp 


Ser 


Val 


Ser 


Pro 


Gin 


Asn 


Ser 








860 


Leu 


Pro 


Ser 


Ala 






875 




Ala 


Val 


Ser 


Asn 





510 






Ser 


Pro 


Gly Gly 


525 








Asn 


Pro 


Pro 


Gin 


Lys 


Gin 


Glu 


Ala 








560 


Gin 


Ser 


Lys 


Ser 






575 




Val 


Ser 


Asp Thr 




590 






Pro 


Ser 


Ser 


Pro 


605 








His 


Leu 


Glu 


Ala 


His 


Cys 


Arg Pro 








640 


Ser 


Val 


Glu Arg 






655 




Ser 


Ser 


Val 


Arg 




670 






Ser 


Asn 


1 le 


Thr 


685 








Glu 


Thr 


Leu 


Ser 


Ser Arg 


Tyr Ser 








720 


Ser 


Gin 


Ser 


Leu 






735 




Thr 


Gin 


Ser 


Pro 




750 






Asn 


Pro 


Pro 


Ser 


765 








Tyr Ser 


Ser 


Pro 


Thr Gly 


Thr 


Pro 








800 


Thr Gly 


Ser Asn 






815 




Pro 


Thr 


Leu 


Gin 




830 






Gin 


Ser 


Ser 


Thr 


845 








Arg Ser 


Ser 


Leu 


Gly Gin 


Ser 


Ala 








880 


Ser 


Gin 


His 


Tyr 
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885 

Pro His Arg Gly Ser Gly Gly Val 
900 

Gin Gly Ser Gly Val Lys Thr Gin 
915 920 



890 895 
His Gin Tyr Arg Leu Gin Pro Leu 
905 910 
Thr Gly Leu Ser 



<210> 11923 
<211> 2594 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (34). . (1992) 

<400> 11923 

gaaagtaaga aacttttaaa actaaaatct gaaatggagg aaaaagtata caacttgaca 60 
agagaaagag atgagttgat aggcaaattg aaaagtgaag aagaaaaatc ctctgaatta 120 
agctgcagtg ttgacttact aaagaagaga cttgatggta tagaggaagt ggaaagagaa 180 
ataacaagag gaaggtcacg aaaagggtct gagctcacct gccoggaaga taataagatt 240 
aaggaactaa cacttgaaat tgagagactg aagaaacgtc tccaacaatt ggaagtggtc 300 
gaaggggatt tgatgaagac agaagatgag tatgatcagc tggaacagaa atttagaact 360 
gagcaggata aggctaaott cctctctcaa caactagagg agatcaagca ccaaattgcc 420 
aagaataaag caatagagaa gggtgaggtt gtgagocagg aagctgaact gagacacaga 480 
tttcggttgg aagaagctaa aagtcgagac ttaaaagccg aagtacaagc tcttaaagag 540 
aagattoacg aattaatgaa caaagaagat cagctttctc agctccaggt agattattct 600 
gtacttcaao aaagatttat ggaagaagaa aataagaaca aaaaoatggg gcaggaggtt 660 
ctcaatctga ccaaagagtt ggagctttcc aagcgctaca gcagagctct taggcccagt 720 
gtgaatggaa gaagaatggt ggatgttcct gtgacgtcaa ctggagtcca aactgatgca 780 
gtcagcggtg aagoagcaga ggaagaaacg coagctgtat tcatacggaa atccttccag 840 
gaagaaaatc atattatgag taatcttcgg caggtgggat tgaagaaacc cgtggaaaga 900 
tcttctgttc tagacaggta tcctccagca gcaaatgagc tcactatgag aaagtcttgg 960 
attccatgga tgagaaagag ggaaaacggc ccctccatca ctcaggagaa agggccccga 1020 
acaaattcca gtocagggoa occaggagag gtagtccttt caccaaagca gggccagccc 1080 
ctgcatattc gagtgacacc agaccacgag aacagcactg cgactttgga gataacaagc 1140 
ccgacatctg aagaattttt ttctagtaco actgtcattc otaccttagg gaatcagaaa 1200 
ccaagaataa ccattattcc atoaccaaac gttatgooto aaaaacaaaa aagtggagat 1260 
actactcttg gcccagaacg agccatgtcc ccagtcacaa ttactacatt ttccagagag 1320 
aagactccag aaagtggaag aggcgcattt gcagacaggc ccacatcccc tattcagata 1380 
atgacggtgt ctacatcagc agoacoagct gagattgcag tttctcccga atcccaggaa 1440 
atgcccatgg gacggacaat cctcaaagtc accccagaaa aacagactgt tccaactcca 1500 
gtacggaaat acaactccaa tgccaatatc ataaccacag aggacaataa aattcacatt 1560 
cacttagggt ctcagtttaa acggtoocct gggacttcag gtgaaggagt cagtccagtt 1620 
attactgtcc gaccagtaaa cgtgacagoo gaaaaggagg tttccaccgg cactgtcctt 1680 
cgctctccca ggaatcacct ctoctcaogg cctggtgcaa gcaaagtgac gagcactatc 1740 
accataacac cggtcacaac gtoatctgct cgaggaaccc agtoagtgtc aggacaagac 1800 
gggtcatccc agcggcctac acccacccgc attcctatgt caaaaggtat gaaagcagga 1860 
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aagccagtag tggcagcccc aggagcagga 
actcagtcta tgaaaataga gctgaagaaa 
ggggggaagg gctgagggca gtggctaagg 
tgaaagtgaa ccttcatctg tttgtgccag 
tattgtgttt ataaaataac caactaataa 
tttgatgctg gggaacaaaa ttagcaaaac 
gtttctagtt ccagttttgc ttctagcaag 
tttcctcatc agttagatgt ggggactcaa 
ttcctaattg caagccaaat ttaatgtacc 
tcctattaca aaataagaca tactttaact 
ttgctttatg tgctggaaaa aacatcacat 
ttgcaaaaac aaaaggttct aagatgattt 
gaaatgaaat atgg 



aatctgacca aattcgagcc tcgagctgag 1920 
tctgcagcca gcagcaccac ctctctcgga 1980 
gggtatgttg tgcagatgct actgctgccg 2040 
ttctttacat gtactaattt aagttttaaa 2100 
ccatttgtct ttcccatttt gtgcatttgt 2160 
tattgcttgc tgcctagaag ccagggcgtg 2220 
tggacccatc aatagaccca tctgagcctg 2280 
tcacacgctc ttcaagtccg gctcccatat 2340 
ttgttccaca ataatttttt attaaaaaaa 2400 
attgtcattt gcctctttca catcatgaat 2460 
agctatcaca gggcctggac ctctaaaatt 2520 
caggaaataa tgtgaacatg taataaaatg 2580 

2594 



<210> 11924 
<211> 653 
<212> PRT 

<213> Homo sapiens 



<400> 11924 



Met 


Glu 


Glu 


Lys 


Val 


Tyr 


Asn 


Leu 


1 








5 








Gly 


Lys 


Leu 


Lys 


Ser 


Glu 


Glu 


Glu 








20 










Val 


Asp 


Leu 


Leu 


Lys 


Lys 


Arg 


Leu 






35 










40 


Glu 


1 le 


Thr 


Arg 


Gly 


Arg 


Ser 


Arg 




50 










55 




Glu 


Asp 


Asn 


Lys 


1 le 


Lys 


Glu 


Leu 


65 










70 






Lys 


Arg Leu 


Gin 


Gin 


Leu 


Glu 


Val 










85 








Glu 


Asp 


Glu 


Tyr 


Asp 


Gin 


Leu 


Glu 








100 










Lys 


Ala 


Asn 


Phe 


Leu 


Ser 


Gin 


Gin 






115 










120 


Ala 


Lys 


Asn 


Lys 


Ala 


Me 


Glu 


Lys 




130 










135 




Glu 


Leu 


Arg 


His 


Arg 


Phe 


Arg 


Leu 


145 










150 






Lys 


Ala 


Glu 


Val 


Gin 


Ala 


Leu 


Lys 










165 








Lys 


Glu Asp 


Gin 


Leu 


Ser 


Gin 


Leu 








180 










Gin 


Arg 


Phe 


Met 


Glu 


Glu 


Glu 


Asn 






195 










200 


Val 


Leu 


Asn 


Leu 


Thr 


Lys 


Glu 


Leu 



Thr 


Arg 


Glu 


Arg 


Asp 


Glu 


Leu 


1 le 




10 










15 




Lys 


Ser 


Ser 


Glu 


Leu 


Ser 


Cys 


Ser 


25 










30 






Asp 


Gly 


1 le 


Glu 


Glu 


Val 


Glu 


Arg 










45 








Lys 


Gly 


Ser 


Glu 


Leu 


Thr 


Cys 


Pro 








60 










Thr 


Leu 


Glu 


1 le 


Glu 


Arg 


Leu 


Lys 






75 










80 


Val 


Glu 


Gly Asp 


Leu 


Met 


Lys 


Thr 




90 










95 




Gin 


Lys 


Phe 


Arg 


Thr 


Glu 


Gin 


Asp 


105 










110 






Leu 


Glu 


Glu 


1 le 


Lys 


His 


Gin 


1 le 










125 








Gly 


Glu 


Val 


Val 


Ser 


Gin 


Glu 


Ala 








140 










Glu 


Glu 


Ala 


Lys 


Ser 


Arg 


Asp 


Leu 






155 










160 


Glu 


Lys 


I le 


His 


Glu 


Leu 


Met 


Asn 




170 










175 




Gin 


Val 


Asp Tyr 


Ser 


Val 


Leu 


Gin 


185 










190 






Lys 


Asn 


Lys 


Asn 


Met 


Gly 


Gin 


Glu 










205 








Glu 


Leu 


Ser 


Lys 


Arg 


Tyr 


Ser 


Arg 
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210 

Ala Leu Arg Pro 
225 

Thr Ser Thr Gly 

Glu Glu Thr Pro 
260 

His Me Met Ser 
275 

Arg Ser Ser Val 
290 

Met Arg Lys Ser 
305 

Ser I le Thr Gin 

Pro Gly Glu Val 
340 

Arg Val Thr Pro 
355 

Ser Pro Thr Ser 
370 

Leu Gly Asn Gin 
385 

Met Pro Gin Lys 

Ala Met Ser Pro 
420 

Glu Ser Gly Arg 
435 

Me Met Thr Va I 
450 

Pro Glu Ser Gin 
465 

Pro Glu Lys Gin 

A I a Asn Me Me 
500 

Ser Gin Phe Lys 
515 

Val Me Thr Val 
530 

Thr Gly Thr Val 
545 

Gly Ala Ser Lys 

Ser Ser Ala Arg 
580 

Gin Arg Pro Thr 







Z 1 o 






oer. 


va 1 


Asn 


u 1 y Arg 


Arg 












va 1 


/I 1 n 

b 1 n 


\ nr 


Asp Ala 


va 1 


OAR 








ZDU 


A 1 A 

A 1 a 


va 1 


rne 


1 1 e Arg 


Lys 








Zoo 




Asn 


Leu 


Arg 


G 1 n Va 1 


A 1 XM 

G 1 y 








ZoO 




Leu 


Asp 


Arg 


Tyr Pro 


Pro 












Trp 


1 1 A 

1 1 e 


rro 


1 rp Mex 


Arg 




ol U 








u 1 (J 


Lys 


G 1 y 


Pro Arg 


1 hr 










OOA 

ooO 


Va 1 


Leu 


ber 


Pro Lys 


A 1 M 

G 1 n 








o4b 




Asp 


n 1 S 


G 1 U 


Asn Ser 


1 hr 








OCA 

ooO 




G 1 u 


G 1 u 


Phe 


Phe Ser 


Ser 






375 






Lys 


Pro 


Arg 


lie 1 hr 


1 1 A 

1 1 e 












u 1 n 


Lys 


C A u> 

5>er 


Gly Asp 


1 hr 


40b 








410 


Va 1 


Thr 


1 1 e 


Thr Thr 


Phe 








4zb 




G 1 y 


Ala 


Phe 


Ala Asp 


A ^« 

Arg 








A A/\ 

440 




Ser 


Thr 


Ser 


A 1 A A 1 A 

Ala Ala 


Pro 






4bo 






G 1 u 


Met 


Pro 


Met G 1 y 


Arg 




4/0 








1 nr 


Va 1 


Pro 


Thr Pro 


\Ia I 

Va 1 


4oo 








A HA 

4yo 


1 nr 


1 nr 


G 1 U 


A An A AM 

Asp Asn 


Lys 








bOb 




A 

Arg 


oer 


Pro 


Gly 1 nr 


Ser 








OZU 




Arg 


Pro 


Val 


Asn Val 


Thr 






535 






Leu 


Arg 


Ser 


Pro Arg 


Asn 




550 








Val 


Thr 


Ser 


Thr 1 le 


Thr 


565 








570 


Gly 


Thr 


Gin 


Ser Val 


Ser 








585 




Pro 


Thr 


Arg 


1 le Pro 


Met 



220 



ifiex va 1 


Asp 


Wo 1 

va 1 


rro 


va 1 


zjb 








OVl A 

Z40 


oer Gly 


All! 

G 1 U 


A 1 A 

A 1 a 


A 1 ^ 

A 1 a 


Alii 

G 1 U 








Zoo 




oer rne 


A 1 

G 1 n 


Alii 
U 1 U 


Alii 

G 1 U 


A A V-k 

Asn 






Z/0 






Leu Lys 


1 «f A 

Lys 


Pro 


%/a I 

Va 1 


A 1 1 1 

G 1 U 




Zob 








A 1 A A 1 A 

Ala Ala 


Asn 


A 1 1 1 

G I U 


1 Ai ■ 

Leu 


1 hr 


OAA 

oOO 










Lys Arg 


A 1 1 1 

Glu 


A A.-t 

Asn 


A 1 

Gly 


Pro 


o lb 








OO A 

ozO 


Asn Ser 


O A*- 

oer 


Pro 


A 1 

G 1 y 


LI : A 
H 1 S 








ooc 
33b 




A 1 »» A 1 A 

Gly Gin 


Pro 


1 Al 1 

Leu 


u : A 
H 1 S 


1 1 A 

1 1 e 






O C A 

3b0 






A 1 Tl_ „ 

Ala [hr 


1 Al . 

Leu 


All. 

G 1 U 


I 1 A 

I I e 


Thr 




365 








Thr Thr 


\/a I 

Va 1 


1 1 A 

1 1 e 


Pro 


Thr 


380 










1 le Pro 


O A^ 

Ser 


Pro 


Asn 


Va 1 


oner 

39b 








400 


TU— 1 All 

Ihr Leu 


A 1 «< 

G 1 y 


Pro 


A 1 1 J 

G 1 U 


Arg 








415 




Ser Arg 


A i . . 

Glu 


1 . » A 

Lys 


Thr 


Pro 






A OA 

430 






Pro Thr 


O A^ 

Ser 


Pro 


1 le 


Gin 




A AC 

445 








A 1 A Alii 

Ala Glu 


I 1 A 

I I e 


A 1 A 

Ala 


Val 


Ser 


A C A 

460 










Ihr lie 


1 A. • 

Leu 


1 « < A 

Lys 


Val 


Thr 


4/b 








480 


Arg Lys 


Tyr 


A AH 

Asn 


Ser 


Asn 








495 




1 1 A U : A 

lie n 1 s 


1 1 A 

1 1 e 


u : A 
n 1 S 


Leu Gly 






C -1 A 

b 10 






u 1 y 13 1 u 


u 1 y 


va 1 


Ser 


Pro 




525 








Ala Glu 


Lys 


Glu 


Val 


Ser 


540 










His Leu 


Ser 


Ser 


Arg 


Pro 


555 








560 


1 le Thr 


Pro 


Val 


Thr 


Thr 








575 




Gly Gin 


Asp 


Gly 


Ser 


Ser 






590 






Ser Lys 


Gly 


Met 


Lys 


Ala 
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595 600 605 

Gly Lys Pro Val Val Ala Ala Pro Gly Ala Gly Asn Leu Thr Lys Phe 

610 615 620 

Glu Pro Arg Ala Glu Thr Gin Ser Met Lys Me Glu Leu Lys Lys Ser 
625 630 635 640 

Ala Ala Ser Ser Thr Thr Ser Leu Gly Gly Gly Lys Gly 
645 650 



<210> 11925 
<211> 2485 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (110). . (1867) 
<400> 11925 

aaaaaaaaaa aaaaaaccgg ctcgcggcgc gtggaggctg ctcGcagcog ogcgcgagtc 60 

agactcgggt gggggtcccg gcggcggtag cggcggcggc ggtgogagoa tgtcgtggct 120 

cttcggcatt aacaagggcc ccaagggtga aggogogggg Gcgccgccgc ctttgccgcc 180 

cgcgcagccc ggggccgagg gcggcgggga ccgcggcttg ggagaccggc cggcgcccaa 240 

ggacaaatgg agoaacttcg accccaccgg cctggagcgc gccgccaagg cggcgcgcga 300 

gctggagcac tcgcgttatg ccaaggacgc cctgaatotg gcacagatgc aggagcagac 360 

gctgcagttg gagcaacagt ccaagctcaa agagtatgag gccgccgtgg agcagctcaa 420 

gagcgagcag atccgggcgc aggctgagga gaggaggaag accctgagog aggagacccg 480 

gcagcaccag gccagggccc agtatcaaga caagctggcc cggcagcgct acgaggacca 540 

actgaagcag cagcaacttc tcaatgagga gaatttacgg aagcaggagg agtccgtgoa 600 

gaagcaggaa gccatgcggc gagcoacogt ggagcgggag atggagotgc ggcacaagaa 660 

tgagatgctg cgagtggagg ccgaggcccg ggcgcgcgcc aaggccgagc gggagaatgc 720 

agacatcatc cgcgagcaga tccgcctgaa ggcggccgag caccgtcaga ccgtcttgga 780 

gtccatcagg acggctggca ccttgtttgg ggaaggattc cgtgcctttg tgacagactg 840 

ggacaaagtg acagcoacgg tggctgggct gacgctgctg gctgttgggg tctactcagc 900 

caagaatgcc aogottgtcg ccggccgctt catcgaggct cggctgggga agccgtccot 960 

agtgagggag acgtcccgca tcacggtgct tgaggcgctg cggcacccca tccaggtcag 1020 

ccggcggctc ctcagtcgac cccaggacgc gctggagggt gttgtgotca gtcccagcct 1080 

ggaagcacgg gtgcgcgaca tcgccatagc aacaaggaac accaagaaga accgcagcct 1140 

gtacaggaac atcotgatgt aogggooaco aggcaccggg aagaogotgt ttgccaagaa 1200 

actcgocctg cactcaggca tggactacgc catcatgaca ggcggggaog tggcooccat 1260 

ggggcgggaa ggcgtgaccg ccatgcacaa gctctttgac tgggccaata ccagccggcg 1320 

cggcctcctg ctctttgtgg atgaagcgga cgccttcctt cggaagcgag ccaccgagaa 1380 

gataagcgag gaoctcaggg coacaotgaa cgccttcctg taccgcaogg gccagcacag 1440 

caacaagttc atgctggtcc tggccagcaa ccaacoagag cagttcgaot gggooatcaa 1500 

tgaccgcatc aatgagatgg tccacttcga cctgcoaggg caggaggaac gggagcgcct 1560 

ggtgagaatg tattttgaca agtatgttct taagccggcc acagaaggaa agcagcgcct 1620 

gaagctggcc oagtttgact acgggaggaa gtgctcggag gtcgctcggc tgacggaggg 1680 

catgtcgggo cgggagatcg ctcagotggc ogtgtoctgg caggccacgg ogtatgocto 1740 
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cgaggacggg gtcctgaccg aggccatgat 
gcaccagcag aagatgtgct ggctgaaggc 
cccatcctga gtccacaggg agatccacag 
cccctgcctt gccggcccct gcacatttag 
cccagggcct ctgtccccca ggatgtcttg 
gcaccccctg ttgtaggcac tggctaggga 
actcttggga gatgcatttt ccgtctggct 
gcccctgccc aggccactgt gagggtgggt 
aggcaggtga tgtctttgtt ctcggctccc 
agggccagac ccaggtgggg cagcctgaac 
atctttcaca cactggtgac cctgagagag 
gaggccgcac tgtcagctgg ccggtccaag 
aataaagtcc cacaggtgcc tcatt 



ggacacccgc gtgcaagatg ctgtccagca 1800 
ggaagggcct gggcgtgggg acgagccttc 1860 
ctcacggagc ctggccgcgg acccctccca 1920 
gatatgctcc tgggtgggga ctgggctgtg 1980 
tggtgcgggt cggccgttct gccccccagg 2040 
ggggcaggcc tccttcctgc ccctcgagac 2100 
cacaggggga gggtgaggct ttgcacccca 2160 
gctggctgac cccccggggc agcaggagcc 2220 
acagcagagc caggtgaggg ggcgcctgcc 2280 
cctgcttccc cctgtggccg gcatgccccg 2340 
gagggaggag ggaacctggc gggggtgtct 2400 
cctgtggctg gagctggggt ctgtttacct 2460 

2485 



<210> 11926 
<211> 586 
<212> PRT 

<213> Homo sapiens 



<400> 11926 
Met Ser Trp Leu 
1 

Gly Pro Pro Pro 
20 

Gly Asp Arg Gly 
35 

Asn Phe Asp Pro 
50 

Leu Glu His Ser 
65 

Gin Glu Gin Thr 

Glu Ala Ala Val 
100 

Glu Glu Arg Arg 
115 

Arg Ala Gin Tyr 
130 

Leu Lys Gin Gin 
145 

Glu Ser Val Gin 

Glu Met Glu Leu 
180 

Ala Arg Ala Arg 
195 

Glu Gin Me Arg 



Phe 


Gly 


1 le 


Asn 


5 








Pro 


Leu 


Pro 


Pro 


Leu 


Gly 


Asp 


Arg 








40 


Thr 


Gly 


Leu 


Glu 






55 




Arg 


Tyr 


Ala 


Lys 




70 






Leu 


Gin 


Leu 


Glu 


85 








Glu 


Gin 


Leu 


Lys 


Lys 


Thr 


Leu 


Ser 








120 


Gin 


Asp 


Lys 


Leu 






135 




Gin 


Leu 


Leu 


Asn 




150 






Lys 


Gin 


Glu 


Ala 


165 








Arg 


His 


Lys 


Asn 


Ala 


Lys 


Ala 


Glu 








200 


Leu 


Lys 


Ala 


Ala 



Lys 


Gly 


Pro 


Lys 




10 






Ala 


Gin 


Pro 


Gly 


25 








Pro 


Ala 


Pro 


Lys 


Arg 


Ala 


Ala 


Lys 








60 


Asp 


Ala 


Leu 


Asn 






75 




Gin 


Gin 


Ser 


Lys 




90 






Ser 


Glu 


Gin 


1 le 


105 








Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Gin 


Arg 








140 


Glu 


Glu 


Asn 


Leu 






155 




Met 


Arg 


Arg 


Ala 




170 






Glu 


Met 


Leu 


Arg 


185 








Arg 


Glu 


Asn 


Ala 


Glu 


His 


Arg 


Gin 



Gly 


Glu 


Gly 


Ala 






15 




Ala 


Glu 


Gly 


Gly 




30 






Asp 


Lys 


Trp 


Ser 


45 








Ala 


Ala 


Arg 


Glu 


Leu 


Ala 


Gin 


Met 








80 


Leu 


Lys 


Glu 


Tyr 






95 




Arg 


Ala 


Gin 


Ala 




110 






Gin 


His 


Gin 


Ala 


125 








Tyr 


Glu 


Asp 


Gin 


Arg 


Lys 


Gin 


Glu 








160 


Thr 


Val 


Glu 


Arg 






175 




Val 


Glu 


Ala 


Glu 




190 






Asp 


1 le 


Me 


Arg 


205 








Thr 


Val 


Leu 


Glu 
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Ser 


I 1 A 

I I e 


Arg 


1 hr 


22b 








Va 1 


Thr 


A ^ . 

Asp 


Trp 


Leu 


Ala 


Val 


Gly 








260 


Arg 


Phe 


1 le 


Glu 






2/5 




Ser 


A 

Arg 


1 le 


Thr 




290 






A 

Arg 


A 

Arg 


Leu 


Leu 


305 








Ser 


Pro 


Ser 


Leu 


Asn 


Thr 


Lys 


Lys 








340 


Pro 


Pro 


Gly 


Thr 






355 




Ser 


Gly 


Met 


Asp 




370 






G ly 


Arg 


Glu 


Gly 


oof" 

385 








Thr 


Ser 


Arg 


Arg 


Leu 


Arg 


Lys 


Arg 








420 


Leu 


Asn 


Ala 


Phe 






435 




Leu 


Val 


Leu 


Ala 




450 






Asp 


Arg 


Me 


Asn 


465 








Arg 


Glu 


A 

Arg 


Leu 


Ala 


Thr 


Glu 


Gly 








bOO 


Arg 


Lys 


Cys 


Ser 






515 




Glu 


1 le 


Ala 


Gin 




530 






Glu 


Asp 


Gly 


Val 


545 








Ala 


Val 


Gin 


Gin 


Pro 


Gly 


Arg 


Gly 








580 





2lb 




A 1 . 

Ala 


Gly Thr 


Leu 




OOA 




A ^ . 

Asp 


Lys Val 


Thr 


24b 






Val 


Tyr Ser 


Ala 


Ala 


Arg Leu 


Gly 






280 


Va 1 


Leu Glu 


A 1 ^ 

Ala 




O ACT 

295 




Ser 


Arg Pro 


^ 1 
Gin 




310 




1 

Glu 


Ala Arg 


Val 


325 






4 

Asn 


Arg Ser 


Leu 


Gly 


Lys Thr 


Leu 






360 


Tyr 


Ala 1 le 


Met 




375 




Val 


Thr Ala 


Met 




390 




Gly 


Leu Leu 


Leu 


405 






Ala 


Thr Glu 


Lys 


Leu 


Tyr Arg 


Thr 






440 


Ser 


Asn Gin 


Pro 




455 




Glu 


Met Val 


His 




470 




Va 1 


A AA ^ J. 

Arg Met 


Tyr 


485 






Lys 


Gin Arg 


Leu 


Glu 


Val Ala 


Arg 






520 


Leu 


Ala Val 


Ser 




535 




Leu 


Thr Glu 


Ala 




550 




His 


Gin Gin 


Lys 


565 






Asp 


Glu Pro 


Ser 









OOA 

220 


Phe 


A 1 

u 1 y 


A 1 . . 

G 1 u 


A 1 

Gly 






zob 




Ala 


Thr 


Val 


Ala 




OCA 

zbU 






Lys 


Asn 


Ala 


Thr 


zbb 








Lys 


Pro 


Ser 


Leu 


Leu 


Arg 


His 


Pro 








OAA 

oOO 


Asp 


A 1 — 

Ala 


Leu 


Glu 






315 




Arg 


Asp 


1 le 


Ala 




330 






Tyr 


Arg 


Asn 


1 le 


345 








Phe 


Ala 


Lys 


Lys 


Thr 


Gly 


Gly 


Asp 








380 


His 


Lys 


Leu 


Phe 






395 




Phe 


Val 


Asp 


Glu 




410 






1 le 


Ser 


Glu 


Asp 


A 

425 








Gly 


Gin 


His 


Ser 


Glu 


Gin 


Phe 


Asp 








460 


Phe 


Asp 


Leu 


Pro 






475 




Phe 


Asp 


Lys 


Tyr 




490 






Lys 


Leu 


A 1 ^ 

Ala 


Gin 


505 








Leu 


Thr 


Glu 


Gly 


Trp 


Gin 


Ala 


Thr 








540 


Met 


Met 


Asp 


Thr 






555 




Met 


Cys 


Trp 


Leu 




570 






Pro 


Ser 







585 



Phe Arg Ala Phe 
240 



A 1 t* 

G ly 


1 Alt 

Leu 


Thr Leu 






o cc 

255 


Leu 


Va 1 


A 1 — A 1 . . 

Ala Gly 




270 




Val 


Arg 


Glu Thr 


285 






1 le 


A 1 w 

u 1 n 


Va 1 Ser 


Gly 


Va 1 


Va 1 Leu 






320 


1 le 


Ala 


Thr Arg 






335 


Leu 


lA ^-1- 

Met 


Tyr Gly 




350 




Leu 


Ala 


Leu His 


365 






Val 


Ala 


Pro Met 


Asp 


Trp 


Ala Asn 






400 


A 1 ^ 

Ala 


A — _ 

Asp 


Ala Phe 






415 


Leu 


Arg 


Ala Thr 




430 




Asn 


Lys 


Phe Met 


445 






Trp 


A 1 — 

Ala 


1 le Asn 


Gly 


Gin 


Glu Glu 






480 


Val 


Leu 


Lys Pro 






495 


Phe 


Asp 


Tyr Gly 




510 




Met 


Ser 


Gly Arg 


525 






Ala 


Tyr 


Ala Ser 


Arg 


Val 


Gin Asp 






560 


Lys 


Ala 


Glu Gly 






575 
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<210> 11927 
<211> 3221 
<212> DNA 
<213> Homo sapiens 

<400> 11927 

gttaaaagag ocogcctctc cctcggccgg 
atccggcagg gcggggcccg gccatggcga 
tgtctacccc gggaccccgg cccagcgggg 
caccctccgg gcagatcggt aatagagccc 
tggaaaagcg ggggccatac atggtgacgc 
agtgaagttt aacaagggct atactgctct 
cctcgactct gacagtgatg gggagctggg 
agaggtgaac caggatgtga gecggoagct 
tccagatgac gaggacttgg acctcatccc 
ctgctgctgg tgctgtcttg gggactcttc 
caaggtgggc cctgctoacc atgaggccta 
cagtgcagtg agcactgaag tcactgaccc 
tgttgcttct caggccagag gcccccatct 
gttttcctct gctgttggag cagagtttgg 
aattctggtt cttatggtgg gtgacaaagg 
attggtattt gtcatagtgc ttcagggagg 
ctagatagtg ttgaatggag gcagaaaata 
caaaaaagaa actgtttgag accagttoga 
ctaagatggt ttgcaggctt gaccttcaag 
tcaggttgca cctgtctaac tatgacaggg 
gatcctggct tccagaatcc ctggacctgg 
gagtttagtg attotggttt gcccttccct 
tatttattta tttgtatttc cttggtctgg 
agattaggtc gaaggtactg gggctggccc 
agagggagct acagggagca gtccggtgcc 
aagtagcaat ggactcgtga gagtgggtat 
gcttacagac aggaagggta agagagacct 
atcagtccac cagtgtagag ggcctccctt 
ttcttctggt cacagcatgg gccttactgg 
tgggtgtgac acagcctctt tcagocccca 
gctgtgacac cccctaccca caaattggag 
tctttctaga atttttccaa caggttttgt 
tgagcgttct gctttgtttt gttggaggca 
ggtgtaatca cagctcactg cagcctcaac 
tgagctttga atgggcatag acagggttcc 
tctacatggg aaagtatcca gtctcttgct 
tgagagggac aacacactct tttcgctcta 
ctaataaaaa gatacggcct tatttgttat 
cctgtgagtg cctgatggac atctatcttt 
ggaatataca gtatctgggg gctgacttac 
ataggacaga gaccagagtc atgccagctt 



tcactctttc gccacgggcg gggttgcacc 60 
ccgoggagcc cagcgggcgc gcgttgcggt 120 
ctcgggaccg cgcgccggga gctgcggggc 180 
tccgtctggg ggagcgcacc cccgcggccg 240 
gcgcaccctc cattcaagcc aagctgcgtc 300 
tagccagagt ccagatgaaa acctggtgtc 360 
atccagatac tcctccgggt attcatctgc 420 
gcttoaggat gggtatoaco tggatgagat 480 
ccctaagccc atggcctctt caacatgctc 540 
ttcctgtacc ctccagtaga cattaccctc 600 
cagagccotg ttggccactc atagctcaca 660 
ctagaaagtg acctgcaggt agcccttacc 720 
gggctgtggg ctgataggta gaattctgta 780 
agaagtcact ttaataaggg caagacagaa 840 
tggctaagga aaacacttgc agacagcttg 900 
caaaaaggga gctcotgtgc ccaggctgtg 960 
gcactttatg gtttattata gctggcaatc 1020 
gaaattccgt ttgctctatt cttcctagct 1080 
acagcataaa gtgagtcctt ttgtccctct 1 1 40 
atcatagcag gttgcttaat gatacagcag 1200 
ggcatcccca actggtccaa ccgtccgggt 1260 
agttagagaa aaactgctot gacatgttca 1320 
gtgagtttct tcacccagtc tttgagctaa 1380 
cagaagcctg cagtttttat tattaccagc 1440 
ttcctattgt ttacttttta aacttttgag 1500 
acagctgtgt gggctttgto ctagactgag 1560 
aagccagctc ctagaccctt gcctgaggaa 1620 
cactccagca tggaccattc tattgccaga 1680 
atactcagga ttgggcttta agoagaccto 1740 
gcccaaacag cagaaatagg cataatctct 1800 
agtatatctt gctatactct ataccaagcc 1860 
tttgtttttt ggcttaactc agaaccatgg 1920 
gggtctctgt cacccaggot ggagtgcagt 1980 
ctcccaggcc caagcagtcc tcccacatgg 2040 
cagcccaata gtcgggattg gggtataggt 2100 
ttactcagtg tcctgtgacc accagaggca 2160 
ccacaagggg tgactagaag atgagcaagt 2220 
ttgtctgaca accatcctta cgatggtaat 2280 
gtgtttttot caaaccatgg aaggttgaga 2340 
tctactagct aggagcatca cagcagagag 2400 
ggggtcttgg gaagagaggc agatggttac 2460 
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tctgttctgg aatgggactc tgcagctcta 
caaatgcttg tagagctcaa gaacatctcc 
catgtccagg cctttcttgt gtctgcagag 
gtagcacagt gtaaagaaag acagcaacac 
tggctgtgga aggtaagtat agacctacat 
gcctgggtgt ttagcagctt ctaggggtga 
tgcatcgttg ttgtaataat cagctctggc 
ggtttctgag ctggctgacc ccatgtagga 
acctggtggg acagtgcagt gaggcagggt 
cacataccaa aataccacca atgtgcccag 
tgttctgcag gtgacagttt cctgaggaga 
agtggtacca tatggtgttt atgtactact 
ctctgtacat ttataagaat aaatgcaatc 



tgcagtggcc aacattctga gcactttgtg 2520 
atccagaacc ccttccccat ctgcagagac 2580 
gtgaagtgca catgtggaaa gggatcaaat 2640 
aggtagaggg acccagtgtg tgctgggagg 2700 
ctctgttggg gaggtggtca gggcagaatg 2760 
gggtggcagg accccaaaac caaggccctc 2820 
atattcagct gcaactgtcc ctgaagaaga 2880 
gggtgttacc ttgtagaaaa agctggaggg 2940 
agaaatggtc agttgtttag ggccagtggc 3000 
ggccaaactg ccttaattct gagtgctgtg 3060 
ggggtgtatc caggcttacc tcccagcagg 3120 
ctatagaact cttggcttgc acttctacag 3180 
acactaaaaa c 3221 



<210> 11928 
<211> 3420 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (86) . . (2935) 



<400> 11928 

aagtgctggt gccctctgcc gctgctcccg 
ccgccgcctc cagccgtgtg ccgctatggg 
caagtacccg tccatcatag tcaactgcgt 
aaagattcca gttgatgcca gtaaaootaa 
tttggatatg aatggaatca tccatccctg 
aaatgaagat gaaatgatgg ttgcaatttt 
aagaccaaga agacttctct acatggcaat 
ccagcagcgt tcaaggaggt tcagggoatc 
gcagogagtc agggaagaaa tattggcaaa 
agaaagattt gacagcaact gtattaoacc 
atgccttcgc tattacatag ctgatcgttt 
agttatttta tctgatgcta gtgctcctgg 
tagaaggcaa agagcccago ctaaocatga 
agatgctgat ctoattatgc ttggccttgc 
agaagaattc aaaccaaaca agcccaaacc 
ggtcaaagat tgtgaaggtt tgccaagaga 
tagtcttcct tgtgcagaag gagagtttat 
tttggaaaga gaactcacaa tggccagcct 
tgatgactgg gttttcatgt gcttctttgt 
gttagagatt agggaaaatg caattgaccg 
caaaactggg ggttacctta oagaaagtgg 
catgttagca gttggtgaag ttgaggatag 
cagttttaga agacgacaga aagaaaaaag 



tctctttggt tacgctcgtc agccggtcgg 60 
agtcccggcg ttcttccgct ggctcagccg 120 
ggaagagaag ccaaaagaat gcaatggtgt 180 
tccaaatgat gtggagtttg ataatctgta 240 
tactcatcct gaagacaaac cagcaccaaa 300 
tgagtacatt gacagacttt tcagtattgt 360 
agatggagtg gcaccacgtg ctaaaatgaa 420 
aaaagaagga atggaagcag cagtcgagaa 480 
aggtggcttt cttcctccag aagaaataaa 540 
aggaactgaa ttcatggaca atcttgctaa 600 
aaataatgac cctgggtgga aaaatttgac 660 
tgaaggagaa cataaaatca tggattacat 720 
cccaaataot catcattgtt tatgtggagc 780 
cacacatgaa ccgaacttta ccattattag 840 
atgtggtctt tgtaatcagt ttggacatga 900 
aaagaaggga aagcatgatg aacttgccga 960 
cttccttcgg ottaatgttc ttcgtgagta 1020 
aocattcaca tttgatgttg agaggagcat 1080 
gggaaatgac ttcctccctc atttgccatc 1140 
tttggttaac atatacaaaa atgtggtaca 1200 
ttatgtcaat ctgcaaagag tacagatgat 1260 
catttttaaa aagagaaagg atgatgagga 1320 
aaagagaatg aagagagatc aaccagcttt 1380 
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cactcctagt ggaatattaa ctcctcatgc cttgggttca agaaattcac caggttctca 1440 
agtagccagt aatccgagac aagcagccta tgaaatgagg atgcagaata actctagtcc 1500 
ttcgatatct cctaatacga gtttcacatc tgatggctcc ccgtctccat taggaggaat 1560 
taagcgaaaa gcagaagaca gtgacagtga acctgagcca gaggataatg tcaggttatg 1620 
ggaagctggc tggaagcagc ggtactacaa gaacaaattt gatgtggatg cagctgatga 1680 
gaaattccgt cggaaagttg tgcagtcgta cgttgaagga ctttgctggg ttcttagata 1740 
ttattaccag ggctgtgctt cctggaagtg gtattatcca tttcattatg caccatttgc 1800 
ttcagacttt gaaggcattg cagacatgcc atctgatttt gagaagggta cgaaaccgtt 1860 
taaaccacta gaacaactta tgggggtatt tccagctgca agtggtaatt ttctacctcc 1920 
atcatggcgg aagctcatga gtgatcctga ttctagtata attgacttct atcctgaaga 1980 
ttttgctatt gatttgaatg ggaagaaata tgcatggcaa ggtgttgctc tcttgccatt 2040 
cgtggatgag cgaaggctac gagctgccct agaagaggta tacccagacc tcactccaga 2100 
agagaccaga agaaacagcc ttggaggtga tgtcttattt gtggggaaac atcacccact 2160 
ccatgacttc attttagagc tgtaccagac aggttccaca gagccagtgg aggtaccccc 2220 
tgaactatgt catgggattc aaggaaagtt ttctttggat gaagaagcca ttcttccaga 2280 
tcaaatagta tgttctcctg ttcctatgtt aagggatctg acacagaaca ctgtagtcag 2340 
tattaatttt aaagacccac agtttgctga agattacatt tttaaagctg taatgcttcc 2400 
aggagcaaga aagccagcag cagtactgaa acctagtgac tgggaaaaat ccagcaatgg 2460 
acggcagtgg aagcctcagc ttggctttaa ccgtgaccgg aggcctgtgc acctggatca 2520 
ggcagccttc aggactttgg gccatgtgat gccaagaggc tcaggaactg gcatttacag 2580 
caatgctaca ccaccacctg tgacttacca gggaaactta tacaggccgc ttttgagagg 2640 
acaagcccag attccaaaac ttatgtcaaa tatgaggccc caggattcct ggcgaggtcc 2700 
tcctcccctt ttccagcagc aaaggtttga cagaggcgtt ggggctgaac ctctgctccc 2760 
atggaaccgg atgctgcaaa cccagaatgc agccttccag ccaaaccagt accagatgct 2820 
agctgggcct ggtgggtatc cacccagacg agatgatcgt ggagggagac agggatatcc 2880 
cagagaagga aggaaatacc ctttgccacc accctcagga agatacaatt ggaattaagc 2940 
ttttgtaaag ctttcccaaa tcctttcatc attctacagt tttatgctat ttgtggaaag 3000 
atttctttct caagtagtag tttttaataa aactacagta ctttgtgtat ttcttttaac 3060 
tgtgtatatt tctactgatc tgatctcact gtttatgttg ctttccaaag atgtatgttg 3120 
cataatacag tggatctgaa tttattattg cttataaaac acatttgatg gaataggagt 3180 
actggttttt cataatggtt aaaaatgaaa ccagctgtgg atttcaaaac acagtgtatt 3240 
ctagatcatc taagatccat gctgattttt attgcacaag aattaggttt gaactcttga 3300 
gctggaacct cagcaaacta gagtatatat tgttcagtat ttctttggaa acatttcatt 3360 
aatgtacttg tcttacagaa atttctgaac tttagtaaaa aaaaataaag ttaaactttt 3420 



<210> 11929 
<211> 950 
<212> PRT 

<213> Homo sapiens 
<400> 11929 

Met Gly Val Pro Ala Phe Phe Arg Trp Leu Ser Arg Lys Tyr Pro Ser 

1 5 10 15 

Me Me Val Asn Gys Val Glu Glu Lys Pro Lys Glu Cys Asn Gly Val 

20 25 30 

Lys I le Pro Val Asp Ala Ser Lys Pro Asn Pro Asn Asp Val Glu Phe 
35 40 45 
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1 1 A 

1 1 e 


Arg 




ZoU 






Leu 


Cys 


Asn 


ft 1 r^ 

u 1 n 


Zoo 








Arg 


u 1 U 


Lys 


Lys 


Ala 


Glu 


Gly 


Glu 








oUU 


Leu 


ft 1 1 1 

U 1 u 


Arg 


ft 1 1 1 
(3 1 U 






O 1 O 




ft 1 1 1 

U 1 u 


Arg 


oer 


\ \ e 




ooU 






Asp 


rne 


Leu 


rro 


O^fO 








Asp 


Arg 


Leu 


Va 1 


Tyr 


Leu 


Thr 


Glu 








380 


Met 


Leu 


Ala 


Val 






395 




Asp 


Asp 


Glu 


Asp 




410 






Met 


Lys 


Arg 


Asp 


425 









Pr*n 

rro 


oys 


Thr 
1 nr 


H i Q 
n 1 o 


Met 


Met 


Val 


Ala 












rro 




Mrg 










A 1 o 

A t a 


Lys 


me L 


Asn 




1 1 n 

1 1 u 






ft 1 \/ 

13 1 y 


iiiex 


ft 1 11 

13 1 u 


A i a 

A 1 a 


1 zo 








A 1 ck 
n 1 a 


Lys 


ft 1 \/ 
i3 1 y 


ft 1 Vf 

V3 1 y 


Ser 


Asn 


Cys 


1 le 








1 AA 
1 OU 


oys 


Leu 


Arg 


Tyr 






1 /o 




Lys 


Asn 


Leu 


1 nr 




1 aU 






ft 1 1 1 

13 1 u 


n 1 s 


Lys 


1 1 A 

1 1 e 


zuo 








n 1 s 


Asp 


rro 


Asn 


1 le 


Met 


Leu 


Gly 








9^A 
Z4U 


ft 1 1 1 
13 1 U 


ft 1 1 1 

13 1 U 


rne 


Lys 






zoo 




rne 


ft 1 \# 

13 1 y 


n 1 S 


ft 1 1 1 

l3 1 U 




z /u 






ft 1 \/ 
u 1 y 


Lys 


n 1 s 


Asp 


zoo 








rne 


1 1 e 


rne 


Leu 


Leu 


Thr 


Met 


Ala 








99A 
OZU 


Asp 


Asp 


Tr-n 

\ rp 


va 1 






OoO 




n 1 s 


Leu 


rro 


Q K* 

oer 




OOU 






Asn 


1 1 A 

1 1 e 


Tyr 


Lys 


365 








Ser 


Gly 


Tyr 


Val 


Gly 


Glu 


Val 


Glu 








400 


Ser 


Phe 


Arg 


Arg 






415 




Gin 


Pro 


Ala 


Phe 




430 
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1 nr 


rrO 


oer 


u 1 y 










rro 


u 1 y 


oer 


u 1 n 










Arg 


wie L 


u 1 n 


Asn 


HOD 








1 nr 


oer 


Asp 


u 1 y 


Glu 


Asp 


Ser 


Asp 








ouu 


dill 

u 1 U 


A 1 a 


u 1 y 


1 rp 






o 1 o 




A 1 a 


A 1 a 


Art--, 

Asp 


u 1 U 




con 






u 1 y 


1 ^» ■ 

Leu 


Cys 


Trp 


o4o 








Lys 


Irp 


lyr 


Tyr 


Gly 


1 le 


Ala 


Asp 








OoO 


Lys 


Pro 


Leu 


Glu 










rhe 


Leu 


Pro 


Pro 




CIA 






1 1 e 


1 1 — 

1 le 


Asp 


Phe 


o2b 








Lys 


Tyr 


A 1 « 

Ala 


Trp 


Arg 


Leu 


Arg 


Ala 








DOO 


Cl 1 u 


1 nr 


A »— _ 

Arg 


A ^ _ 

Arg 






o/o 




n 1 s 


U i <^ 

H 1 S 


rro 


Leu 




byo 






1 nr 


U 1 U 


Pro 


Va 1 


/Uo 








Lys 


rhe 


O rt 

oer 


Leu 


Ser 


Pro 


Val 


Pro 








740 


1 le 


Asn 


Phe 


Lys 






755 




Val 


Met 


Leu 


Pro 




770 






Asp 


Trp 


Glu 


Lys 


785 








Phe 


Asn 


Arg 


Asp 



1 le 


Leu 


Thr 


Pro 








AACi 


va 1 


A 1 ^ 

A 1 a 


oer 


A A 

Asn 






A^R 




Asn 


oer 


oer 


rro 




4 /u 






oer 


rro 


Ser 


rro 










O A^ 

oer 


U 1 U 


Pro 


U 1 U 


Lys 


Gin 


Arg 


Tyr 








OA 

bzO 


Lys 


rhe 


Arg 


Arg 






coc 

bob 




Va 1 


Leu 


Arg 


Tyr 




CCA 

obO 






Pro 


rhe 


H 1 S 


Tyr 


bob 








Mex 


Pro 


oer 


Ann 

Asp 


Gin 


Leu 


Met 


Gly 








^AA 

600 


Ser 


Trp 


Arg 


Lys 






£ i C 

6 lb 




Tyr 


Pro 


Glu 


Asp 




630 






G 1 n 


Gly 


Val 


Ala 


D4b 








A 1 — 

Ala 


Leu 


Glu 


A 1 . . 

Glu 


Asn 


Ser 


Leu 


Gly 








COA 

boU 


LI : ^ 

H 1 s 


A 

Asp 


Phe 


1 le 






coc 




G lu 


Va 1 


Pro 


Pro 




T 1 A 
/I 0 






Asp 


u 1 U 


Ci lu 


A 1 A 

Ala 


/ZO 








Met 


Leu 


Arg 


Asp 


Asp 


Pro 


Gin 


Phe 








760 


Gly 


Ala 


Arg 


Lys 






775 




Ser 


Ser 


Asn 


Gly 




790 






Arg 


Arg 


Pro 


Val 



n 1 s 


A 1 4 

A 1 a 


Leu 


u 1 y 


Pro 


Arg 


Gin 


Ala 








40U 


oer 


1 1 e 


oer 


rro 






H /D 




Leu 


13 1 y 


u 1 y 


1 1 A 

1 1 e 




4yu 






rro 


Pill 

u 1 U 


Asp 


Asn 


oUo 








lyr 


Lys 


Asn 


Lys 


Lys 


Val 


Val 


Gin 








C>l A 

b4U 


Tyr 


Tyr 


A 1 M 

u 1 n 


A 1 XM 

{i I y 






bbb 




A 1 A 

Ala 


Pro 


rhe 


A 1 ^ 

A 1 a 




b/0 






rhe 


Alii 
U 1 U 


Lys 


A 1 »* 

b 1 y 


coc 

bob 








Va 1 


rhe 


Pro 


A 1 A 

A 1 a 


Leu 


Met 


Ser 


Asp 








OA 

bzo 


Phe 


A 1 — . 

A 1 a 


1 le 


A A _ 

Asp 






bob 




Leu 


1 ■ 

Leu 


Pro 


rhe 




CCA 

bbO 






Va 1 


Tyr 


Pro 


Asp 


bob 








Aim. 

Gly 


A — — 

Asp 


Va 1 


1 A* i 

Leu 


Leu 


Glu 


Leu 


Tyr 








^AA 

/oo 


All! 

G 1 u 


Leu 


Cys 


u : ^ 
H 1 S 






"71 1^ 




1 1 e 


Leu 


rro 


Asp 




Ton 
/oU 






Leu 


Thr 


A 1 M 

G 1 n 


Asn 


745 








Ala 


Glu 


Asp 


Tyr 


Pro 


Ala 


Ala 


Val 








780 


Arg 


Gin 


Trp 


Lys 






795 




His 


Leu 


Asp 


Gin 




810 







oer 


Arg 


Asn 


oer 


AAR 








A 1 ^ 

A 1 a 


Tyr 


Rill 
u 1 u 


ifie L 


Asn 


Thr 


Ser 


Phe 








480 


Lys 


Arg 


Lys 


Ala 






495 




va 1 


Arg 


Leu 


Trp 




1^1 n 






rne 


Asp 


Val 


Asp 


coc 








oer 


Tyr 


Val 


Glu 


Cys 


Ala 


Ser Trp 








560 


oer 


Asp 


Phe 


Glu 






575 




1 nr 


Lys 


Pro 


Phe 




C AA 

byu 






A 1 A 

A 1 a 


oer 


Gly Asn 


oUb 








Pro 


Asp 


Ser 


Ser 


Leu 


Asn 


Gly 


Lys 








640 


Va 1 


Ann 

Asp 


Glu 


Arg 






655 




Leu 


1 hr 


Pro 


Glu 




b/0 






rhe 


Va 1 


Gly 


Lys 


bob 








A 1 

(] 1 n 


1 nr 


Gly Ser 


Gly 


1 le 


Gin 


Gly 








720 


u 1 n 


I 1 e 


Val 


Cys 






735 




i hr 


Va 1 


Val 


Ser 




750 






1 le 


Phe 


Lys 


Ala 


765 








Leu 


Lys 


Pro 


Ser 


Pro 


Gin 


Leu 


Gly 








800 


Ala 


Ala 


Phe 


Arg 






815 
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1 nr 


Leu 


u 1 y 


n 1 S 

820 


va 1 


ivie L 


rro 


Arg u 1 y 
825 


oer 


u 1 y 


1 nr 


u 1 y 


1 t a 

1 t e 
830 


Tyr 


oer 


Asn 


A 1 o 
A 1 a 


1 nr 
835 


rro 


rro 


rro 


va 1 


Thr Tyr 
840 


u 1 n 


u 1 y 


Asn 


Leu 
845 


Tyr 


Arg 


rro 


Leu 


Leu 
850 


Arg 


u 1 y 


u 1 n 


A 1 a 


u 1 n 
855 


\ \ G rro 


Lys 


Leu 


iTie L 
860 


oer 


Asn 


mex 


Arg 


rrO 


u 1 n 


Asp 


oer 


\ rp 


Arg 


u 1 y 


rro rro 


rro 


Leu 


rne 


u 1 n 


ft 1 n 

u 1 n 


ft 1 n 

u 1 n 


Arg 


ODO 










O /u 








o / o 










oou 


Phe 


Asp 


Arg 


Gly 


Val 
885 


Gly 


Ala 


Glu Pro 


Leu 
890 


Leu 


Pro 


Trp 


Asn 


Arg 
895 


Met 


Leu 


Gin 


Thr 


Gin 
900 


Asn 


Ala 


Ala 


Phe Gin 
905 


Pro 


Asn 


Gin 


Tyr 


Gin 
910 


Met 


Leu 


Ala 


Gly 


Pro 
915 


Gly 


Gly 


Tyr 


Pro 


Pro Arg 
920 


Arg 


Asp 


Asp 


Arg 
925 


Gly 


Gly 


Arg 


Gin 


Gly 
930 


Tyr 


Pro 


Arg 


Glu 


Gly 
935 


Arg Lys 


Tyr 


Pro 


Leu 
940 


Pro 


Pro 


Pro 


Ser 


Gly 


Arg 


Tyr 


Asn 


Trp 


Asn 





















945 950 



<210> 11930 
<211> 3240 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (887). . (1660) 

<400> 11930 
aatcgagcgc cgagagagcg 
gcgggactgg acctgggtgc 
gcagcccgca ggcggcgccg 
ocagcaggog ggcctggagc 
gaacaaggag aatgacaccc 
gctggaggtg ttcaatatga 
catgtggggc ggccagggcc 
cagtgagcag gtgtggoatg 
cctgcgcccc tacacagact 
cttctttacg ctcatcgagt 
caagtcagac tcctgcoggg 
caggtacttc gtggggttgg 
atggacctca gagttctatg 
tgaggctgac cggtatttca 
gggatagcaa aggtagggag 
cggcagtctg ggatgtggca 
cagctaccac aagaagccac 
accacctgat actctaccac 



agtcggtgct actggcgtcg 
cgagcggagc cgctgccatg 
agggcttcca Gctccacggg 
cctaotttga cttcatcatc 
tgaaggcact actgaaagcc 
agaccatgag ggtgcgcgag 
tactgggtgc cagtgtgcgc 
tgctggatgt ggaacoatct 
atgtggttgg ttcggaccag 
ctcatgaggg gaagcccttg 
aggtgactgt aactcccaac 
agggctgcag ggccaggtgg 
gtggagatgg aggagggttg 
gaagtaccct tttcagcccc 
ggccgtggga caagcocctg 
ttggctatgg gtatctacac 
ctggcacccc accaccttct 
ctggacccac ccccgaggac 



ggtcggtccg ggtaggogca 60 
ggcctgggcg tcagcgctga 120 
gtgcaggaga actccccagc 180 
acoattgggc actcgaggct 240 
aatgtggaga agcccgtgaa 300 
gtggaggtgg tgcccagcaa 360 
ttctgcagct tccgcagggc 420 
tcacctgctg cccttgccgg 480 
attctcoagg agtccgagga 540 
aagctgatgg tgtataactc 600 
gcagcctggg gtggagaggg 660 
gtggggcctg acoattgggc 720 
ggccctgggc ccagggatcc 780 
cttattgctg gtagtaggtg 840 
gattgaatgt ttctggcctt 900 
cggatcccaa ctcagccccc 960 
gctttaccac ttggtgcccc 1020 
tctccttccc tggagacagg 1080 



-5486/13211- 



ttccaggcag agtgactaca tggaggccct 
tccccttcct gggcctggga gtcccagcca 
tttcatggag actcctcttc agcccccacc 
cctggacgtg tcgggaattt ctctcttgga 
gccctcttcc acagaactga ccaccacagc 
ctccagcagc agttctcatg agcggggtgg 
ggtctccttc ctggacagcc caggtgccca 
tcttcctgac agtctcacct ctgcagcctc 
tgaagctcag gctgaggagg aaccagcaag 
tgaggggctg gacagccagg cccagatctc 
aggcccatga tgacatttca tgaggcccag 
cggtcaggat tccttgctgc tttggtggga 
ccatgggcct tgtgggagga tatcttttgg 
tgctctggtc actggggctt cccaggaggc 
atgaggtgag gaaggaaggg gttgctgtcc 
gcacagctca gcccacccca tctgtactgg 
tttcaagtcc caaacactga gtcctctgtc 
cacttggctc aggctgatca ccatgctagt 
cccccatctc ctggagggag gtgcgttgga 
gtgcccagac cacaatattt cttcttcctc 
agtggcaact cctgttagct cccaaactta 
tctacccagc cccaatagtg aataaaagtc 
tctcaaagcc agtctacctg actaggtcta 
attaggggat tagattaaga gtaggtaaag 
gaagctgttc tccccacccc aggtgccttt 
ccacctgggg acggcccctc atcacctgaa 
tcccacactg ctaattacta tgaaagctgc 
tgaaagtctc acctttacag gatcatttgt 
gctgtgtcag gtatgcagga caaggaatgt 
gagggagggt cccaaattag caaacccttc 
gagcagctga tacgtgtgca taacagtgag 
gtgtcaagtc tgctggaatg caggaagtag 
cagcttccct taactctgta gcctggcagt 
ctggctcttc cctccctcac ttttactttc 
gtatcaatgc taatatttcc agggagaaca 
atctgctatg aaagaaaata acaaatgaaa 



gctgcaggca cctggctcct ccatggagga 1140 
cagtgctcca gaccctgatg gacttcccca 1200 
tccagtgcag cgagttatgg acccaggctt 1260 
caacagcaat gccagtgtgt ggcccagcct 1320 
tgtctcaacc tcagggccag aggacatctg 1380 
tgaggctaca tggtctgggt cagagtttga 1440 
agcccaggcg gaccacctgc ctcagctgac 1500 
accagaagat gggctgtccg ccgagctgct 1560 
cacagagggc ctagatactg ggacggaggc 1620 
taccacagaa taacaccctg ggctgtgaca 1680 
atgtgggcag gcagcccggg ctgcactatg 1740 
catgaggcct cagtgggtgg tgagaggggg 1800 
ccgtgtaccc tcaggtccag tgcttggtcc 1860 
agcagggtct ggtcataatc cagtgtgaag 1920 
agtgttggcc tggtcgcttt gattcttcct 1980 
aagggaccct ggagccctgg gaccaccccc 2040 
atgtgtcctt gtccctaggc tacaatgcta 2100 
cacaggaggg agagagaggc agtgtacttg 2160 
aattctaggc ccttcagcag agacccattt 2220 
agggactaca tgccacagac ctgtatcccc 2280 
aacagtgatc tcttctaaat atacaaggca 2340 
acaaatttaa gttcaacacc ctaagcaatt 2400 
tccacgcacg gttcccaacc ccaaggggga 2460 
acccttttgt tctttcctgt tgtaggggag 2520 
ggaggttaag gctaggttag gccctgcact 2580 
gtcctctgct gtgttgactg gaccctcagt 2640 
tctggcctcg tcttctagct tgtgcctagt 2700 
aatgctggtg tacatgcagg gaactcacaa 2760 
ctgctctggg gggcacaggc caactatatg 2820 
atttaaagca aacccttgtc aagcctacca 2880 
gcattgtgtc ctggatcgtc tgggagccca 2940 
aacagaatcg ccacaggact gttctggggc 3000 
ctgacccaaa gttgccctca cccaaaggtt 3060 
ccttccccca taagttggag gataaaatgg 3120 
tgaaaccaga ggtttctttc tttctctgta 3180 
ataaatgtgt actacacttt gaaatatttt 3240 



<210> 11931 
<211> 258 
<212> PRT 

<213> Homo sapiens 
<400> 11931 

Met Phe Leu Ala Phe Gly Ser Leu Gly Cys Gly I le Gly Tyr Gly Tyr 

15 10 15 

Leu His Arg Me Pro Thr Gin Pro Pro Ser Tyr His Lys Lys Pro Pro 
20 25 30 



-5487/13211- 



u 1 y 


1 nr 
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Leu 
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A 1 a 
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rro 
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Leu 


rro 


rro 


la 1 y 


Pro Thr 
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Glu 


Asp 


oer 


rro 


oer 


Leu 


la 1 U 


1 nr 












55 










OU 










u 1 y 


oer 


Arg 


u 1 n 


oer 


Asp Tyr Met Glu 


A 1 a 


Leu 


Leu 


la 1 n 


A 1 ^ 

A 1 a 


rro 


la 1 y 


oo 










70 








/D 










oU 


oer 


oer 


Met 


u 1 U 


Asp 


Pro Leu 


Pro 


13 1 y 


rro 


la 1 y 


oer 


rro 


O A 

oer 


n 1 s 


oer 










OO 






















A 1 ^ 

A 1 a 


rro 


Asp 


rro 


Asp 


Gly Leu 


Pro 


n 1 s 


rne 


wier 


Pill 

b 1 U 


1 nr 


D V- A 

rro 


Leu 


la 1 n 








1 OU 








lUo 










1 1 U 






Pro 


Pro 


Pro 


Pro 


va 1 


Gin Arg Val 


ivieL 


Asp 


rro 


la 1 y 


rhe 


Leu 


Asp 


va 1 






lib 








120 


















5>er 


u 1 y 


I le 


oer 


1 Ai ■ 
Leu 


Leu Asp Asn 


oer 


Asn 


A 1 ^ 

A 1 a 


oer 


va ! 


1 rp 


rro 


oer 




1 oU 








135 










1 4U 










Leu 


Pro 


oer 


oer 


1 nr 


Glu Leu 


Thr 


Thr 


i nr 


A 1 A 

A 1 a 


Va 1 


Ser 


1 nr 


Ser 


u 1 y 


1 >l c 

1 4o 










150 








1 DO 










1 oU 


Pro 


u 1 U 


A An 

Asp 


1 1 A 
1 le 


Cys 


Ser Ser 


Ser 


Ser 


oer 


n 1 s 


la 1 U 


Arg 


u 1 y 


la 1 y 


la 1 U 










1 Ob 








1 /U 










1 /b 




A 1 a 


1 nr 


Trp 


oer 


u 1 y 


Ser Glu 


Phe 


Glu 


va 1 


oer 


rne 


Leu 


Asp 


oer 


Pro 








180 








185 










190 






Gly 


Ala 


Gin 


Ala 


Gin 


Ala Asp 


His 


Leu 


Pro 


Gin 


Leu 


Thr 


Leu 


Pro 


Asp 






195 








200 










205 








Ser 


Leu 


Thr 


Ser 


Ala 


Ala Ser 


Pro 


Glu 


Asp 


Gly 


Leu 


Ser 


Ala 


Glu 


Leu 




210 








215 










220 










Leu 


Glu 


Ala 


Gin 


Ala 


Glu Glu 


Glu 


Pro 


Ala 


Ser 


Thr 


Glu 


Gly 


Leu 


Asp 


225 










230 








235 










240 


Thr 


Gly 


Thr 


Glu 


Ala 


Glu Gly 


Leu 


Asp 


Ser 


Gin 


Ala 


Gin 


1 le 


Ser 


Thr 










245 








250 










255 




Thr 


Glu 





























<210> 11932 
<211> 2727 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (909) 

<400> 11932 

aaaaaaaaaa aaaaaacttc tacaagtatg 
acagagaagt cgagggaaga ggatcagcag 
ccaggaacat cagcaaagag aacoaaagaa 
tgccctaaga aaaaggcaga gcacactgac 
octccattac cttctaaact gcoacctgtt 
tggtgccaac aattgaagct gagctccaaa 



gagaaggcaa aaggcaagga gtggacctcc 60 
gottotaatc aaccaaattc aattgctttg 120 
aaaatgtctg tcaaaggcag taaagtgctc 180 
aaccccagac ctcagaagaa gataccaatc 240 
aatctgattc accgggacat tctgcgggoc 300 
ggccagaaat tggatgcata taagcgcotg 360 
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tgtgcctttg cctacccaaa 
cggaaatcat tgcaaaaaaa 
gagacacatc ctcctgaagt 
tccactgctc tccttgaggg 
ttgctggcct cctgggcgag 
ccacaagagg cctctggtgt 
acagatggtt gggttcacct 
gaagggagag tgagtgcact 
gaagacaata tgttgtgccc 
caatgggaat agaatatcag 
ggagagttgg attctgcggt 
gggccatgca gactggtggg 
ctttgtgagt ggagatagag 
cataaattgt agttaatatg 
acttcagcag cagctttttt 
gagtgcagtg gtgcaatctc 
cctgcctcag cctcttgagt 
ttgtattttt agtagagatg 
actcaagtga tcaccctcct 
cgcctgacct tcaacagctc 
agtaaaatgg tagttggctc 
aggagctgct tcattccaat 
ggctgttaat tccctccctc 
caaagttctc ttaataacct 
actttgtatt atttcactta 
ttgcttcccg ctcataaata 
tccataaata aaaataagat 
tattcattgc atgcaaatct 
agtgtgattt ttcttttgta 
tcatttgttt ttaaaactac 
gtatcctatt gtgtaattaa 
gcgagtctgg gaacagatct 
gttttgttat tacaagtagg 
aatgcactgg aaggagtgga 
aggtttggga aagaatcctc 
agatgttctt ctctcctgcc 
aataaataat agacattttt 
acttctcccc tgctttattt 
aatttggaaa tgtccttggc 
catttcaata aacttaaatc 



<210> 11933 
<211> 294 
<212> PRT 

<213> Homo sapiens 



tcaaaaggat tttcctagca cagcaaaaga ggcoaaaatc 420 
attaaaggtg gaaaaggggg aaacgtccct gcaaagttct 480 
ggctcttcct cctgtggggg agccgcotgc cotggaaaat 540 
agttaataca gttgtggtga caacttctgc cccagaggct 600 
aatttoagcc agggcgagga caccagaggc agtggaatct 660 
caggtggtgt gtggtccatg ggaaaagtct ccctgcagac 720 
gcagtttcat gctggtcaag cctgggttcc agaaaagcaa 780 
cttcttgctt cctgcctcoa attttccacc cccgcacott 840 
caaatgtgtt cacaggaaca aggtcttaat aaaaagcctc 900 
gaaaaaggcc acatctatgg taattaatgg caaaaaagct 960 
gctgctgaca ggtgaactct ggtcctctgc acctgtttat 1020 
gtggcagatg ttagcctaag acccctagca gtgcctgttg 1080 
actcttacat ttaaaaatgg aaaaacattt cacaaattac 1140 
tagaaaaact cattoatact acttttctaa aatagacatg 1200 
tgttgtattt tgagacagtg totcactgtt gcccaggctg 1260 
agttcagtgc aatctccgcc tcctgggttc aaatgattct 1320 
agctaggtac aggcacotgc caccacaccc agctaatttt 1380 
gggtttcacc atgttggcca ggttggtctc aaactcctgg 1440 
cagcctccca aaatgctggg actatgggca tgagcccctg 1500 
ttttaagtga gttcttcago taagcattgt gatggacttg 1560 
ttgtgctcaa ttttctcttc ctctgaacac tgactacttt 1620 
tgcaatttca taaaacgtaa agtattttaa ggcaaagaaa 1680 
cocGaaacac atgattttta atattotaaa caatattttt 1740 
gagatttcta tggtttgact ccaggatcaa aacacaaggg 1800 
taattgtttt gtatatttct ggggtttaaa atgtttaagg 1860 
cataatatat tgaatttaaa atgtgtttat taaccgatto 1920 
gtgtatgtaa aataattcat ctgttgtatt tagagaacca 1980 
tattgttagt gttcttaact caagtaggag taaaccaaaa 2040 
tgactcgttt gttctttatt agttggtggt atgggttgga 2100 
ttaggtatga ttcacataca aaaagctgca catatttaat 2160 
tttttaattt tttttgtgta cttcctaaac ttatagtcct 2220 
gtttttcact tatcctgatt taatgacagt ttccaacatt 2280 
ggatcttttt ttttgcccgt ttaatgaaga tactaaaaat 2340 
agagttggaa aatttgtaac catcataata caggtgtaat 2400 
aaaaatgtta aagcaaggga ggaaagtttg ttgagaagca 2460 
cgcccccgcc gttggttgtt ggtggtcaga attattgtgt 2520 
tcttatacta tgtgtattgt tocttttgtt toctttttaa 2580 
ggatgggtca agtttctgtt ctgtttcctt cotttctatt 2640 
tttacgattc tgcttgtaga tacttcccct gtttctaaca 2700 
tctotat 2727 
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<400> 11934 

tagcaaaaaa ctctccaaga agcgcgctgc 
tccacctctt cctgtggtgg aaaagccaaa 
agtaaaggcc ggaccagaat atggccaagg 
tcaacaggcc aaaaaggaaa aggagccgga 
tcgacgtcga gaatttgtga tgcaggtgaa 
acctaataaa aagatagcca aaaaaaatgc 
taaagcatcc actaatcttc aggatcaact 
tggtccaaag cctgggtttc ctgaaccaac 
gtctcctgat gtttatcaag agatggaagc 
tctaggctat ttgtcaccca aagatatgaa 
tcccacatcg aatagttcag ctacaattgc 
tacagctgaa gccataggtt taaaaggaag 
accttcaaaa caactggaat atttagcaag 
caaaaacaaa aaacaaaaca attcattagc 
gctcattctt gcctgctagt atggcctaca 
acaaaggaca gacaaaaaag ccatatgcac 
ctagtaattc ttttgctgcc tgtctcttct 
tcatattctt cactgtcttc tatttggtct 
cttccacaaa caaaaattct gccttcagac 
cccttttttt acataaggat tgagtttctt 
tgaattttgc attctgttgc tagtattgat 
gaagtctatt accttaggag ttaattaaac 
tagttgtttg aggcataaca atgtgtattt 
gggagggtag cacctgcctc agatagtacc 
ctagcttata gtttaactta acttgttgtg 
cccctattta ttctttgttt ccttctggga 
tggatacatt ggagcttttg aaagaattgt 
gatttcttag ttgccttgaa aatcatgtac 
actagtttgc ttgtgtgtag agagtgtatt 
ttttccatct tagtctttat tccttaagac 
tagaagatct gtattgtgta gaatgatcat 
ataaaatgaa aaagaaggtc atgtgttttg 
tcccttcacc gaacccttct gattctttca 
aattggactc ttaatatgaa cttcaagaag 
aattttaacc acttaattta aagttacaat 
agaaacacaa taaatcactg tttaaaaaag 
gctaagtaat ttttagttct atctataatc 
tgaaaagaaa ttaactgctt atttatgaat 
ctgcattctt atagaaacaa agcacaaatt 
ggagctgttg ttacagtagc tgtaattttg 
tttttatttc taagctcttg gcaatgacaa 
gtcaacatgt agagtctgct tccctcatta 
atgcttacat aatatactct tttttatgga 
tgatttttac atactaatga atataaacag 
gttgaatgag ctggtattga tgtaaaatac 
aagcagtgag cagaatctcc gggaaatgac 



gaccaccgtc ttacaggagc ttaaaaaact 60 
actatttttt aaaaaacgcc ctaaaacaat 120 
gatgaaccct attagccgcc tggcgcaaat 180 
ttatgttttg ctttcagaaa gaggaatgcc 240 
ggtaggcaat gaagttgcta caggaacagg 300 
tgcagaagca atgctgttac aacttggtta 360 
tgagaagaca ggggaaaaca aaggatggag 420 
aaataatact ccaaaaggaa ttcttcattt 480 
cagccgccac aaagtaatct ctggcactac 540 
ccaaccttca agctctttct tcagtatatc 600 
cagggaactc cttatgaatg gaacatcttc 660 
ttctcctact cccccttgtt ctccagtaca 720 
gattcaaggc tttcaggtgt gaattaaaag 780 
ctcagattct tcatctgtat acatcacaag 840 
tgccacttac gttttaagtt atttaggaac 900 
atgcctcatt ttctcttatt tttgatctat 960 
ccattttcct tcttcttttt taagcatttt 1020 
tgattaggtg catctatctc ttcgctctgt 1080 
atttggtgtt agtatttcac actcagttct 1140 
tttatgatga ttttaccttt atagcaattt 1200 
tcaggtacac cattaagata caacattcta 1260 
atgatatttg aagaataatg aaatgcttta 1320 
gttttactgg atcatgtttt gaactgacta 1380 
aacaattctg tttcactggg tagtctaaaa 1440 
tatgtgaatt tagggatgga aacttttttt 1500 
aaaaacccca caaaaatcag cactccttta 1560 
aaactctagg aagggaaata tctgtgtctt 1620 
tgaactgtaa ccgctaactt gactggatga 1680 
gcttcctcag atttcactgt tttcatctcc 1740 
caaaaactgt aatatccttt agaaatgctc 1800 
gtatttataa atattttaca agtttagatt 1860 
gggggtattt tgcatgttcg gatttttttt 1920 
aactattgcc aggtagttgt tagtgtttct 1980 
ctgttaccag ttatcggctc tgtcatctga 2040 
tttagaattt gtttttgttg ttttacctta 2100 
atctcaattt atataaagta ctggaaaaaa 2160 
tccgtaggat gaattagaaa taaattgtga 2220 
ctaatcattt agaaatgtct gagagtaaca 2280 
gcattcaagc tctgaattga ttttttgctt 2340 
ctaccagaat gtcttaattt tttaaatttg 2400 
taattataat tttaacatat cttcactgta 2460 
ttgcattgct aaggcctttt taaaaagctt 2520 
cacgttatat gtttccaaat ctgtgtattg 2580 
gtgattttaa aatattactg tgcttctttg 2640 
tctgtcattg atggaccact acctgcagct 2700 
ttagtctggc cacatgcata gcccatcttc 2760 
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ataatgtcgc agcagaaggt tctttgtggt 
taaccctctc aggtatattt acctggtaga 
tgttttaatt ggactgtagt ttagaaatta 
ttctgttact tttatttctg aaacttaaaa 
tagaactttt ttattttatt gcacactgaa 
aacccttctt tggctttcct tgcccattgc 
atgtgacagc tatattgtat tacaaagtaa 



taaaagtttt aaagcctatt tctttatagg 2820 
aaaacatgta gattgtttct attacttaaa 2880 
caggaccagc ttgttacaga ttatacacta 2940 
acaataaatt ctttttctgt gtttctaggt 3000 
cagatactgt tgcttattga atattgtgta 3060 
aatttgattt aagcctacta gagccattgt 3120 
aaatatatga gtgtattgaa aac 3173 



<210> 11935 
<211> 206 
<212> PRT 

<213> Homo sapiens 
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<210> 11936 
<211> 2580 
<212> DNA 
<213> Homo sapiens 
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<220> 
<221> CDS 

<222> (149). , (2164) 
<400> 11936 

caaaaaaaaa aaggacctag gcgcggtagc tggggctggc ttttgagggg cgcgggcagc 60 
cttctgactg ggtcggaggc ctgcgggccc gaagcctctg tccctcctgt tcttgtccgg 120 
cgctgcttag cccctccgcg tagtcatcat ggatctgatt ttaaaccgaa tggattatct 180 
gcaggtggga gtaacatctc agaagactat gaagctaatt cctgcctcaa gacacagagc 240 
tacacaaaag gtggttattg gagatcatga tggggtagtt atgtgctttg gcatgaagaa 300 
aggagaagca gcagcagtgt tcaagacttt acccgggccg aagattgcaa ggctggaact 360 
gggaggggtt atcaacacac ctcaggagaa aatttttatt gctgcagcat ctgagattag 420 
aggcttcaca aaaagaggaa aacagttcct ctcctttgaa acaaacctca ctgaaagcat 480 
taaagctatg cacatatctg gctcagacct ctttctcagt gcaagttaca tctataacca 540 
ttattgtgac tgcaaagacc aacattatta cctttctggg gataaaatca atgatgtgat 600 
ctgccttcca gtggaaagat tatctcgtat cacacctgta ttggcctgcc aggacagagt 660 
gctcagagtt ttacagggat ctgatgtgat gtatgcagtt gaagttcctg gaccccctac 720 
tgtcttagca ctacacaatg gaaatggcgg tgactctgga gaagaccttt tgtttgggac 780 
atcagacgga aaacttgcgc ttatacagat tactacatcc aaaccagtac gcaagtggga 840 
aattcaaaat gagaaaaaga gaggaggtat tttgtgtatt gacagctttg acattgtggg 900 
tgatggggtt aaagatttac ttgttgggag agatgacgga atggtggaag tgtatagttt 960 
tgataatgca aatgaacctg ttctacgatt tgatcagatg ttgtctgaaa gcgtcacatc 1020 
tatccagggt ggttgtgtag gaaaagacag ctatgatgaa atcgtggtgt ccacatattc 1080 
aggctgggtt acaggtctga caacagagcc cattcataag gaaagtggac caggagaaga 1140 
actaaaaatt aatcaggaga tgcagaataa aatttcttcc ttacggaatg agttggaaca 1200 
tttgcagtat aaggtattgc aggaaagaga gaattatcaa cagtcttctc aatcaagcaa 1260 
agcaaaatca gcagtacctt cctttggtat aaatgataaa tttacactaa ataaagatga 1320 
tgccagttac agccttatct tagaggtaca gactgcaata gataatgtct taatacagag 1380 
tgatgttcca atagatttac ttgatgtgga taaaaattct gctgttgtta gctttagcag 1440 
ctgtgattct gagtcaaacg acaacttcct tcttgccact tatcggtgcc aggcagatac 1500 
tacaaggctg gaactcaaga ttcgctcaat tgaaggccag tatggcacac tactagcata 1560 
tgtgactcca agaattcaac ccaaaacctg tcaggtccgc cagtaccaca tcaaacctct 1620 
ttcactccat caaagaactc actttattga tcatgacaga cccatgaata cactgaccct 1680 
aacaggccag ttcagttttg ctgaagttca ctcctgggtg gttttttgtc tgcctgaagt 1740 
tccagaaaaa cctccagcag gagaatgtgt gacattttac tttcagaaca cctttctaga 1800 
tacacaactt gaaagtacct acagaaaagg agagggagtt tttaaatctg acaacatttc 1860 
tactatctcc atcctaaaag atgtgctttc taaagaagct acaaaaagga aaattaacct 1920 
caacatatca tacgagataa atgaagtatc agtcaaacac actttaaagc taatccaccc 1980 
aaagctggag taccagttgc ttttggctaa gaaagtgcag ttaattgatg ctttaaaaga 2040 
attacagatt catgagggaa atacgaactt tctgatacca gaatatcact gtattctaga 2100 
agaggcagat cacctacagg aagaatacaa aaagcaacct gcacatcttg aaagactcta 2160 
tggttagtgg accattctag aataccttgc catatttctt ttcaactggc tatttcccaa 2220 
ggatcatgta agagaagctg ggcagaaaga taaaaagatt acatcagtca tgattcatga 2280 
accagtcatg aatcagttga caacaaattt attgcacaga atatttctgt attttgtcaa 2340 
gctactttta atatttaatt cttttacttg ataaaatgca agtatattaa gaaataagta 2400 
tactgtgatg aattaatcta tatatatgaa caaacctggt ataaaatgaa tgtaatctat 2460 
gaacctttag agcttagact gtatttcaca caaataattg tcatgttttg ttgctattgt 2520 
gaattataaa aatgcagcat ttaaaatttt taaggcaaaa tttaataaag gatatacagt 2580 
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<210> 11937 
<211> 672 
<212> PRT 

<213> Homo sapiens 



<400> 11937 
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Asn 


Lys 


1 1 e 


Ser 


Ser 








340 










u 1 n 


Tyr 


Lys 


Va 1 


Leu 


G 1 n 


G 1 u 


Arg 






o c tr 

35b 










360 


Ser 


Ser 


Lys 


Ala 


Lys 


Ser 


Ala 


Va 1 




3/0 










3/b 




Phe 


Thr 


Leu 


Asn 


Lys 


Asp 


Asp 


A 1 ^ 

Ala 


o r> fT 

385 










390 






Gin 


Thr 


Ala 


1 le 


Asp 


Asn 


Val 


Leu 










405 








Leu 


Leu 


Asp 


Val 


Asp 


Lys 


Asn 


Ser 








420 










Asp 


Ser 


Glu 


Ser 


Asn 


Asp 


Asn 


Phe 






435 










440 


Ala 


Asp 


Thr 


Thr 


Arg 


Leu 


Glu 


Leu 




450 










455 




Tyr 


Gly 


Thr 


Leu 


Leu 


Ala 


Tyr 


Val 


465 










470 






Cys 


Gtn 


Val 


Arg 


Gin 


Tyr 


His 


1 le 










485 








Thr 


His 


Phe 


1 le 


Asp 


His 


Asp 


Arg 








500 










Gly 


Gin 


Phe 


Ser 


Phe 


Ala 


Glu 


Val 






515 










520 


Pro 


Glu 


Val 


Pro 


Glu 


Lys 


Pro 


Pro 




530 










535 




Phe 


Gin 


Asn 


Thr 


Phe 


Leu 


Asp 


Thr 


545 










550 






Gly 


Glu 


Gly 


Va 1 


Phe 


Lys 


Ser 


Asp 










565 








Lys 


Asp 


Val 


Leu 


Ser 


Lys 


Glu 


Ala 








boO 










1 le 


Ser 


Tyr 


Glu 


1 le 


Asn 


Glu 


Val 






595 










600 


1 le 


His 


Pro 


Lys 


Leu 


Glu 


Tyr 


Gin 




610 










615 




Leu 


1 le 


Asp 


Ala 


Leu 


Lys 


Glu 


Leu 


625 










630 






Phe 


Leu 


1 le 


Pro 


Glu 


Tyr 


His 


Cys 










645 








Gin 


Glu 


Glu 


Tyr 


Lys 


Lys 


Gin 


Pro 



660 



Gly 


Glu 


Glu 


Leu Lys 


1 1 A 

1 le 


Asn G 1 n 




330 










33b 


Leu 


A 

Arg 


A ^ . 

Asn 


Glu 


Leu 


Glu 


His Leu 


345 










350 




Glu 


A A « 

Asn 


Tyr 


Gin 


Gin 


Ser 


Ser G 1 n 










365 






Pro 


Ser 


Phe 


Gly 


1 le 


A ^ _ 

Asn 


Asp Lys 








380 








Ser 


Tyr 


Ser 


Leu 


1 le 


Leu 


Glu Val 






O c 

395 








400 


1 le 


Gin 


Ser 


Asp Val 


Pro 


1 le Asp 




410 










A -A ^ 

415 


A 1 _ 

Ala 


Val 


Va 1 


Ser 


Phe 


Ser 


Ser Cys 


425 










430 




Leu 


Leu 


Ala 


Thr Tyr 


Arg 


Cys Gin 










445 






Lys 


1 le 


Arg 


Ser 


1 le 


Glu 


Gly Gin 








460 








Thr 


Pro 


Arg 


1 le 


Gin 


Pro 


Lys Thr 






475 








480 


Lys 


Pro 


Leu 


Ser 


Leu 


His 


Gin Arg 




490 










495 


Pro 


Met 


Asn 


Thr 


Leu 


Thr 


Leu Thr 


505 










510 




His 


Ser 


Trp 


Val 


Val 


Phe 


Cys Leu 










525 






Ala 


Gly 


Glu 


Cys Val 


Thr 


Phe Tyr 








540 








Gin 


Leu 


Glu 


Ser 


Thr 


Tyr 


Arg Lys 






555 








560 


Asn 


1 le 


Ser 


Thr 


1 le 


Ser 


1 1 e Leu 




570 










575 


Thr 


Lys 


Arg 


Lys 


1 le 


Asn 


Leu Asn 


585 










590 




Ser 


Val 


Lys 


His 


Thr 


Leu 


Lys Leu 










605 






Leu 


Leu 


Leu 


Ala 


Lys 


Lys 


Val Gin 








620 








Gin 


1 le 


His 


Glu 


Gly 


Asn 


Thr Asn 






635 








640 


1 le 


Leu 


Glu 


Glu 


Ala 


Asp 


His Leu 




650 










655 


Ala 


His 


Leu 


Glu 


Arg 


Leu 


Tyr Gly 


665 










670 





<210> 11938 
<211> 2902 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (62) . . (730) 

<400> 11938 

aattgcagcc tgtcactctg cccacacgtc tgcagccaag acgcagggtg ggcacgtgta 60 
catgtggggc cagtgccggg gtcagtccgt gatcctcccg cacctcaccc acttctcctg 120 
caccgaogac gtgtttgcct gotttgccac tcccgccgto tcgtggogoc tcctgtctgt 180 
ggagcatgaa gactttttaa cagttgcaga gtcactgaag aaagaatttg atagtccaga 240 
aactgctgat ctgaagttto gaattgatgg aaaatatatt catgtccata aagctgtttt 300 
gaaaatcagg tgtgagcatt ttcgatccat gttccagtcg tattggaatg aagacatgaa 360 
ggaagtgata gaaatcgatc agttttctta cccagtgtat cgtgcctttc tccagtacct 420 
ctacacagao acagtcgacc tgocgccaga agatgctata ggtcttctgg atttggcgac 480 
atcttactgt gaaaacagac tgaaaaaact ttgtcagcac attatcaaga gaggaattac 540 
tgtggagaat gccttttcgc tattctctgc tgcagtcaga tatgatgcag aggatttaga 600 
agaattctgc tttaagtttt gcatcaatca tttgacagaa gttacacaga ctgcagcatt 660 
ttggcaaatg gatggccctc tgctaaagga attcattgct aaagccagta aatgtggagc 720 
ctttaagaac tgaagcgcaa ggctgctggg ttctgtgtga gtgctctggg gcactgttga 780 
ggatgtgtcc agtttgtgct ctacgggtga tgtgattctg caggtaaaag accatcaggt 840 
tgttttttto cacatctggg acacagttgt ttgtgtagga acataaoaag ggtgtacggc 900 
ttttcttgag cccattttaa acaacccttg tttccagata agtgtatttt aaatgtgacc 960 
tttcgtaaat ttgggctgga acatgtaaaa gggtgaaagt tagtcgttct tggtcttctt 1020 
ttoatttttg attagaggaa cttctgaact tggaaagggg aagttggcag caactctcct 1080 
gggccacgta tcaacaatct tctgacagca ggagcagtga tagttgggga attgtgagat 1140 
gaatggagag gccccatcgt gaattaaaga tgctgacctg gggattgtta agtgctgcct 1200 
tagttgotag tttagtagcc ttactgtgaa ggaataatta agattgtttc agacttttgt 1260 
ttgtgtgctt gogttgatga ctttttttaa cttcaagata aatcaaagta ataagtttaa 1320 
cgtatattaa acctgttgaa atgataatta tgtaaagata aatattctag gttagtcaag 1380 
atttctctta agatttaagt gcataaagaa tagtaattta gaagtatccg tgaaaagttg 1440 
ataatgaaag aaatttgatg aaggtgaata ttttataaat tagaatctcc aotacttatc 1500 
caatggtgtt ttatttcatt aaggtagaac ttgagaactc aagtttaaat tgtcccccac 1560 
caccttcttc tataaatgca aacttaagag gaaaataatg acatgtatag tatactcttg 1620 
octtcotaaa ttatgactgc tgaatoatca tatctactat atatgactgg aagaagtggt 1680 
tcttcaagtc aaccctctta caagacttag tggaatttgo tttatctact ttaggccaaa 1740 
tccatcacac attggcttat gtgaaacttt atcatctttc acttttggtt ttcctctgtt 1800 
tttaaacatc ttaggtataa cagcacaatt tcaccttgaa aaagcaccaa aattatggtg 1860 
ttcctgaaaa gatcotatta aaagaoagta gtttatttga actggttatg gaaggtgact 1920 
ttgggatgta agagtgttca actgtgagtt tcatcatgtg tgtccgttga gcttgctttt 1980 
aagagcaatg ttttgctttg ctctctggtc catgaactca tttccatttg agtgagttcc 2040 
cttagtgaat tttgtctcct gcttggaaag tctctcttct gaacctggag cctgaataca 2100 
ttttcagagc caaattacaa gtgggtgaag acatgctaca actactattt ttagcaatgt 2160 
ttttaaattt gtgtotattg gggtgggaag gggagtgagg ccctaaagat aggaattcac 2220 
tgatagctga aatagataca agcctaggag ccocagccco cttttcttga ccatatcaca 2280 
agtgattgaa gcccagtgaa ttagtcggtt agaattcgtt ctacaacatg atagaacttt 2340 
tcttactagc ttcagaaatg cacattgatt tgtgctatga tgggtggtgt ttgtaacaat 2400 
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cactgttcta taggcttatg atctgagcaa aatgtgaact tcagtatgtt tactattgct 2460 
cttacttgaa aacttttttt caaaaaaagc acaaattaaa gtagtaaatt catatccata 2520 
gatagttcat tcattcaaca aatatttacc aagttcctaa tataagtgaa ggaccacttc 2580 
tcatattaga ttactaagtc atttgtatga atatgtgtgg cagtgaagag aacaggtctt 2640 
tcaaaaagca tttgattatt ttttttaaat acactctctt atttttctac ttgttttttt 2700 
gttaatcata gcaggatatg acaactctta tttgaattga ttttttcatc taatgtaata 2760 
atggaagcca aagtattcat atttcttaag atagccctaa atgtactctt gaacttctta 2820 
ctggaacaat gtttgatact ctagtatgta agctgtattt atgtaatatt tagaacgaca 2880 
tgttaataaa caaagtaaca tt 2902 



<210> 11939 
<211> 223 
<212> PRT 

<213> Homo sapiens 



<400> 11939 
Met Trp Gly Gin 
1 

His Phe Ser Cys 
20 

Val Ser Trp Arg 
35 

Ala Glu Ser Leu 
50 

Lys Phe Arg I I e 
65 

Lys I I e Arg Cys 

Glu Asp Met Lys 
100 

Tyr Arg Ala Phe 
115 

Pro Glu Asp Ala 
130 

Asn Arg Leu Lys 
145 

Val Glu Asn Ala 

Glu Asp Leu Glu 
180 

Glu Val Thr Gin 
195 

Lys Glu Phe I le 
210 



Cys 


Arg 


Gly 


Gin 


5 








Thr 


Asp 


Asp 


Val 


Leu 


Leu 


Ser 


Val 








40 


Lys 


Lys 


Glu 


Phe 






55 




Asp 


Gly 


Lys 


Tyr 




70 






Glu 


His 


Phe 


Arg 


85 








Glu 


Val 


1 le 


Glu 


Leu 


Gin 


Tyr 


Leu 








120 


1 le 


Gly 


Leu 


Leu 






135 




Lys 


Leu 


Cys 


Gin 




150 






Phe 


Ser 


Leu 


Phe 


165 








Glu 


Phe 


Cys 


Phe 


Thr 


Ala 


Ala 


Phe 








200 


Ala 


Lys 


Ala 


Ser 






215 





Ser 


Val 


1 le 


Leu 




10 






Phe 


Ala 


Cys 


Phe 


25 








Glu 


His 


Glu 


Asp 


Asp 


Ser 


Pro 


Glu 








60 


1 le 


His 


Val 


His 






75 




Ser 


Met 


Phe 


Gin 




90 






1 le 


Asp 


Gin 


Phe 


105 








Tyr 


Thr 


Asp 


Thr 


Asp 


Leu 


Ala 


Thr 








140 


His 


1 le 


1 le 


Lys 






155 




Ser 


Ala 


Ala 


Val 




170 






Lys 


Phe 


Cys 


1 le 


185 








Trp 


Gin 


Met 


Asp 


Lys 


Cys 


Gly Ala 








220 



Pro 


His Leu 


Thr 




15 




Ala 


Thr Pro 


Ala 




30 




Phe 


Leu Thr 


Val 


45 






Thr 


Ala Asp 


Leu 


Lys 


Ala Val 


Leu 






80 


Ser 


Tyr Trp 


Asn 




95 




Ser 


Tyr Pro 


Val 




110 




Val 


Asp Leu 


Pro 


125 






Ser 


Tyr Cys 


Glu 


Arg 


Gly Me 


Thr 






160 


Arg 


Tyr Asp 


Ala 




175 




Asn 


His Leu 


Thr 




190 




Gly 


Pro Leu 


Leu 


205 






Phe 


Lys Asn 





<210> 11940 



-5497/13211- 



<211> 3179 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (1150). . (2634) 
<400> 11940 

ttttctctgc ttttcgctac cccggtcact 
Gccccatccc cctttctcct gtcctccccc 
gccaccagct gctgggcccc gggctgctgc 
cccatacagc cccggcccct ggtctctggc 
acctcttcct gtgctcagcg ccgggcccag 
tgcggcggct acaggagatc agtgtggttt 
atttggtcct ggtggagaca ggaaggaccc 
toaoggcatg gaacgcagcc attgggggcg 
agcagoagat gagccggggt gacatcccca 
cccagcatgg gctccggctg gaaggtgtat 
tgagactcct ggctgagttc cgtcgggatg 
actttgtgga ggatgtcact gacacactca 
tgacctctgc acggttgctg cctcgctgga 
agagccaagg cccaaccagg atctctgcct 
ctccgcccca tcacttccca ccctggggga 
ggaagggggc agagacacat ccatcctgca 
agctgccact ctttcttcco gggtoctccc 
ccccagaaga atoagcgcct ggagaaatat 
aaccgccgca cactggccac. cctcattggg 
ctaaaccaga tgtgcacgcg gaacttggct 
gatgggcgag gggagcacga ggtgcgagtg 
gtctttgata tcgattctga ccaggtagct 
acctggaagg aogtgcagct gtctcaggct 
cagcagctcc cagacaactg tgtcaccctg 
ctgactaacc aggtactgga gatgcggggg 
tttgagattc gcgagcatgg ggagctggag 
gagcaggctt tacaatggtg coagctccca 
aaagtccccc tggcccaagc tggctgcctc 
gtggggctgt tgcggtgtcg tgaggagcca 
aggttctttc tgctgcgtgg ccgctgcctg 
ccagaacggg agtggccttt ggaaggtgcc 
aagcccccaa caccgtgggg cttcacattg 
tgcactgacg aggatgaaat gtgggattgg 
gaccagcagc cagtggtctt acgacgcoat 
ggcactatgc ctttgctgcc tatccgtggg 
aatcagacco tgcggcgact acacaaccgg 
tcatcccagg ggtctgtgga ggagoaagag 
gtgtatgagg aagtaggggc cttccctgag 
accacacggg agtggacagt gaagccagag 



ctcatttctc tcccctattc cttgtctctt 60 
tgcctctaca gtggttctcc ccgctgagct 120 
ggctgggccg cctatggctg cggtccccot 180 
tgtcagggtt tggcctcctt cgtggtgacc 240 
gccccccagc ccctgaggac atggtgcatc 300 
ctgcagctga caccccagat aagaaagagc 360 
tgtatotgca aggagagggc cggctggact 420 
cggotggtgg gggcggcaca gggctgoagg 480 
tcatcgtgga tgcctgcatc agttttgtta 540 
acoggaaagg gggcgctcgt gcocgcagcc 600 
cccggtcggt gaagctccga ccaggggagc 660 
aacgcttctt tcgtgagctc gatgaocotg 720 
gggaggctgc tggtattcct aagatccctg 780 
tcccccacca gaatccatgg tttggcagcc 840 
tcatccagag acttggctca ggggg^ggtg 900 
tttgtgccta aaaatccctc cctctgtaco 960 
caaccctcct ocattccatc cccagagctg 1020 
aaagatgtga ttggctgcct gccgcgggtc 1080 
catctctatc gggtgcagaa atgtgcggct 1 1 40 
ctgctgtttg cacccagcgt gttccagacg 1200 
ctgcaagagc tcattgatgg ctaoatctct 1260 
oagattgact tggaggtcag tcttatcaco 1320 
ggagacctca tcatggaagt ttatatagag 1380 
aaggtgtccc caaccctgac tgctgaggag 1440 
acagcagctg ggatggactt gtgggtgact 1500 
cggccactgc atcccaagga aaaggtctta 1560 
gagccctgct cagcttccct gctcttgaaa 1620 
ttcacaggta tccgacgtga gagcccacgg 1680 
cctcgcttgc tgggaagccg cttccaggag 1740 
ctgctgctca aggagaagaa aagctctaaa 1800 
aaggtctacc tgggaatccg oaagaagtta 1860 
atactagaga agatgcacct ctacttgtcc 1920 
accaccagca tccttaaagc ccagcacgat 1980 
tcctcctctg accttgcccg tcagaagttt 2040 
gatgacagtg gagccaccct octctctgcc 2100 
aggaccctgt ccatgttctt tooaatgaag 2160 
gagctggagg agcctgtgta cgaggagoca 2220 
ttgatccagg acacttctac ctccttctcc 2280 
aaccccctca ccagccagaa gtcattggat 2340 
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caaccctttc tctccaagtc aagcaccctt ggccaggagg agaggccacc tgagccccct 2400 
ccaggccccc cttcaaagag cagtccccag gcacgggggt ccctagagga acagctgctc 2460 
caggagctca gcagcctcat cctgaggaaa ggagagacca ctgcaggcct gggaagtcct 2520 
tcccagccat ccagccccca atcccccagc cccactggcc ttccaacaca gacacctggc 2580 
ttccccaccc aacccccatg cacttccagt ccaccctcca gccagcccct cacatgaccc 2640 
taggaccagc agtctgagag ggtaggtacc agaagaccca gaaactctta tcgtggcact 2700 
gttgcagctt cctctgccct ggctggaaag actccagaat ccagtgtggt gctgtggaag 2760 
gagcactgga ctaaaggctt cagtggctgc gtgtcccagg acaggtcatg gcccctctct 2820 
gggcccagcc catttatcta taccatgagg taactgaagt aaggagagca gtgaatgtca 2880 
aactgtgttt cttagagcca taagccccac atattatccc tgaacaaggg cagctcctgc 2940 
tttatatatt tgatacgtag gggttccatg agagattttg ggttttaaag gaatggtttt 3000 
actgcattaa agaaaaaaaa tgctttggaa accagaggcc tgggtgatgt taaagtctat 3060 
cctgtcccac ttcctacatt ctgggactac cgtgaagcct ggagtaggga gagcgagttt 3120 
gggagctggg actcggggag tcaaaaatag atgagtaatt gtcaataaac ctgggaacc 3179 



<210> 11941 
<211> 495 
<212> PRT 

<213> Homo sapiens 
<400> 11941 



Met 


Cys 


Thr 


Arg 


Asn 


Leu 


Ala 


Leu 


Leu 


Phe 


Ala Pro 


Ser 


Val 


Phe 


Gin 


1 








5 










10 








15 




Thr 


Asp Gly 


Arg 


Gly 


Glu 


His 


Glu 


Val 


Arg 


Val Leu 


Gin 


Glu 


Leu 


1 le 








20 










25 








30 






Asp 


Gly 


Tyr 


lie 


Ser 


Val 


Phe 


Asp 


1 le 


Asp 


Ser Asp 


Gin 


Val 


Ala 


Gin 






35 










40 








45 








1 le 


Asp 


Leu 


Glu 


Val 


Ser 


Leu 


lie 


Thr 


Thr 


Trp Lys 


Asp 


Val 


Gin 


Leu 




50 










55 








60 










Ser 


Gin 


Ala 


Gly 


Asp 


Leu 


1 le 


Met 


Glu 


Val 


Tyr 1 1 e 


Glu 


Gin 


Gin 


Leu 


65 










70 










75 








80 


Pro 


Asp 


Asn 


Cys 


Val 


Thr 


Leu 


Lys 


Val 


Ser 


Pro Thr 


Leu 


Thr 


Ala 


Glu 










85 










90 








95 




Glu 


Leu 


Thr 


Asn 


Gin 


Val 


Leu 


Glu 


Met 


Arg 


Gly Thr 


Ala 


Ala 


Gly 


Met 








100 










105 








110 






Asp 


Leu 


Trp 


Val 


Thr 


Phe 


Glu 


1 le 


Arg 


Glu 


His Gly 


Glu 


Leu 


Glu 


Arg 






115 










120 








125 








Pro 


Leu 


His 


Pro 


Lys 


Glu 


Lys 


Val 


Leu 


Glu 


Gin Ala 


Leu 


Gin 


Trp 


Cys 




130 










135 








140 










Gin 


Leu 


Pro 


Glu 


Pro 


Cys 


Ser 


Ala 


Ser 


Leu 


Leu Leu 


Lys 


Lys 


Val 


Pro 


145 










150 










155 








160 


Leu 


Ala 


Gin 


Ala 


Gly 


Cys 


Leu 


Phe 


Thr 


Gly 


1 1 e Arg 


Arg 


Glu 


Ser 


Pro 










165 










170 








175 




Arg 


Val 


Gly 


Leu 


Leu 


Arg 


Cys 


Arg 


Glu 


Glu 


Pro Pro 


Arg 


Leu 


Leu 


Gly 








180 










185 








190 






Ser 


Arg 


Phe 


Gin 


Glu 


Arg 


Phe 


Phe 


Leu 


Leu 


Arg Gly 


Arg 


Cys 


Leu 


Leu 



195 200 205 
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Leu 


Leu 


Lys 


Glu 


Lys 


Lys Ser Ser 




210 








215 


Glu 


Gly 


Ala 


Lys 


Val 


Tyr Leu Gly 


225 










230 


Thr 


Pro 


Trp 


Gly 


Phe 


Thr Leu 1 le 










245 




Ser 


Cys 


Thr 


Asp 


Glu 


Asp Glu Met 








260 






Lys 


Ala 


Gin 


His 


Asp 


Asp Gin Gin 






275 






280 


Ser 


Ser 


Asp 


Leu 


Ala 


Arg Gin Lys 




290 








295 


1 le 


Arg 


Gly 


Asp 


Asp 


Ser Gly Ala 


305 










310 


Leu 


Arg 


Arg 


Leu 


His 


Asn Arg Arg 










325 




Lys 


Ser 


Ser 


Gin 


Gly 


Ser Val Glu 








340 






Val 


Tyr 


Glu 


Glu 


Pro 


Val Tyr Glu 






355 






360 


1 le 


Gin 


Asp 


Thr 


Ser 


Thr Ser Phe 




370 








375 


Lys 


Pro 


Glu 


Asn 


Pro 


Leu Thr Ser 


385 










390 


Leu 


Ser 


Lys 


Ser 


Ser 


Thr Leu Gly 










405 




Pro 


Pro 


Gly 


Pro 


Pro 


Ser Lys Ser 








420 






Glu 


Glu 


Gin 


Leu 


Leu 


Gin Glu Leu 






435 






440 


Glu 


Thr 


Thr 


Ala 


Gly 


Leu Gly Ser 




450 








455 


Ser 


Pro 


Ser 


Pro 


Thr 


Gly Leu Pro 


465 










470 


Gin 


Pro 


Pro 


Cys 


Thr 


Ser Ser Pro 



485 



<210> 11942 
<211> 2789 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 

<222> (133). . (1713) 
<400> 11942 



Lys 


Pro 


Glu 


Arg 


Glu 


Trp 


Pro 


Leu 








220 










1 le 


Arg 


Lys 


Lys 


Leu 


Lys 


Pro 


Pro 






235 










240 


Leu 


Glu 


Lys 


Met 


His 


Leu 


Tyr Leu 




250 
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agcgaggatg tgcgcagcga cttccagcgc agagtgccct acaactacct gcagcgggcc 60 
tacatcaagc ttaaccagct cgaaaaagca gtggaagcag ctcacacatt tttcgtggct 120 
aaccctgagc acatggaaat gcagcagaac attgagaatt acagggcgac agctggtgtt 180 
gaagcattgc agttggtaga cagagaagcc aagccacaca tggagagtta caatgcagga 240 
gttaaacatt atgaggctga tgactttgag atggctatca ggcatttcga acaagcctta 300 
agagaatatt tcgttgaaga tacagaatgc cggaccctat gtgaggggcc tcagagattt 360 
gaagaatatg agtatttagg gtataaggct ggtctgtatg aagctattgc agatcactac 420 
atgcaggtgc ttgtttgtca gcatgaatgt gtgagggaac ttgccacccg ccctggccgc 480 
ctctctccca tcgagaattt tcttcctctg cactatgatt acctacagtt tgcctactat 540 
cgagttggtg agtatgtgaa agccctggag tgtgccaaag cctatcttct atgccatcca 600 
gatgatgagg atgtcctaga caatgtggat tactatgaga gtctgctgga tgatagcatt 660 
gacccggcat ccattgaggc cagagaggat ttaacaatgt tcgtgaaacg tcataagctg 720 
gagtctgagc tgataaaatc agctgcagaa ggtctggggt tttcatacac tgaaccgaat 780 
tattggatca gatatggagg acgacaggat gagaatcggg tcccttcagg agtgaacgta 840 
gagggagcag aagttcatgg attctcaatg ggaaaaaagc tatcacccaa gatagatcga 900 
gacctaagag aaggtggtcc tctactctat gagaacatca cattcgtcta caactcggag 960 
cagctgaacg ggactcagcg ggttctcctg gataacgtcc tgtcggaaga acagtgccgg 1020 
gagctccaca gcgtggccag tggaatcatg cttgttggtg atggatacag aggaaaaact 1080 
tcaccccata cacccaatga aaagtttgaa ggtgcaactg tcctgaaagc actcaaatct 1140 
ggttatgaag gtcgagtccc actgaagagc gctcgtctgt tttatgacat cagcgaaaag 1200 
gctcgaagga ttgtagaatc ttattttatg ctgaactcaa ctctgtattt ttcctataca 1260 
cacatggtct gccgaacagc cctgtctggt cagcaggata gaagaaatga cctcagtcat 1320 
cccatccatg ctgacaactg tttgttggat ccagaggcca acgaatgctg gaaggagcct 1380 
cctgcttaca catttcgaga ctatagtgct ctcctatata tgaatgatga ctttgaagga 1440 
ggagaattca tattcacaga gatggatgct aagactgtga ctgcctctat aaaaccaaaa 1500 
tgtgggcgca tgatcagctt ctcatctgga ggagagaacc ctcatggggt gaaggcagtc 1560 
accaagggaa agaggtgtgc tgtggctctg tggttcacct tggacccact ttatagagaa 1620 
ttggagcgaa tacaggctga tgaagtgatt gcaattctgg atcaagaaca gcaagggaag 1680 
catgaactga atatcaaccc taaagatgag ctataaaaat gagaaagaat gttctatcaa 1740 
atatttattt aaattgttaa tcttatgaga acctttttat ttttgtacag agccatggta 1800 
taaattaaca ggttaatgtc agtcatcaga tcttccttct cttcctaagg atgcttgtgt 1860 
tgcctcaatc tatcaatcta tctttcttgt tttgggttgt tttctctctc tctctctctc 1920 
tctctcttct tagagacatg gtctaaccat gttgtctagg atatagggca gtggctattc 1980 
acagatgtga tgatagcaca ctggagcctc aaactcttag gctcaggcga tccttcaagc 2040 
ctcccgggga gctgggacca caggcacgtg ccaccacacc cagctctctt tcttggtttt 2100 
tcatcatttc atgtatctat caaagcccag ttcacctcct cccccaaaca cacacacaca 2160 
cacacacaca cacacacaca attaagttgc tgcaaattca aaagcttaga gagaataagc 2220 
ttcttggtgg tgaaactaca actctcacgt gtgctocagt tctaaaatta acctgtgcct 2280 
ggtctctgaa gccctttctt gctctgtgoc tttcagccac atccttaggt gctaacggcc 2340 
atgagctccg actctccaaa gtgagctcca ctttgggtct gaggagcccc tggcagagtc 2400 
cacgctgcct caggtatcat gggcgtaatg atcacccagg ctccgggaga tctcatggat 2460 
gattactgta tgagacagag gggacttcag tctttccagg gccttggtgg aatttttggc 2520 
tctggtgttt tcgccagaca ataaacttac actggaagct ttgattcacc ctccacagta 2580 
ctccagaaag gactgtccta taagttgtac actttaaaag gtcatgtaga ggttgtagta 2640 
gaatggcttt tcaccctggt gactttggaa gaaactcttg aatactgcct gcatccgggc 2700 
accatggcca ggttgcctag gagtggggtc cactgatgaa aagaggtgtt ttgtacttac 2760 
ataagaaaaa taaatttctg attgatttt 2789 



